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ATGGTGTGAAGGACACCTGACTGGGCTGAAAGCTAAGTTCTAACTTTGCC

————————————————————————————————————— CGTACGGGCT-GT
CCTCTTACTAACCAGCTATGTGACTCTCCTGGGAACTTTTAGGGACTCAG

TTTATTCATCTGCAAAAT-GATTCCGTGCAGGCCTCCAAAACTGTAATAG
TTTCTTTACCTGCAAAAT-GGTTCAATGCAAGACTTTAGTAACGTAATGG

GAACTTTCCTTTTCCATCAAACTGAGGAGTGGTGAGGTAAACCGCTCTTG

GAACTTTCCTTTTCCATAAAACTGGGGAATCAAGAGGTAATCTCTTTTGA

Figure 7

Figure 7



a)- SEQ ID No.:11

atgggatgga
gtccaactgc
tgcaaggctt
ggacaaggcc
gagaaattca
caactcagca
tggggccaag
ccactggccce
;agggttatt
gtgcacacct
gtaacctcga
agcaccaagg
tgcaaatgcc
atcaaggatg
agcgaggatg
gctcagacac
cccatccagce
gacctcccag
caggtatatg
tgcatggtca
acagagctaa
tacagcaagc
gtggtccacg

aaatga

b)

MGWSYIILFLVATATDGHSQVQLQQPGTELVKPGASVKLSCKASGY TFTSYWIHWVKQRPGOGLEWIGEINPSSGRTN
YNEKFKNKVTVIVDKSSTTAYMQLSNLT SEDSAVYYCASRGYWGQOGTTLTVSSAKTTAPSVYPLAPVCGNTTGSSVTL
GCLVKGYFPEPVTLTWNSGSLSSGVHTFPAVLQSDLYTLSSSVTVTSSTWPSQSITCNVAHPASSTKVDKKIEPRGPT
IKPCPPCKCPAPNLLGGPSVFIFPPKIKDVLMISLSPIVICVVVDVSEDDPDVQISWFVNNVEVHTAQTQTHREDYNS
TLRVVSALPIQHQDWMSGKEFKCKVNNKDLPAPIERTISKPKGSVRAPQVYVLPPPEEEMTKKQVTLTCMVTDFMPED

gctatatcat
agcagcctgg

ctggctacac

cctctttttg
gactgaactg

cttcaccagt
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gtagcaacag
gtgaagcctg

tactggatac

ttgagtggat
agaacaaggt
acctgacatc

gcaccactct

ctgtgtgtgy

tcectgagec
tccecagetgt
gcacctggcc
tggacaagaa
cagcacctaa
tactcatgat
acccagatgt
aaacccatag
accaggactg
cgcccatcga
tecttgectcee
cagacttcat
actacaagaa
tgagagtgga

agggtctgca

tggagagatt

aatcctagca

ctacagatgg
gggcttcagt
actgggtgaa

gcggtcgtac

ccactcccag
gaagctgtcc
gcagaggcct

taactacaac

cacagtgact
tgaggactct
cacagtctcc
aaatacaact
agtgaccttg
cctgcagtcet
cagccagtcc
aattgagccc
cctcttgggt
ctccectgage
ccagatcagc
agaggattac
gatgagtggc
gagaaccatc
accagaagaa
gcctgaagac
cactgaacca
aaagaagaac

caatcaccac

— SEQ ID No.:10
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a) - SEQ ID No.:19

atggagacag acacaatcct gctatgggtg ctgctgctet gggttccagg ctccactggt 60
gacattgtgc tgacccaatc tccagcttct ttggetgtgt ctctagggea gagggccacc 120
atctcctgea aggccagcca aagtgttgat tatgatggtg gtagttatat gagttggttc 180
caacagagac caggacagcc acccaaactc ctcatctctqg ctgcatccaa tctagaatct 240
gggatcccag ccaggtttag tggcagtggce tctgggacag acttcaccct caatatccat 300
cctgFggagg aggaggatgt tgcaacctat tactgtcagc aaagttatga ggatccgctc 360
acgttcggtg ctgggaccaa gctggagetg aaacgggctg atgctgcacc aactgtatcc 420
attttcccac catccagtga gcagttaaca tctggaggtg cctcagtcgt gtgcttcettg 480
aacaacttct accccaaaga catcaatgtc aagtggaaga ttgatggcag tgaacgacaa 540
aatggcgtcc tgaacagttg gactgatcag gacagcaaag acagcaccta cagcatgagc 600
agcaccctca cgttgaccaa ggacgagtat gaacgacata acagctatac ctgtgaggcc 660
actcacaaga catctacttc acccattgtc aagagcttca acaggaatga gtgttag 717
b) - SEQ ID No.:18

METDTILLWVLLLWVPGSTGDIVLTQSPASLAVSLGQRATISCKASQSVDYDGGSYMSWFQQRPGQPPKLLISAASNL
ESGIPARFSGSGSGTDFTLNIHPVEEEDVATYYCQQSYEDPLTFGAGTKLELKRADAAPTVSIFPPSSEQLTSGGASV
VCFLNNFYPKDINVKWKIDGSERQNGVLNSWTDODSKDSTYSMSSTLTLTKDEYERENSYTCEATHKTSTSPIVKSFN

RNEC

Figure 9



