
Ser Val 	Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Trp Tyr 
20 25 30 

Trp Leu Glu Trp Val Arg Gin Ala Pro .Gly His Gly LeU Glu Trp Met 
BS 40 45 

Gly Glu Ile Glu Pro Gly Thr Phe Glu Thr Asn Tyr Asn GM Lys Phe 
50 55 60 

Lys Ala Arg val Thr Phe Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 • 90 95 

Ala Arg Phe Ser His Phe Ser Gly Ser Asn Tyr Asp Tyr Phe Asp Tyr 
100 105 110 

Trp Gly GM Gly Thr Leu Val Thr Val Ser ser 
115 120 

<210> 	67 
<211> 	107 
<212> 	PRT 
<213> 	ARTIFICIAL 

<220> 
<223> 	LIGHT CHAIN VARIABLE REGION OF CLONE CL-213 

<400> 	67 

Glu Ile Val Met Thr Gin Ser Pro Ala Thr Leu Ser val Ser Pro Gly 
1 	 5 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala ser Gln Ser Ile Gly Thr Asn 
20 25 30 

ile His Trp Tyr Gin Gin Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile 
35 40 45 

Tyr Tyr Ala Ser Glu Ser lie Ser Gly Ile Pro Ala Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gin Ser 
65 70 75 80 

Glu Asp Phe Ala val Tyr Tyr Cys Gin Gln Ser Trp Ser Trp Pro Thr 
85 90 95 

Thr Phe Gly 	Gly 
Gly 

Thr Lys val Glu Ile Lys 
00 105 

<210> 	68 
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20 25 30 

Trp Leu Glu Trp Val Arg Gin Ala Pro Gly His Gly LeU Glu Trp Met 
35 40 45 

Gly Glu Ile Glu Pro Gly Thr Glu Thr Thr Asn Tyr Asn Glu Lys Phe 
50 	 55 60 

Lys Ala Arg Val Thr Phe Thr Ala Asp Thr Ser Thr Ser Thr Ala Ty r'  
65 	 70 75 8 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr T r Cys 
85 90 

Ala Arg Phe Ser His Phe Ser Gly Ser Asn Tyr Asp Tyr e Asp Tyr 
100 105 110 

Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 

<210> 	67 
<211> 	107 
<212> 	PRT 
<2.23> 	ARTIFICIAL 

<220> 
<223> 	LIGHT CHAIN VARIABLE REGION uF CLONE CL -2B 

<400> 	67 

Glu Ile Val Met Thr Gin ser r Ala Thr Leu Ser val Ser Pro Gly 
1 	 5 10 	. 15 

Glu Arg Ala Thr Leu Ser C S Arg Ala Ser Gin Ser Ile Gly Thr Asn 
20 25 30 

Ile His Trp Tyr Gin • n Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile 
35 40 45 

Tyr Tyr Ala Ser 	lu Ser 
50 	

55e Ser Gly Ile Pro Ala Arg Phe ser Gly 
 60 

ser Gly se 	Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gin Ser 
65 	 70 75 	, 80 

Glu A 	Phe Ala val Tyr Tyr Cys Gin Gin Ser Trp Ser Trp Pro Thr 
85 90 95 

r Phe Gly Gly Gly Thr Lys Val Glu Ile Lys 
100 105 

<210> 68 
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