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<210> 1

<211> 449

<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic Construct

<400> 1

Glu Val Gln Leu Val Glu Thr Gly Gly Gly Leu Ile

1 5 10

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr

20 25
Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly
35 40

Ser Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys

65 70 75

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala

85 90
Ala Arg Thr Leu His Gly Ile Arg Ala Ala Tyr Asp

Gln

Phe

Leu

45

Ala

Asn

Val

Ala

Pro

Ser

30

Glu

Asp

Thr

Tyr

Phe

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Ile

Gly

Tyr

Val

Val

Tyr

80

Cys

Ile



Trp

Pro

Thr

145

Thr

Pro

Thr

Asp

Tyr

225

Pro

Ser

Asp

Asn

Gly

Ser

130

Ala

Val

Ala

Val

His

210

Gly

Ser

Arg

Pro

Ala
290

Gln

115

Val

Ala

Ser

Val

Pro

195

Lys

Pro

Val

Thr

Glu

275

Lys

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Pro

Phe

Pro

260

Val

Thr

Thr

Pro

Gly

Asn

165

Gln

Ser

Ser

Cys

Leu

245

Glu

Gln

Lys

Leu

Leu

Cys

150

Ser

Ser

Ser

Asn

Pro

230

Phe

Val

Phe

Pro

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Pro

Pro

Thr

Asn

Arg
295

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Pro

Cys

Trp

280

Glu

105

Val

Cys

Lys

Leu

Leu

185

Thr

Val

Pro

Lys

Val

265

Tyr

Glu

Ser

Ser

Asp

Thr

170

Tyr

Lys

Asp

Ala

Pro

250

Val

Val

Gln

Ser

Arg

Tyr

155

Ser

Ser

Thr

Lys

Pro

235

Lys

Val

Asp

Phe

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Glu

Asp

Asp

Gly

Asn
300

Ser

125

Thr

Pro

Val

Ser

Thr

205

Val

Ala

Thr

Val

Val

285

Ser

110

Thr

Ser

Glu

His

Ser

190

Cys

Glu

Ala

Leu

Ser

270

Glu

Thr

Lys

Glu

Pro

Thr

175

Val

Asn

Ser

Gly

Met

255

Gln

Val

Tyr

Gly

Ser

Val

160

Phe

Val

Val

Lys

Gly

240

Ile

Glu

His

Arg



Val

305

Glu

Lys

Thr

Thr

Glu

385

Leu

Lys

Glu

Gly

Val

Tyr

Thr

Leu

Cys

370

Ser

Asp

Ser

Ala

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ser Val

Lys Cys

Ile Ser
340

Pro Pro
355

Leu Val

Asn Gly

Ser Asp

Arg Trp
420

Leu His
435

2
215
PRT

Leu

Lys

325

Lys

Ser

Lys

Gln

Gly

405

Gln

Asn

Thr

310

Val

Ala

Gln

Gly

Pro

390

Ser

Glu

His

Val

Ser

Lys

Glu

Phe

375

Glu

Phe

Gly

Tyr

Artificial sequence

Synthetic Construct

2

Leu

Asn

Gly

Glu

360

Tyr

Asn

Phe

Asn

Thr
440

His

Lys

Gln

345

Met

Pro

Asn

Leu

Val

425

Gln

Gln

Gly

330

Pro

Thr

Ser

Tyr

Tyr

410

Phe

Lys

Asp

315

Leu

Arg

Lys

Asp

Lys

395

Ser

Ser

Ser

Trp

Pro

Glu

Asn

Ile

380

Thr

Arg

Cys

Leu

Leu

Ser

Pro

Gln

365

Ala

Thr

Leu

Ser

Ser
445

Asn

Ser

Gln

350

Val

Val

Pro

Thr

Val

430

Leu

Gly

Ile

335

Val

Ser

Glu

Pro

Val

415

Met

Ser

Lys

320

Glu

Tyr

Leu

Trp

Val

400

Asp

His

Leu



Glu

Glu

Leu

Tyr

Ser

65

Glu

Phe

Ala

Gly

Ala

145

Gln

Ser

Tyr

Ile

Arg

Ser

Gly

50

Gly

Asp

Thr

Pro

Thr

130

Lys

Glu

Ser

Ala

Val

Ala

Trp

35

Ala

Ser

Phe

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

Leu

Thr

20

Tyr

Ser

Gly

Ala

Gly

100

Val

Ser

Gln

Val

Leu

180

Glu

Thr

Leu

Gln

His

Thr

Val

85

Gly

Phe

Val

Trp

Thr

165

Thr

Val

Gln

Ser

Gln

Arg

Asp

70

Tyr

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Ser

Cys

Lys

Ala

55

Phe

Tyr

Thr

Phe

Cys

135

Val

Gln

Ser

His

Pro

Arg

Pro

40

Thr

Thr

Cys

Lys

Pro

120

Leu

Asp

Asp

Lys

Gln

Gly

Ala

25

Gly

Gly

Leu

His

Val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Thr

10

Ser

Gln

Ile

Thr

Gln

90

Glu

Ser

Asn

Ala

Lys

170

Asp

Leu

Leu

Gln

Ala

Pro

Ile

75

Tyr

Ile

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ser

Ser

Pro

Asp

60

Ser

Ser

Lys

Glu

Phe

140

Gln

Ser

Glu

Ser

Leu

Val

Arg

45

Arg

Arg

Gln

Arg

Gln

125

Tyr

Ser

Thr

Lys

Pro

Ser

Gly

30

Leu

Phe

Leu

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Pro

15

Ile

Leu

Ser

Glu

Pro

95

Val

Lys

Arg

Asn

Ser

175

Lys

Thr

Gly

Asn

Ile

Gly

Pro

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val

Lys



195

Ser Phe Asn Arg Gly Glu Cys

210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

3
1
P

23
RT

215

Artificial sequence

Synthetic Construct

3

Glu Val Gln

1

Ser

Ala

Ser

Lys

65

Leu

Ala

Trp

Leu

Met

Ala

50

Gly

Gln

Arg

Gly

<210>

Arg

Ser

35

Ile

Arg

Met

Thr

Gln
115

4

Leu

Leu

20

Trp

Ser

Phe

Asn

Leu

100

Gly

Val Glu
5

Ser Cys

Val Arg

Gly Ser

Thr Ile

70

Ser Leu
85

His Gly

Thr Leu

Thr

Ala

Gln

Gly

55

Ser

Arg

Ile

Val

200

Gly

Ala

Ala

40

Gly

Arg

Ala

Arg

Thr
120

Gly

Ser

25

Pro

Ser

Asp

Glu

Ala

105

Val

Gly

10

Gly

Gly

Thr

Asn

Asp

90

Ala

Ser

Leu

Phe

Lys

Tyr

Ser

75

Thr

Tyr

Ser

Ile

Thr

Gly

Tyr

60

Lys

Ala

Asp

205

Gln

Phe

Leu

45

Ala

Asn

Val

Ala

Pro

Ser

30

Glu

Asp

Thr

Tyr

Phe
110

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Ile

Gly

Tyr

Val

Val

Tyr

80

Ile



<211>
<212>
<213>

<220>
<223>

<400>

Glu

1

Glu

Leu

Tyr

Ser

65

Glu

Phe

Ile

Arg

Ser

Gly

50

Gly

Asp

Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

108
PRT

Artificial sequence

Synthetic Construct

4

Val Leu

Ala Thr
20

Trp Tyr
35

Ala Ser

Ser Gly

Phe Ala

Phe Gly
100

5
449
PRT

Thr

Leu

Gln

His

Thr

Val

85

Gly

Gln

Ser

Gln

Arg

Asp

70

Tyr

Gly

Ser

Cys

Lys

Ala

55

Phe

Tyr

Thr

Artificial sequence

Synthetic Construct

5

Pro

Arg

Pro

40

Thr

Thr

Cys

Lys

Gly

Ala

25

Gly

Gly

Leu

His

Val
105

Thr

10

Ser

Gln

Ile

Thr

Gln

90

Glu

Leu

Gln

Ala

Pro

Ile

75

Tyr

Ile

Ser

Ser

Pro

Asp

60

Ser

Ser

Lys

Leu

Val

Arg

45

Arg

Arg

Gln

Ser

Gly

30

Leu

Phe

Leu

Ser

Pro

15

Ile

Leu

Ser

Glu

Pro
95

Gly

Asn

Ile

Gly

Pro

80

Pro

Glu Val Gln Leu Val Glu Thr Gly Gly Gly Leu Ile Gln Pro Gly Gly

1

5

10

15



Ser

Ala

Ser

Lys

65

Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asp

Leu

Met

Ala

50

Gly

Gln

Arg

Gly

Ser

130

Ala

Val

Ala

Val

His

Arg

Ser

35

Ile

Arg

Met

Thr

Gln

115

Val

Ala

Ser

Val

Pro

195

Lys

Leu

20

Trp

Ser

Phe

Asn

Leu

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Ser

Val

Gly

Thr

Ser

85

His

Thr

Pro

Gly

Asn

165

Gln

Ser

Ser

Cys

Arg

Ser

Ile

70

Leu

Gly

Leu

Leu

Cys

150

Ser

Ser

Ser

Asn

Ala

Gln

Gly

55

Ser

Arg

Ile

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

Ala

Ala

40

Gly

Arg

Ala

Arg

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Ser

25

Pro

Ser

Asp

Glu

Ala

105

Val

Cys

Lys

Leu

Leu

185

Thr

Val

Gly

Gly

Thr

Asn

Asp

90

Ala

Ser

Ser

Asp

Thr

170

Tyr

Lys

Asp

Phe

Lys

Tyr

Ser

75

Thr

Tyr

Ser

Arg

Tyr

155

Ser

Ser

Thr

Lys

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

Phe

Leu

45

Ala

Asn

Val

Ala

Ser

125

Thr

Pro

Val

Ser

Thr

205

Val

Ser

30

Glu

Asp

Thr

Tyr

Phe

110

Thr

Ser

Glu

His

Ser

190

Cys

Glu

Phe

Trp

Ser

Leu

Tyr

95

Ile

Lys

Glu

Pro

Thr

175

Val

Asn

Ser

Tyr

Val

Val

Tyr

80

Cys

Ile

Gly

Ser

Val

160

Phe

Val

Val

Lys



Tyr

225

Pro

Ser

Asp

Asn

Val

305

Glu

Lys

Thr

Thr

Glu

385

Leu

210

Gly

Ser

Arg

Pro

Ala

290

Val

Tyr

Thr

Leu

Cys

370

Ser

Asp

Pro

Val

Thr

Glu

275

Lys

Ser

Lys

Ile

Pro

355

Leu

Asn

Ser

Pro

Phe

Pro

260

Val

Thr

Val

Cys

Ser

340

Pro

Val

Gly

Asp

Cys

Leu

245

Glu

Gln

Lys

Leu

Lys

325

Lys

Ser

Lys

Gln

Gly
405

Pro

230

Phe

Val

Phe

Pro

Thr

310

Val

Ala

Gln

Gly

Pro

390

Ser

215

Pro

Pro

Thr

Asn

Arg

295

Val

Ser

Lys

Glu

Phe

375

Glu

Phe

Cys

Pro

Cys

Trp

280

Glu

Leu

Asn

Gly

Glu

360

Tyr

Asn

Phe

Pro

Lys

Val

265

Tyr

Glu

His

Lys

Gln

345

Met

Pro

Asn

Leu

Ala

Pro

250

Val

Val

Gln

Gln

Gly

330

Pro

Thr

Ser

Tyr

Tyr
410

Pro

235

Lys

Val

Asp

Phe

Asp

315

Leu

Arg

Lys

Asp

Lys

395

Ser

220

Glu

Asp

Asp

Gly

Asn

300

Trp

Pro

Glu

Asn

Ile

380

Thr

Arg

Ala

Thr

Val

Val

285

Ser

Leu

Ser

Pro

Gln

365

Ala

Thr

Leu

Ala

Leu

Ser

270

Glu

Thr

Asn

Ser

Gln

350

Val

Val

Pro

Thr

Gly

Met

255

Gln

Val

Tyr

Gly

Ile

335

Val

Ser

Glu

Pro

Val
415

Gly

240

Ile

Glu

His

Arg

Lys

320

Glu

Tyr

Leu

Trp

Val

400

Asp



Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His

420

425

430

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu

Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu

1

Glu

Leu

Tyr

Ser

65

Glu

Phe

Ile

Arg

Ser

Gly

50

Gly

Asp

Thr

435

6
215
PRT

Artificial sequence

Synthetic Construct

6

Val Leu

Ala Thr
20

Trp Tyr

35

Ala Ser

Ser Gly

Phe Ala

Phe Gly
100

Thr

Leu

Gln

His

Thr

Val

85

Gly

Gln

Ser

Gln

Arg

Asp

70

Tyr

Gly

Ser

Cys

Lys

Leu

55

Phe

Tyr

Thr

440

Pro

Arg

Pro

40

Thr

Thr

Cys

Lys

Gly

Ala

25

Gly

Leu

His

Val
105

Thr

10

Ser

Gln

Ile

Thr

Gln

90

Glu

Leu

Gln

Ala

Pro

Ile

75

Tyr

Ile

Ser

Ser

Pro

Asp

60

Ser

Ser

Lys

445

Leu

Val

Arg

45

Arg

Arg

Gln

Arg

Ser

Gly

30

Leu

Phe

Leu

Pro

Thr
110

Pro

15

Ile

Leu

Ser

Glu

Pro

95

Val

Gly

Asn

Ile

Gly

Pro

80

Pro

Ala



Ala

Gly

Ala

145

Gln

Ser

Tyr

Ser

Pro

Thr

130

Lys

Glu

Ser

Ala

Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ser
115

Ala

Val

Ser

Thr

Cys
195

Asn

7
123
PRT

Val

Ser

Gln

Val

Leu

180

Glu

Arg

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Phe

Cys

135

Val

Gln

Ser

His

Cys
215

Artificial sequence

Synthetic Construct

7

Glu Val Gln Leu Val Glu Thr

1

5

Ser Leu Arg Leu Ser Cys Ala

20

Ala Met Ser Trp Val Arg Gln

35

Pro

120

Leu

Asp

Asp

Lys

Gln
200

Pro

Leu

Asn

Ser

Ala

185

Gly

Ser

Asn

Ala

Lys

170

Asp

Leu

Asp

Asn

Leu

155

Asp

Tyr

Ser

Glu

Phe

140

Gln

Ser

Glu

Ser

Gly Gly Gly Leu Ile

10

Ala Ser Gly Phe Thr

25

Ala Pro Gly Lys Gly

40

Gln Leu
125

Tyr Pro

Ser Gly

Thr Tyr

Lys His

190

Pro Val
205

Lys

Arg

Asn

Ser

175

Lys

Thr

Ser

Glu

Ser

160

Leu

Val

Lys

Gln Pro Gly Gly

15

Phe Ser Phe Tyr

30

Leu Glu Trp Val

45



Ser

Lys

65

Leu

Ala

Trp

Ala Ile Ser
50

Gly Arg Phe

Gln Met Asn

Arg Thr Leu
100

Gly Gln Gly
115

<210> 8
<211> 108
<212> PRT

<213>

<220>

<223>

<400> 8

Glu

1

Glu

Leu

Tyr

Ser
65

Ile Val Leu

Arg Ala Thr
20

Ser Trp Tyr
35

Gly Ala Ser
50

Gly Ser Gly

Gly

Thr

Ser

85

His

Thr

Thr

Leu

Gln

His

Thr

Ser

Ile

70

Leu

Gly

Leu

Gln

Ser

Gln

Arg

Asp
70

Gly

55

Ser

Arg

Ile

Val

Artificial sequence

Synthetic Construct

Ser

Cys

Lys

Leu

55

Phe

Gly

Arg

Ala

Arg

Thr
120

Pro

Arg

Pro

40

Thr

Thr

Ser

Asp

Glu

Ala

105

Val

Gly

Ala

25

Gly

Gly

Leu

Thr

Asn

Asp

90

Ala

Ser

Thr

10

Ser

Gln

Ile

Thr

Tyr Tyr
60

Ser Lys

75

Thr Ala

Tyr Asp

Ser

Leu Ser

Gln Ser

Ala Pro

Pro Asp

60

Ile Ser
75

Ala

Asn

Val

Ala

Leu

Val

Arg

45

Arg

Arg

Asp

Thr

Tyr

Phe
110

Ser

Gly

30

Leu

Phe

Leu

Ser Val

Leu Tyr
80

Tyr Cys
95

Ile Ile

Pro Gly

15

Ile Asn

Leu Ile

Ser Gly

Glu Pro
80



Glu Asp Phe Ala Val Tyr Tyr Cys His Gln Tyr Ser Gln Pro Pro Pro

85

90

Phe Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu

1

Ser

Ala

Ser

Lys

65

Leu

Ala

Trp

9

449

P

RT

100

Artificial sequence

Synthetic Construct

9

Val Gln

Leu

Met

Ala

50

Gly

Gln

Arg

Gly

Arg

Ser

35

Ile

Arg

Met

Thr

Gln
115

Leu

Leu

20

Trp

Ser

Phe

Asn

Ile

100

Gly

Val Glu
5

Ser Cys

Val Arg

Gly Ser

Thr Ile

70

Ser Leu
85

His Gly

Thr Leu

Thr

Ala

Gln

Gly

55

Ser

Arg

Ile

Val

Gly

Ala

Ala

40

Gly

Arg

Ala

Arg

Thr
120

105

Gly

Ser

25

Pro

Ser

Asp

Glu

Ala

105

Val

Gly

10

Gly

Gly

Thr

Asn

Asp

90

Ala

Ser

Leu

Phe

Lys

Tyr

Ser

75

Thr

Tyr

Ser

Ile

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Gln

Phe

Leu

45

Ala

Asn

Val

Ala

Ser
125

Pro

Ser

30

Glu

Asp

Thr

Tyr

Phe

110

Thr

95

Gly

15

Phe

Trp

Ser

Leu

Tyr

95

Ile

Lys

Gly

Tyr

Val

Val

Tyr

80

Cys

Ile

Gly



Pro

Thr

145

Thr

Pro

Thr

Asp

Tyr

225

Pro

Ser

Asp

Asn

Val

305

Glu

Ser

130

Ala

Val

Ala

Val

His

210

Gly

Ser

Arg

Pro

Ala

290

Val

Tyr

Val

Ala

Ser

Val

Pro

195

Lys

Pro

Val

Thr

Glu

275

Lys

Ser

Lys

Phe

Leu

Trp

Leu

180

Ser

Pro

Pro

Phe

Pro

260

Val

Thr

Val

Cys

Pro

Gly

Asn

165

Gln

Ser

Ser

Cys

Leu

245

Glu

Gln

Lys

Leu

Lys

Leu

Cys

150

Ser

Ser

Ser

Asn

Pro

230

Phe

Val

Phe

Pro

Thr

310

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Pro

Pro

Thr

Asn

Arg

295

Val

Ser

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Pro

Cys

Trp

280

Glu

Leu

Asn

Cys

Lys

Leu

Leu

185

Thr

Val

Pro

Lys

Val

265

Tyr

Glu

His

Lys

Ser

Asp

Thr

170

Tyr

Lys

Asp

Ala

Pro

250

Val

Val

Gln

Gln

Gly

Arg

Tyr

155

Ser

Ser

Thr

Lys

Pro

235

Lys

Val

Asp

Phe

Asp

315

Leu

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Glu

Asp

Asp

Gly

Asn

300

Trp

Pro

Thr

Pro

Val

Ser

Thr

205

Val

Ala

Thr

Val

Val

285

Ser

Leu

Ser

Ser

Glu

His

Ser

190

Cys

Glu

Ala

Leu

Ser

270

Glu

Thr

Asn

Ser

Glu

Pro

Thr

175

Val

Asn

Ser

Gly

Met

255

Gln

Val

Tyr

Gly

Ile

Ser

Val

160

Phe

Val

Val

Lys

Gly

240

Ile

Glu

His

Arg

Lys

320

Glu



Lys

Thr

Thr

Glu

385

Leu

Lys

Glu

Gly

Thr

Leu

Cys

370

Ser

Asp

Ser

Ala

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ile

Pro

355

Leu

Asn

Ser

Arg

Leu

435

10
215
PRT

Ser

340

Pro

Val

Gly

Asp

Trp

420

His

325

Lys

Ser

Lys

Gln

Gly

405

Gln

Asn

Ala

Gln

Gly

Pro

390

Ser

Glu

His

Lys

Glu

Phe

375

Glu

Phe

Gly

Tyr

Artificial sequence

Synthetic Construct

10

Gly

Glu

360

Tyr

Asn

Phe

Asn

Thr
440

Gln

345

Met

Pro

Asn

Leu

Val

425

Gln

330

Pro

Thr

Ser

Tyr

Tyr

410

Phe

Lys

Arg

Lys

Asp

Lys

395

Ser

Ser

Ser

Glu

Asn

Ile

380

Thr

Arg

Cys

Leu

Pro

Gln

365

Ala

Thr

Leu

Ser

Ser
445

Gln

350

Val

Val

Pro

Thr

Val

430

Leu

335

Val

Ser

Glu

Pro

Val

415

Met

Ser

Tyr

Leu

Trp

Val

400

Asp

His

Leu

Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly

1

5

10

15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Gly Ile Asn



Leu

Tyr

Ser

65

Glu

Phe

Ala

Gly

Ala

145

Gln

Ser

Tyr

Ser

Ser

Gly

50

Gly

Asp

Thr

Pro

Thr

130

Lys

Glu

Ser

Ala

Phe
210

Trp

35

Ala

Ser

Phe

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

195

Asn

20

Tyr

Ser

Gly

Ala

Gly

100

Val

Ser

Gln

Val

Leu

180

Glu

Arg

Gln

His

Thr

Val

85

Gly

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Gln

Arg

Asp

70

Tyr

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Lys

Leu

55

Phe

Tyr

Thr

Phe

Cys

135

Val

Gln

Ser

His

Cys
215

Pro

40

Thr

Thr

Cys

Lys

Pro

120

Leu

Asp

Asp

Lys

Gln
200

25

Gly

Gly

Leu

His

Val

105

Pro

Leu

Asn

Ser

Ala
185

Gln

Ile

Thr

Gln

90

Glu

Ser

Asn

Ala

Lys

170

Asp

Leu

Ala

Pro

Ile

75

Tyr

Ile

Asp

Asn

Leu

155

Asp

Tyr

Ser

Pro

Asp

60

Ser

Ser

Lys

Glu

Phe

140

Gln

Ser

Glu

Ser

Arg

45

Arg

Arg

Gln

Arg

Gln

125

Tyr

Ser

Thr

Lys

Pro
205

30

Leu

Phe

Leu

Pro

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Leu

Ser

Glu

Pro

95

Val

Lys

Arg

Asn

Ser

175

Lys

Thr

Ile

Gly

Pro

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val

Lys



<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu

1

Ser

Ala

Ser

Lys

65

Leu

Ala

Trp

Val

Leu

Met

Ala

50

Gly

Gln

Arg

Gly

<210>
<211>
<212>
<213>

<220>
<223>

11
123
PRT
Artificial sequence

Synthetic Construct

11

Gln Leu Val Glu Thr

Arg Leu Ser Cys Ala
20

Ser Trp Val Arg Gln
35

Ile Ser Gly Ser Gly
55

Arg Phe Thr Ile Ser
70

Met Asn Ser Leu Arg
85

Thr Ile His Gly Ile
100

Gln Gly Thr Leu Val
115

12
108
PRT
Artificial sequence

Synthetic Construct

Gly

Ala

Ala

40

Gly

Arg

Ala

Arg

Thr
120

Gly

Ser

25

Pro

Ser

Asp

Glu

Ala

105

Val

Gly

10

Gly

Gly

Thr

Asn

Asp

90

Ala

Ser

Leu

Phe

Lys

Tyr

Ser

75

Thr

Tyr

Ser

Ile

Thr

Gly

Tyr

60

Lys

Ala

Asp

Gln

Phe

Leu

45

Ala

Asn

Val

Ala

Pro

Ser

30

Glu

Asp

Thr

Tyr

Phe
110

Gly

15

Phe

Trp

Ser

Leu

Tyr

95

Ile

Gly

Tyr

Val

Val

Tyr

80

Cys

Ile



<400> 12

Glu Ile Vval

1

Glu Arg Ala

Leu Ser Trp
35

Tyr Gly Ala

50

Ser Gly Ser

65

Glu Asp Phe

Phe Thr Phe

<210> 13

<211> 10

<212> PRT

<213>

<220>

<223>

<220>

221>

<222> (6)..

<223>

<400> 13

Leu

Thr

20

Tyr

Ser

Gly

Ala

Gly
100

Thr

Leu

Gln

His

Thr

Val

85

Gly

Gln

Ser

Gln

Arg

Asp

70

Tyr

Gly

Ser

Cys

Lys

Leu

55

Phe

Tyr

Thr

Artificial sequence

Synthetic Construct

MISC_FEATURE

(6)

Pro

Arg

Pro

40

Thr

Thr

Cys

Lys

Gly

Ala

25

Gly

Gly

Leu

His

Val
105

Thr

10

Ser

Gln

Ile

Thr

Gln

90

Glu

Xaa at position 6 is Ser or Phe

Gly Phe Thr Phe Ser Xaa Tyr Ala Met Ser

1

5

10

Leu

Gln

Ala

Pro

Ile

75

Tyr

Ile

Ser

Ser

Pro

Asp

60

Ser

Ser

Lys

Leu

Val

Arg

45

Arg

Arg

Gln

Ser

Gly

30

Leu

Phe

Leu

Pro

Pro

15

Ile

Leu

Ser

Glu

Pro
95

Gly

Asn

Ile

Gly

Pro

80

Pro



<210> 14

<211> 17

<212> PRT

<213> Artificial sequence

<220>
<223> Synthetic Construct

<400> 14

Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val Lys
1 5 10 15

Gly

<210> 15

<211> 14

<212> PRT

<213> Artificial sequence

<220>
<223> Synthetic Construct

<220>

<221> MISC_FEATURE

222> (2)..(2)

<223> Xaa at position 2 is Leu or Ile

<400> 15
Thr Xaa His Gly Ile Arg Ala Ala Tyr Asp Ala Phe Ile Ile
1 5 10

<210> 16

<211> 11

<212> PRT

<213> Artificial sequence

<220>
<223> Synthetic Construct

<400> 16

Arg Ala Ser Gln Ser Val Gly Ile Asn Leu Ser



<210> 17

<211> 7

<212> PRT

<213> Artificial sequence

<220>
<223> Synthetic Construct

<220>

<221> MISC_FEATURE

<222> (6)..(6)

<223> Xaa at position 6 is Ala or Leu

<400> 17

Gly Ala Ser His Arg Xaa Thr
1 5

<210> 18

<211> 10

<212> PRT

<213> Artificial sequence

<220>
<223> Synthetic Construct

<220>

<221> MISC_FEATURE

<222> (6)..(6)

<223> Xaa at position 6 is Ser or Pro

<400> 18

His Gln Tyr Ser Gln Xaa Pro Pro Phe Thr
1 5 10

<210> 19

<211> 176

<212> PRT

<213> Homo Sapiens

<400> 19



Ala

Ser

Ser

Tyr

Val

65

Asp

Asp

Lys

Met

Phe

145

Ser

Phe

Ser

Thr

Glu

50

Leu

Gly

Phe

Cys

His

130

Ile

Glu

<210>
<211>
<212>
<213>

<220>

Gly

Ile

Tyr

35

Ile

Leu

Val

Trp

Glu

115

Ser

Gly

Asn

20
1347
DNA

Ile

Thr

20

Asn

Tyr

Ser

Asp

Leu

100

Lys

Asn

Val

Leu

Ser

Gly

Asp

Val

Tyr

Gly

85

His

Pro

Cys

Lys

Cys
165

Gly

Ile

Gln

Glu

Tyr

70

Lys

Ala

Leu

Val

Asp

150

Thr

Val

Ser

Ser

Asp

55

Glu

Met

Asn

Pro

Ser

135

Asn

Glu

Artificial sequence

Gln

Pro

Ile

40

Leu

Ser

Leu

Asn

Asp

120

Phe

His

Asn

Lys

Ile

25

Thr

Lys

Gln

Met

Lys

105

Gln

Glu

Leu

Ile

Tyr

10

Thr

Phe

Lys

His

Val

90

Glu

Ala

Cys

Ala

Leu
170

Thr

Glu

Ala

Asp

Pro

75

Thr

His

Phe

Lys

Leu

155

Phe

Arg

Tyr

Leu

Glu

60

Ser

Leu

Ser

Phe

Thr

140

Ile

Lys

Ala

Leu

Glu

45

Lys

Asn

Ser

Val

Val

125

Asp

Lys

Leu

Leu

Ala

30

Asp

Lys

Glu

Pro

Glu

110

Leu

Pro

Val

Ser

His

15

Ser

Glu

Asp

Ser

Thr

95

Leu

His

Gly

Asp

Glu
175

Asp

Leu

Ser

Lys

Gly

80

Lys

His

Asn

Val

Ser

160

Thr



<223>

<400> 20
gaggtgcagc

tcctgtgcag
ccagggaagg
gcagattccg
cttcaaatga
cacggtatac
gtctcctcag
acctccgaga
acggtgtcgt
cagtcctcag
acgaagacct
gttgagtcca
ccatcagtct
gaggtcacgt
tacgtggatg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctggactccg

caggagggsga

cagaagagcc

tggtggagac
cctctggatt
ggctggagtg
tgaagggccg
acagcctgag
gcgcagccta
cttctaccaa
gcacagccgc
ggaactcagg
gactctactc
acacctgcaa
aatatggtcc
tcctgttccc
gcgtggtggt
gcgtggaggt
gtgtggtcag
gcaaggtctc

ggcagccccg

accaggtcag
gggaaagcaa
acggctcctt
atgtcttctc

tctccctgtc

Synthetic Construct

tggaggaggc
cacctttagc
ggtctcagct
attcaccatc
agccgaggac
tgatgctttt
gggcccatcg
cctgggcetgc
cgccctgacc
cctcagcagc
cgtagatcac
cccatgccca
cccaaaaccc
ggacgtgagc
gcataatgcc
cgtcctcacc
caacaaaggc
agagccacag
cctgacctgc
tgggcageceg
cttcctctac
atgctccgtg

tctgggt

ttgatccagc
ttttatgcta
attagtggta
tccagagaca
acggccgtgt
attatctggg
gtcttcccgc
ctggtcaagg
agcggcecgtgc
gtggtgaccg
aagcccagca
ccctgcccag
aaggacactc
caggaagacc
aagacaaagc
gtcctgcacc
ctcccgtcect
gtgtacaccc
ctggtcaaag
gagaacaact
agcaggctaa

atgcatgagg

ctggggsgstc
tgagctgggt
gtggtggtag
attccaagaa
attactgtgc
gccagggcac
tagcgccctg
actacttccc
acaccttccc
tgccctccag
acaccaaggt
cacctgaggc
tcatgatctc
ccgaggtcca
cgcgggagsga
aggactggct
ccatcgagaa
tgcccccatc
gcttctaccc
acaagaccac
ccgtggacaa

ctctgcacaa

cctgagactc
ccgccaggcet
cacatactac
cacgctgtat
gagaacgatc
cctggtcacc
ctccaggagc
cgaaccggtg
ggctgtccta
cagcttgggc
ggacaagaga
cgcegggesa
ccggacccct
gttcaactgg
gcagttcaac
gaacggcaag
aaccatctcc
ccaggaggag
cagcgacatc
gcctceccgtg
gagcaggtgg

ccactacaca

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1347



<210> 21

<211> 645
<212> DNA
<213>

<220>
<223>

<400> 21
gaaattgtgt

ctctcctgcea
ggccaggctc
aggttcagtg
gaagattttg
ggagggacca
ccatctgatg
tatcccagag
caggagagtg
acgctgagca

ggcctgagct

tgacgcagtc
gggccagtca
ccaggctcct
gcagtgggtc
cagtgtatta
aggtggagat
agcagttgaa
aggccaaagt
tcacagagca
aagcagacta

cgcccgtcac

Artificial sequence

Synthetic Construct

tccaggcacc
gagtgttggc
catctatggt
tgggacagac
ctgtcatcaa
caaacggacc
atctggaact
acagtggaag
ggacagcaag
cgagaaacac

aaagagcttc

ctgtctttgt
atcaacttgt
gcatcccata
ttcactctca
tatagtcaac
gtggctgcac
gcctctgttg
gtggataacg
gacagcacct

aaagtctacg

aacaggggag

ctccagggga

cctggtacca
ggctaactgg
ccatcagcag
cacctccctt
catctgtctt
tgtgcctgct
ccctccaatc
acagcctcag
cctgcgaagt

agtgc

aagagccacc
gcagaaacct
catcccagac
actggagcct
cactttcggc
catcttcccg
gaataacttc
gggtaactcc
cagcaccctg

cacccatcag

60

120

180

240

300

360

420

480

540

600

645



