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<210>  1
<211>  42
<212>  DNA
<213>  artificial sequence

<220>
<223>  Poly(dT) Primer

<220>
<221>  misc_feature
<222>  (41)..(41)
<223>  v is a, c or g

<220>
<221>  misc_feature
<222>  (42)..(42)
<223>  n is a, c, g, or t

<400>  1
gtgactggag ttcagacgtg tttttttttt tttttttttt vn                          42

<210>  2
<211>  59
<212>  DNA
<213>  artificial sequence

<220>
<223>  Alkyne Adapter



<220>
<221>  misc_binding
<222>  (1)..(1)
<223>  modified with 5'-Hexynyl linker

<400>  2
tagatcggaa gagcgtcgtg tagggaaaga gtgtagatct cggtggtcgc cgtatcatt        59

<210>  3
<211>  19
<212>  DNA
<213>  artificial sequence

<220>
<223>  Adapter Primer1

<400>  3
cgacgctctt ccgatctac                                                    19

<210>  4
<211>  21
<212>  DNA
<213>  artificial sequence

<220>
<223>  Poly(dT) Primer Reverse

<400>  4
gtgactggag ttcagacgtg t                                                 21

<210>  5
<211>  18
<212>  DNA
<213>  artificial sequence

<220>
<223>  GAPDH Intern Reverse Primer

<400>  5
ggagggatct cgctcctg                                                     18

<210>  6
<211>  20
<212>  DNA
<213>  artificial sequence

<220>
<223>  GAPDH Intern Forward Primer

<400>  6



atggggaagg tgaaggtcgg                                                   20

<210>  7
<211>  19
<212>  DNA
<213>  artificial sequence

<220>
<223>  eGFP Intern Reverse Primer

<400>  7
gccgtaggtc agggtggtc                                                    19

<210>  8
<211>  21
<212>  DNA
<213>  artificial sequence

<220>
<223>  eGFP Intern Forward Primer

<400>  8
gcgaactagt aagcaaggag g                                                 21

<210>  9
<211>  20
<212>  DNA
<213>  artificial sequence

<220>
<223>  Cas9 Intern Reverse Primer

<400>  9
ccaccaggaa gctctcctcc                                                   20

<210>  10
<211>  20
<212>  DNA
<213>  artificial sequence

<220>
<223>  Cas9 Intern Forward Primer

<400>  10
atggccccca agaagaagcg                                                   20

<210>  11
<211>  18
<212>  DNA



<213>  artificial sequence

<220>
<223>  ß-Gal Intern Reverse Primer

<400>  11
gcactccagc cagctctc                                                     18

<210>  12
<211>  22
<212>  DNA
<213>  artificial sequence

<220>
<223>  ß-Gal Intern Forward Primer

<400>  12
atgagcttca ccctgaccaa ca                                                22

<210>  13
<211>  21
<212>  DNA
<213>  artificial sequence

<220>
<223>  FLUC Intern Reverse Primer

<400>  13
gttgtagatg tcgttggcgg g                                                 21

<210>  14
<211>  22
<212>  DNA
<213>  artificial sequence

<220>
<223>  FLUC Intern Forward Primer

<400>  14
atggaggacg ccaagaacat ca                                                22

<210>  15
<211>  58
<212>  DNA
<213>  artificial sequence

<220>
<223>  Alkyne Oligo1



<220>
<221>  misc_binding
<222>  (1)..(1)
<223>  modified with 5'-alkyne dT

<400>  15
aatgatacgg cgaccaccga gatctacact ctttccctac acgacgctct tccgatct         58

<210>  16
<211>  58
<212>  RNA
<213>  artificial sequence

<220>
<223>  Model RNA

<400>  16
uucgacaaac gaaaacacaa acacaaacca aacagaaaac aguacaugua aucgacca         58

<210>  17
<211>  17
<212>  DNA
<213>  artificial sequence

<220>
<223>  Primer1

<220>
<221>  misc_binding
<222>  (1)..(1)
<223>  modified with FAM

<400>  17
tggtcgatta catgtac                                                      17

<210>  18
<211>  23
<212>  DNA
<213>  artificial sequence

<220>
<223>  Primer2

<400>  18
tggtcgatta catgtactgt ttt                                               23

<210>  19
<211>  17
<212>  DNA



<213>  artificial sequence

<220>
<223>  Primer3

<400>  19
agatcggaag agcgtcg                                                      17

<210>  20
<211>  57
<212>  DNA
<213>  artificial sequence

<220>
<223>  Resulting cDNA after reverse transcription

<220>
<221>  misc_binding
<222>  (1)..(1)
<223>  modified with FAM

<220>
<221>  misc_binding
<222>  (57)..(57)
<223>  modified with N3

<400>  20
tggtcgatta catgtactgt tttctgtttg gtttgtgttt gtgttttcgt ttgtcga          57

<210>  21
<211>  116
<212>  DNA
<213>  artificial sequence

<220>
<223>  Resulting click product

<220>
<221>  misc_binding
<222>  (1)..(1)
<223>  modified with FAM

<400>  21
tggtcgatta catgtactgt tttctgtttg gtttgtgttt gtgttttcgt ttgtcgataa       60

tgatacggcg accaccgaga tctacactct ttccctacac gacgctcttc cgatct          116

<210>  22
<211>  116



<212>  DNA
<213>  artificial sequence

<220>
<223>  Resulting PCR product

<400>  22
tggtcgatta catgtactgt tttctgtttg gtttgtgttt gtgttttcgt ttgtcgataa       60

tgatacggcg accaccgaga tctacactct ttccctacac gacgctcttc cgatct          116

<210>  23
<211>  21
<212>  DNA
<213>  artificial sequence

<220>
<223>  Oligo2

<400>  23
ttggtatcgc tatcgctatg g                                                 21

<210>  24
<211>  32
<212>  DNA
<213>  artificial sequence

<220>
<223>  Alkyne-Oligo3

<220>
<221>  misc_binding
<222>  (1)..(1)
<223>  modified with 5'-Hexynyl linker

<400>  24
aaaaaaacca tgaacaaaat gtgactcata tc                                     32

<210>  25
<211>  21
<212>  DNA
<213>  artificial sequence

<220>
<223>  Azide-Oligo2

<220>
<221>  misc_binding
<222>  (21)..(21)



<223>  modified with 3'-Azide, 5-methylcytosine

<400>  25
ttggtatcgc tatcgctatg g                                                 21


