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CLAIMS 
1. A modified oligonucleotide according to the following chemical structure:   

 

(SEQ ID NO: 1124), or a salt thereof.  

2. A modified oligonucleotide according to the following chemical structure:   
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(SEQ ID NO: 2101), or a salt thereof.  

3. A modified oligonucleotide according to the following chemical structure:   
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(SEQ ID NO: 682), or a salt thereof.  

4. A modified oligonucleotide according to the following chemical structure:   
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(SEQ ID NO: 2145), or a salt thereof.  

5. The modified oligonucleotide of any of claims 1-4, which is the sodium salt or the potassium salt.  

6. A modified oligonucleotide according to the following chemical structure:   
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(SEQ ID NO: 1124).  

7. A modified oligonucleotide according to the following chemical structure:   



160 
 

 

(SEQ ID NO: 2101). 

8. A modified oligonucleotide according to the following chemical structure:   
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(SEQ ID NO: 682). 

9. A modified oligonucleotide according to the following chemical structure:   
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(SEQ ID NO: 2145). 

10. An oligomeric compound comprising a modified oligonucleotide according to the following 

chemical notation: mCesAeoGeoAeoTeoGeoTdsTds
mCdsAdsTds

mCdsTds
mCdsTdsTds

mCeoAes
mCesAe (SEQ ID NO: 

1124), wherein:   

A = an adenine nucleobase, 
mC = a 5-methylcytosine nucleobase,  

G = a guanine nucleobase, 

T = a thymine nucleobase, 

e = a 2’-MOE sugar moiety, 

d = a 2’-β-D-deoxyribosyl sugar moiety, 

s = a phosphorothioate internucleoside linkage, and 

o = a phosphodiester internucleoside linkage. 
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11. An oligomeric compound comprising a modified oligonucleotide according to the following 

chemical notation: TesGeoTeoAeoGeoTdsAds
mCdsAdsAdsAdsTds

mCdsTdsTdsTeo
mCeo

mCesTesTe (SEQ ID NO: 

2101), wherein: 

A = an adenine nucleobase, 
mC = a 5-methylcytosine nucleobase,  

G = a guanine nucleobase, 

T = a thymine nucleobase, 

e = a 2’-MOE sugar moiety, 

d = a 2’-β-D-deoxyribosyl sugar moiety, 

s = a phosphorothioate internucleoside linkage, and 

o = a phosphodiester internucleoside linkage. 

12. An oligomeric compound comprising a modified oligonucleotide according to the following 

chemical notation: Aes
mCeoAeoAeoAeoTeo

mCdsTdsTdsTds
mCds

mCdsTdsTds
mCdsAdsAeoTesTesAe (SEQ ID NO: 

682), wherein: 

A = an adenine nucleobase, 
mC = a 5-methylcytosine nucleobase,  

G = a guanine nucleobase, 

T = a thymine nucleobase, 

e = a 2’-MOE sugar moiety, 

d = a 2’-β-D-deoxyribosyl sugar moiety, 

s = a phosphorothioate internucleoside linkage, and 

o = a phosphodiester internucleoside linkage. 

13. An oligomeric compound comprising a modified oligonucleotide according to the following 

chemical notation: mCesAeoTeo
mCeoAeoGeoAdsTdsGdsTdsTds

mCdsAdsTds
mCdsTds

mCeoTesTes
mCe (SEQ ID NO: 

2145), wherein:   

A = an adenine nucleobase, 
mC = a 5-methylcytosine nucleobase,  

G = a guanine nucleobase, 

T = a thymine nucleobase, 

e = a 2’-MOE sugar moiety, 

d = a 2’-β-D-deoxyribosyl sugar moiety, 

s = a phosphorothioate internucleoside linkage, and 

o = a phosphodiester internucleoside linkage. 
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14. An oligomeric compound comprising a modified oligonucleotide according to the following 

chemical notation: mCes
mCeo

mCeoAeoAeoTdsAdsGdsAdsTdsTds
mCdsAdsAds

mCdsTeoAeoGes
mCes

mCe (SEQ ID NO: 

134), wherein:   

A = an adenine nucleobase, 
mC = a 5-methylcytosine nucleobase,  

G = a guanine nucleobase, 

T = a thymine nucleobase, 

e = a 2’-MOE sugar moiety, 

d = a 2’-β-D-deoxyribosyl sugar moiety, 

s = a phosphorothioate internucleoside linkage, and 

o = a phosphodiester internucleoside linkage. 

15. An oligomeric compound comprising a modified oligonucleotide according to the following 

chemical notation: Aes
mCeoAeo

mCeoAeoAds
mCdsTds

mCdsTdsTdsTdsAds
mCdsAdsAeo

mCeoAesAesAe (SEQ ID NO: 

411), wherein:  

A = an adenine nucleobase, 
mC = a 5-methylcytosine nucleobase,  

G = a guanine nucleobase, 

T = a thymine nucleobase, 

e = a 2’-MOE sugar moiety, 

d = a 2’-β-D-deoxyribosyl sugar moiety, 

s = a phosphorothioate internucleoside linkage, and 

o = a phosphodiester internucleoside linkage. 

16. An oligomeric compound comprising a modified oligonucleotide according to the following 

chemical notation: Tes
mCeoTeo

mCeo
mCeoAdsGdsAds

mCdsAdsTdsTdsTds
mCdsTdsGeoAeoTesGes

mCe (SEQ ID NO: 

934), wherein:   

A = an adenine nucleobase, 
mC = a 5-methylcytosine nucleobase,  

G = a guanine nucleobase, 

T = a thymine nucleobase, 

e = a 2’-MOE sugar moiety, 

d = a 2’-β-D-deoxyribosyl sugar moiety, 

s = a phosphorothioate internucleoside linkage, and 

o = a phosphodiester internucleoside linkage. 
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17. An oligomeric compound comprising a modified oligonucleotide according to the following 

chemical notation: GesTeoGeoTeoGeoTdsTdsAdsAdsAdsAdsTdsTdsGds
mCdsAeoAeoTesTes

mCe (SEQ ID NO: 1238), 

wherein:   

A = an adenine nucleobase, 
mC = a 5-methylcytosine nucleobase,  

G = a guanine nucleobase, 

T = a thymine nucleobase, 

e = a 2’-MOE sugar moiety, 

d = a 2’-β-D-deoxyribosyl sugar moiety, 

s = a phosphorothioate internucleoside linkage, and 

o = a phosphodiester internucleoside linkage. 

18. An oligomeric compound comprising a modified oligonucleotide according to the following 

chemical notation: AesTeoTeoGeo
mCeoAdsAdsTdsTds

mCdsTdsAdsTdsAdsTds
mCeoAeoGesAesAe (SEQ ID NO: 2010), 

wherein:   

A = an adenine nucleobase, 
mC = a 5-methylcytosine nucleobase,  

G = a guanine nucleobase, 

T = a thymine nucleobase, 

e = a 2’-MOE sugar moiety, 

d = a 2’-β-D-deoxyribosyl sugar moiety, 

s = a phosphorothioate internucleoside linkage, and 

o = a phosphodiester internucleoside linkage. 

19. An oligomeric compound comprising a modified oligonucleotide according to the following 

chemical notation: AesTeoGeoTeoGeoAdsTds
mCdsTdsAdsTdsAdsTds

mCdsAdsGeoGeoAesGesAe (SEQ ID NO: 1772), 

wherein:   

A = an adenine nucleobase, 
mC = a 5-methylcytosine nucleobase,  

G = a guanine nucleobase, 

T = a thymine nucleobase, 

e = a 2’-MOE sugar moiety, 

d = a 2’-β-D-deoxyribosyl sugar moiety, 

s = a phosphorothioate internucleoside linkage, and 

o = a phosphodiester internucleoside linkage. 
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20. An oligomeric compound comprising a modified oligonucleotide according to the following 

chemical notation: Aes
mCeo

mCeoAeoGeoAdsGdsGdsGds
mCds

mCdsAdsTds
mCdsTds

mCeoAeoGesGesTe (SEQ ID NO: 

881), wherein:   

A = an adenine nucleobase, 
mC = a 5-methylcytosine nucleobase,  

G = a guanine nucleobase, 

T = a thymine nucleobase, 

e = a 2’-MOE sugar moiety, 

d = a 2’-β-D-deoxyribosyl sugar moiety, 

s = a phosphorothioate internucleoside linkage, and 

o = a phosphodiester internucleoside linkage. 

21. An oligomeric compound comprising a modified oligonucleotide according to the following 

chemical notation: Ges
mCeoAeoTeo

mCeoAdsGdsAdsTdsGdsTdsTds
mCdsAdsTds

mCeoTeo
mCesTesTe (SEQ ID NO: 

1050), wherein:   

A = an adenine nucleobase, 
mC = a 5-methylcytosine nucleobase,  

G = a guanine nucleobase, 

T = a thymine nucleobase, 

e = a 2’-MOE sugar moiety, 

d = a 2’-β-D-deoxyribosyl sugar moiety, 

s = a phosphorothioate internucleoside linkage, and 

o = a phosphodiester internucleoside linkage. 

22. An oligomeric compound comprising a modified oligonucleotide according to the following 

chemical notation: mCes
mCeoTeo

mCeo
mCeoAdsTdsTds

mCds
mCdsTdsTdsTdsGdsTdsGeoAeo

mCesTesTe (SEQ ID NO: 

1449), wherein:   

A = an adenine nucleobase, 
mC = a 5-methylcytosine nucleobase,  

G = a guanine nucleobase, 

T = a thymine nucleobase, 

e = a 2’-MOE sugar moiety, 

d = a 2’-β-D-deoxyribosyl sugar moiety, 

s = a phosphorothioate internucleoside linkage, and 

o = a phosphodiester internucleoside linkage. 

23. A population of modified oligonucleotides of any of claims 1-9, or a population of oligomeric 
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compounds of any of claims 10-22, wherein all of the phosphorothioate internucleoside linkages of the 

modified oligonucleotide are stereorandom. 

24. A pharmaceutical composition comprising the modified oligonucleotide of any of claims 1-9, the 

oligomeric compound of any of claims 10-22, the population of modified oligonucleotides of claim 23, or 

the population of oligomeric compounds of claim 23, and a pharmaceutically acceptable diluent. 

25. The pharmaceutical composition of claim 24,  wherein the pharmaceutically acceptable diluent is 

artificial CSF (aCSF) or phosphate-buffered saline (PBS).  

26. The pharmaceutical composition of claim 25, wherein the pharmaceutical composition consists or 

consists essentially of the modified oligonucleotide or oligomeric compound and aCSF. 

27.  The pharmaceutical composition of claim 25, wherein the pharmaceutical composition consists 

or consists essentially of the modified oligonucleotide or oligomeric compound and PBS. 

28. The pharmaceutical composition of claim 25, wherein the pharmaceutical composition consists or 

consists essentially of the population of modified oligonucleotides or population of oligomeric 

compounds and aCSF.  

29. The pharmaceutical composition of claim 25, wherein the pharmaceutical composition consists or 

consists essentially of the population of modified oligonucleotides or population of oligomeric 

compounds and PBS. 


