PROCESS FOR | DENTI FYI NG CELL- SPECI FI C TARGET STRUCTURES The present

i nvention relates to a process for identifying 5 cell-specific target
structures, conprising the foll ow ng st eps: (a) automatically
depositing a reagent solution Y1 that i ncludes at | east one narker

nol ecul e on an object X1 which 10 contairms cells and/or cell nenbranes
originating froma cell or tissue spH@MeicT (b) allow ng the reagent
solution Y1 to react, and autonaticall detecting at | east one marker
pattern of the 15 BRPEEYS BOR IDENITEINGIGEL tss’@cméﬁaéﬂm@mww; (c)
renovi ng said reagent solution Y1 before or after detecting the marker
pattern, and repeating steps (a) and (b) with further reagent sol utions
Yn (n = 2, SThe p¥e$©ntxinxﬁntinnnnﬁh@tnq said arokeast foneidenkefyimd ecul e
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steps-

(a) automatically depositing a reagent solution Y1 that
includes at least one marker molecule on an object X1 which
16 contains cells and/or cell membranes originating from a

cell or tissue sample;

(b) allowing the reagent solution Y1 to react, and
automatically detecting at least one marker pattern of the

15 object X1 labeled with the reagent solution Y1;

(c) removing said reagent solution Y1 before or after
detecting the marker pattern, and repeating steps (a) and
(b} with further reagent solutions ¥n (n =2, 3, ..., N)

20 each containing said at least one marker molecule and/or at

least another marker molecule;

{d) combining the marker patterns detected in step (b) to

give a complex molecular combination pattern of object X1;

25
(e) repeating steps (a) to (d) with at least one further
object Xn (n =2, 3, ..., N) containing other cells and/or
other cell membranes that originate from a different cell
or tissue sample;

30

(f) determining at least one difference between the

combination pattern of object X1 and that of object Xn;
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givg‘a conpl ex nol ecul ar conbi nation pattern of object X1; 25 (e)
repeating steps (a) to (d) with at | east one further object Xn (n = 2, 3,
..., N) containing other cells and/or ot her cell nenbranes that originate
froma different cell or tissue sanple; 30 (f) determning at |east one
di fference between the conbi nati on pattiern of object X1 and that of
object Xn;  (g) jdentifying at least one reagent solhfion(@h Ldeghifying at

| east one reagent solution®Y1l or Yn ose marker pattern causes the

di ff erence dehesei nedken pattepn (¢jyses Ele)disHlegrniorg detkenihes an

mol ecul ar conglexii)bound by at | east the one marker nol ecule of the

r eagent sol ufi-6h or Yn identified in step (g) froma honogenate of
cell s and/ or cell menbranes originating fromthe cell or tissue sanple

of the object Xn differing as determned in step (f); and 10 (1)

bi ocheni cali yhéh&rABEEI NG| Rl erel ol ¥ e Bl atplcoapilexes boiplekisat

sel ected in 5L8Rt(Bhe one marker molecule of the reagent solution Y1 or
Yn identified in step (g) from a homogenate of cells and/or
cell membranes originating from the cell or tissue sample
of the object Xn differing as determined in step (f); and
10
{i} biochemically characterizing the molecules or molecular

complexes selected in step (h).



