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SEQUENCE LISTING
<110> Chakrabarty, Ananda
Das Gupta, Tapas
Yamada, Tohru
Fialho, Arsenio
<120> Cupredoxin Derived Transport Agents and Methods of Use Thereof
<130> 51282-00009

<140> Not assigned
<141> 2005-10-06

<150> 60/616,782
<151> 2004-10-07

<150> 60/680,500
<151i> 2005-05-13

<150> 60/700,297
<151> 2005-07-19

<160> 48

<170> PatentIn version 3.3

<210> 1

<211l> 128

<212> PRT

<213> Pseudomonas aeruginosa

<400> 1

Ala Glu Cys Ser Val Asp Ile Gln Gly Asn Asp Gln Met GIln Phe Asn
1 5 10 15

Thr Asn Ala Ile Thr Val Asp Lys Ser Cys Lys Gln Phe Thr Val Asn
20 25 30

Leu Ser His Pro Gly Bsn Leu Pro Lys Asn Val Met Gly His Asn Trp
35 40 45

Val Leu Ser Thr Ala Ala Asp Met Gln Gly Val Val Thr Asp Gly Met
50 55 60

'Ala Ser Gly Leu Asp Lys Asp Tyr Leu Lys Pro Asp Asp Ser Arg Val
65 70 75 80

Ile Ala His Thr Lys Leu Ile Gly Ser Gly Glu Lys Asp Ser Val Thr
85 90 95
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Phe Asp Val Ser Lys Leu Lys Glu Gly Glu Gln Tyr Met Phe Phe Cys

100

105

110

Thr Phe Pro Gly His Ser Ala Leu Met Lys Gly Thr Leu Thr Leu Lys

<210>
<211>
<212>
<213>

<400>

115

2
105
PRT

Phormidium laminosum

2

Glu Thr Phe Thr Val Lys Met

1

Glu Pro Ala Asn

20

Asn Asn Lys Leu

35

Pro Gly Ala Ser

50

‘Met Phe Ser Pro

65

Pro Ala Gly Thr

Met Val Gly Lys

<210>
<211>
<212>
<213>

<400>

1

100

3
155
PRT

Thicbacillus ferrooxidans

3

5

Val Thr Val

Pro Pro His

Lys Glu Leu
55

Gly Glu Ser
70

Tyr Thr Tyr
85 -

Ile Thr Val

120

Gly Ala Asp Ser Gly

His

Asn

40

Ala

Tyr

Tyr

Glu

Pro

Ile

Agp

Glu

Cys

Gly
105

10

Gly Asp Thr

Leu Phe Asp

Lys Leu Ser
60

Ile Thr Phe
75

Ala Pro His
90 -

10

125

Leu

Val

Asp

45

His

Ser

Arg

Leu Gln
15

Lys Trp

30

Lys Gln

Ser Gln

Ser Asp

Gly Ala
95

15

Phe

Val

Val

Leu

Phe

80

Gly

Gly Thr Leu Asp Thr Thr Trp Lys Glu Ala Thr Leu Pro Gln Val Lys
5

Ala Met Leu Glu Lys Asp Thr Gly Lys Val Ser Gly Asp Thr Val Thr

20

25

2/20
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Tyr Ser Gly Lys Thr Val His Val Val Ala Ala Ala Val Leu Pro Gly
35 40 45

Phe Pro Phe Pro Ser Phe Glu Val His Asp Lys Lys Asn Pro Thr Leu
50 55 60

Glu Ile Pxo Rla Gly Bla Thr Val Asp Val Thr Phe Ile BAsn Thr Asn
65 70 75 80

Lys Gly Phe Gly His Ser Phe Asp Ile Thr Lys Lys Gly Pro Pro Tyr

Ala Val Met Pro Val Ile Asp Pro Ile Val Ala Gly Thr Gly Phe Ser
100 108 - 110

Pro Val Pro Lys Asp Gly Lys Phe Gly Tyr Thr Asp Phe Thr Trp His
115 120 125

Pro Thr Ala Gly Thr Tyr Tyr Tyr Val Cys Gln Ile Pro Gly His Ala
130 135 140

Ala Thr Gly Met Phe Gly Lys Ile Val Val Lys
145 150 155

<210> 4

<211> 124

<212> PRT

' <2I3> AchromabBacter cycloclastes

<400> 4
Ala Asp Phe Glu Val His Met Leu Asn Lys Gly Lys Asp Gly Ala Met
1 5 10 15

Val Phe Glu Pro Ala Ser Leu Lys Val Ala Pro Gly Asp Thr Val Thr
20 25 30

Phe Ile Pro Thr Asp Lys Gly His Asn Val Glu Thr Ile Lys Gly Met
35 40 45

Ile Pro Asp Gly Ala Glu Ala Phe Lys Ser Lys Ile Asn Glu Asn Tyr
50 55 60
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Lys Val Thr Phe Thxr Ala Pro Gly

65 70

Bis Tyr Gly Met Gly Met Val Gly

85
Ala Asn Leu Glu Ala Val Lys Gly
100

Glu Arg Leu Asp Ala Ala Leu Ala
115 120

<210> 5

<211> 93

<212> PRT

<213> Pseudomonas aeruginosa

<400> 5

Pro Gly Asn Leu Pro Lys Asn Val

1 5

Thr Ala Ala Asp Met Gln Gly Val

20

Leu Asp Lys Asp Tyr Leu Lys Pro
35 40

Thr Lys Leu Ile Gly Ser Gly Glu

50 55

Ser Lys Leu Lys Glu Gly Glu Gln

65 70

Gly His Ser Ala Leu Met Lys Gly

85

<210> 6

<211> 54

<212> PRT

<213> Pseudomonas aeruginosa

<400> 6

val

Val

Ala

105

Ala

Met

Val

25

Asp

Lys

Tyx

Thr

Tyr

Val

Lys

Leu

Gly

10

Thr

Asp

Asp

Met

Leu

Gly val Lys Cys
75

Gln Val Gly Asp

Asn Pro Lys Lys
110

Gly Asn

His Asn Trp Val

Asp Gly Met Ala
30

Ser Arg Val Ile
45

Ser Val Thr Phe
60

Phe Phe Cys Thr
75

Thr Leu Lys

PCT/US2005/035758

Thr

Ala

95

Ala

Leu

Ser

Ala

Asp

Phe

Pro
80

Pro

Gln

Ser

Gly

His

Val

Pxro
80

Pro Gly Asn Leu Pro Lys Asn Val Met Gly His Asn Trp Val Leu Ser

1

5

10

4/20
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Thr Ala Ala Asp Met Gln Gly Val Val Thr Asp Gly Met Ala Ser Gly
20 : 25 30

leu Asp Lys Asp Tyr Leu Lys Pro Asp Asp Ser Arg Val Ile Ala His
35 40 45

Thr Lys Leu Ile Gly Ser
50

<210> 7

<211> 42

<212> PRT

<213> Pseudomonas aeruginosa

<400> 7

Pro Gly Asn Leu Pro Lys Asn Val Met Gly His Asn Trp Val Leu Ser
1 5 10 15

Thr Ala Ala Asp Met Gln Gly Val Val Thr Asp Gly Met Ala Ser Gly
20 25 3Q

Leu Asp DLys Asp Tyr Leu Lys Pro Asp Asp
’ 35 40

<210> 8

<211> 15

<212> PRT

<213> Pseudomonas aeruginecsa

<400> 8
Pro Gly Asn Leu Pro Lys Asn Val Met Gly His Asn Trp Val Leu
1 5 10 i5

<210> 9

<211> 28

<212> PRT

<213> Pseudomonas aeruginosa

<400> 9
Leu Ser Thr Ala Ala Asp Met Gln Gly Val Val Thr Asp Gly Met Ala
1 5 10 15

Ser Gly Leu Asp Lys Asp Tyr Leu Lys Pro Asp Asp
20 25

5/20
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<210> 10

<211> 17

<212> PRT

<213> Pseudomonas aeruginosa

<400> 10

Leu Ser Thr Ala Ala Asp Met Gln Gly Val Val Thr Asp Gly Met Ala
1 5 10 15

Ser

<210> 11

<211> 11

<212> PRT

<213> Pseudomonas aeruginosa

<400> 11

Gly Leu Asp Lys Asp Tyr Leu Lys Pro Asp Asp
1 5 10

<210> 12

<211> 37

<212> DNA

<213> Artificial sequence

<220> .
<223> forward primer for pGST-azu 36-128

<400> 12
cgggatcece ggcaacchtge cgaagaacgt catggge 37

<210> 13

<211> 28

<212> DNA

<213> Artificial sequence

<220>
<223> reverse primer for pGST-azu 36~128

<400> 13 .
cggaattcge atcactteag ggtcaggg 28

<210> 14

<211> 39

<212> DNA

<213> Artificial sequence

<220>

6/20
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<223>

<400>

forward oligonucleotide for pGST-azu 36-50

14

ggccacaact gggtactgtg aaccgecgec gacatgcag

<210>
<211>
<212>
<213>

<220>
<223>

<400>

15

39

DNA :
Artificial sequence

reverse oligonucleotide for pGST-azu 36-50

15

ctgcatgtcg gcggeggtte acagtaccca ghttgtggec

<210>
<211>
<212>
<213>

<220>
<223>

<400>

16

37

DNA

Artificial ssequence

forward oligonucleotide for pGST-azu 36-~77

16

cctgaagece gacgactgac gtgtceatege ccacacce

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Artificial sequence

reverse oligonucleotide for pGST-azu 36-77

17

ggtgtgggeg atgacacgte agtegtegoy cttcagg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

18

38

DNA

Artificial sequence

forward oligonucleotide for pGST-azu 36-89

18

ccaagctgat cggctegtga gagaaggact cggtgace

<210>
<211>
<212>

19
38
DNA

7/20
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<213>

<220>

<223>-

<400>

Artificial sequence

reverse oligonuclectide for pGST-azu 36-89

19

ggtcacecgag tecttotete acgagecgat cagettgg 38

<210>
<211>
<212>
<213>

<220>
<223>

<400>

20

33

DNA

Artificial sequence

forward primer for pGST-azu 50-77

20

cgggatcctyg agcaccgecg cegacatgeca ggg 33

<210>
<211>
<212>
<213>

<220>
<223>

<400>

21

38

DNA .
Artificial sequence

forward primer for pGST-azu 67-77

21

cgggatccce ggectggaca aggattacct gaagceceg 38

<210>
<211>
<212>

<213>

<220>
<223>

<400>

22
28
DNA

Artificial sequence

reverse primer for pG8T~azu 50-77 and pGST-azu 67-77

22

cggaattege atcacttcag ggtcaggg 28

<210>
<211>
<212>
<213>

<220>
<223>

<400>

23

34

DNA

Artificial sequence

forward oligonucleotide for pGST-azu 50~66

23

gacggcatgg cttocctgact ggacaaggat tacc 34

8/20
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<210>
<211>
<212>
<213>

<220>
<223>

<400>

24

34

DNA

Artificial sequence

reverse oligonucleotide for pGST-azu 50-66

24

ggtaatcctt gtccagteag gaagecatge cgte 34

<210>
<211>
<212>
<213>

<220>
<223>

<400>

25

26

DNA

Artificial sequence

forward primer for green fluorescence protein gene

25

cgggatcecce atggtgagea agggeg 26

<210>
<211>
<212>
<213>

<220>
<223>

<400>

26

30

DNA

Artificial sequence

reverse primer for green fluoresence protein gene

26

cggaattcet tgtacagete gtccatgecg 30

<210>
<211>
<212>
<213>

<220>
<223>

<400>

27

33

DNA

Artificial sequence

forward primer for gst-gfp-azu 50-~77

27

ccgetegage ctgageacceg cegecatgea ggg 33

<210>
<211>
<212>
<213>

<220>
<223>

<400>

28

43

DNA

Artificial sequence

reverse primer for gst-gfp-azu 50-77

28

9/20
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ttttectttt geggecgete agtegteggg cttcaggtaa tce 43

<210> 29

<211> 136

<212> PRT

<213> Pseudomonas syringae

<400> 29
Met Ala Ser Gly Gln Leu Leu Ala Ala Glu Cys Ser Ala Thr Val Asp
1 5 10 15

Ser Thr Asp Gln Met Met Tyr Asp Thr Lys Ala Ile Gln Ile Asp Lys

Ser Cys Lys Glu Phe Thr Leu Asn Leu Thr His Ser Gly Ser Leu Pro
35 40 45

Lys Asn Val Met Gly His Asn Trp Val Leu Ser Lys Lys Ala Asp Ala
50 55 60

Ser Ala Ile Thr Thr Asp Gly Met Ser Val Gly Ile Asp Lys Asp Tyr
65 70 75 80

Val Lys Pro Asp Asp Thr Arg Val Ile Ala His Thr Lys Ile Ile Gly
85 30 95

Ala Gly Glu Asn Asp Ser Val Thr Phe Asp Val Ser Lys Leu Asp Pro
100 105 110

Ala Glu Asp Tyr Gln Phe Phe Cys Thr Phe Pro Gly His Ile Ser Met
115 ' 120 125

Met Lys Gly Ala Val Thr Leu Lys
130 135

<210> 30

<211> 183

<212> PRT

<213> Neisseria meningitidis

<400> 30

Met Lys Ala Tyr Leu Ala Leu Ile Ser Ala Ala Val Ile Gly Leu Ala
1 5 10 15

10/20



WO 2006/088508 © PCT/US2005/035758

Ala Cys Ser Gln Glu Pro Ala Ala Pro Ala Ala Glu Ala Thr Pro Ala
20 25 30

Ala Glu Ala Pro Ala Ser Glu Ala Pro Ala Ala Glu Ala Ala Pro Ala
35 40 45

Asp Ala Ala Glu Ala Pro Ala Ala Gly Asn Cys Ala Ala Thr Val Glu
50 55 60

Ser Asn Asp Asn Met Gln Phe Asn Thr Lys Asp Ile GIln Val Ser Lys
65 70 75 80

Bla Cys Lys Glu Phe Thr Ile Thr Leu Lys His Thr Gly Thr Gln Pro

Lys Thr Ser Met Gly His Asn Ile Val Ile Gly Lys Thr Glu Asp Met
100 105 110

Asp Gly Ile Phe Lys Asp Gly Val Gly Ala Ala Asp Thr Asp Tyr Val
115 120 125

Lys Pro Asp Asp Ala Arg Val Val Ala His Thr Lys Leu Ile Gly Gly
130 135 140

Gly Glu Glu Ser Ser Leu Thr Leu Asp Pro Ala Lys Leu Ala Asp Gly
145 150 155 160

Glu Tyr Lys Phe Ala Cys Thr Phe Pro Gly His Gly Ala Leu Met Asn
SR AR re5m T e S SRS e .

Gly Lys Val Thr Leu Val Asp
180

<210> 31

<211> 150

<212> PRT

<213> Vibrio parahaemolyticus

<400> 31
Met Ser Leu Arg Ile Leu Ala Ala Thr Leu Ala Leu Ala Gly Leu Ser
1 5 10 15

Phe Gly Ala Gln Ala Ser Ala Glu Cys Glu Val Ser Ile Asp Ala Asn
20 25 30

11/20
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Asp Met Met Gln Phe Ser Thr Lys Thr Leu Ser Val Pro Ala Thr Cys
35 40 45

Lys Glu Val Thr Leu Thr Leu Asn His Thr Gly Lys Met Pro Ala Gln
50 55 60

Ser Met Gly His Asn Val Val Ile Ala Asp Thr Ala Asn Ile Gln Ala
65 70 75 80

Val Gly Thr Asp Gly Met Ser Ala Gly Ala Asp Asn Ser Tyr Val Lys

Pro Asp Asp Glu Arg Val Tyr Ala His Thr Lys Val Val Gly Gly Gly
100 105 110

Glu Ser Thr Ser Ile Thr Phe Ser Thr Glu Lys Met Thr Ala Gly Gly
115 120 125

Asp Tyr Ser Phe Phe Cys Ser Phe Pro Gly His Trp Ala Ile Met Gln
130 138 140

Gly Lys Phe Glu Phe Lys
145 150

<210> 32

<211> 129

<212> PRT

<213> Hordetella brdnchiseptica |

<400> 32

Ala Glu Cys Ser Val Asp Ile Ala Gly Thr Asp Gln Met Gln FPhe Asp
1 5 10 15

Lys Lys Ala Ile Glu Val Ser Lys Ser Cys Lys Gln Phe Thr Val Asn
20 25 30

Leu Lys His Thr Gly Lys Leu Pro Arg Asn Val Met Gly His Asn Trp
35 40 -45

Val Leu Thr Lys Thr Ala Asp Met Gln Ala Val Glu Lys Asp Gly Ile
50 55 60

12/20
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Ala Ala Gly Leu Asp Asn Glp Tyr Leu Lys Ala Gly Asp Thr Arg Val
65 70 . 75 80

Leu Ala His Thr Lys Val Leu Gly Gly Gly Glu Ser Asp Ser Val Thr
85 90 95

Phe Asp Val Ala Lys Leu Ala Ala Gly Asp Asp Tyr Thr Fhe Phe Cys
100 105 110

Ser FPhe Pro Gly His Gly Ala Leu Met Lys Gly Thr Leu Lys Leu Val
115 120 125

Asp

<210> 33

<211> 162

<212> PRT

<213> Chloroflexus aurantiacus

<400> 33
Met Lys Ile Thr Leu Arg Met Met Val Leu Ala Val Leu Thr Ala Met
1 5 10 15

Bla Met Val Leu Ala Ala Cys Gly Gly Gly Gly Ser Ser Gly Gly Ser
20 25 3a

Thr Gly Gly Gly Ser Gly Ser Gly Pro Val Thr Ile Glu Ile Gly Ser
35 i 40 45

Lys Gly Glu Glu Leu Ala Phe Asp Lys Thr Glu Leu Thr Val Ser Ala
50 55 60

Gly Gln Thr Val Thr Ile Arg Phe Lys Asn Asn Sex Ala Val Gln Gln
65 70 75 80

His Asn Trp Ile Leu Val Lys Gly Gly Glu Ala Glu ARla Ala Asn Ile
85 90 95

Bla Asn Ala Gly Leu Ser Ala Gly Pro Ala Ala Asn Tyr Leu Pro Ala
100 105 110

Asp Lys Ser Asn Ile Ile Ala Glu Ser Pro Leu Ala Asn Gly Asn Glu
115 120 125

13726
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Thr Val Glu Val Thr Phe Thr Ala Pro Ala Ala Gly Thr Tyr Leu Tyr

130

135

140

Ile Cys Thr Val Pro Gly His Tyr Pro Leu Met Gln Gly Lys Leu val

145

Val Asn

<210>
<211>
<212>
<213>

<400>

Ala Ala
1

Gin Thx
Thr Ser
Asn Gln
Gly Asp
65

Asp Ala
Thr Ala

Pro Ala

Leu Ala
130

34
140
PRT

Chloroflexus

34

Asn

Val

Leu

35

Asn

Asp

Leu

Met

Pro

115

Gly

Ala

Glu

20

Ser

Asn

Val

Phe

Leu

100

Gly

Met

Pro

Val

Leu

Leu

Val

85

Asn

Thr

Lys

150

aurantiacus

Gly

Arg

Pro

Gly

‘Ala

Pro

Ala

Tyr

Gly

Gly

Ala

Ala

Val

55

Ala

Pro

Gly

Leu

Thr
135

Ser

Ala

Asn

40

Gln

Val’

Pro

Glu

Tyxr

120

Leu

Asn Val

Pro Asp
25

Thr Val

His Asn

Asn” Thr

Asp Thr
94

Ser Gly
105

Ile Cys

Thr Val

14/20

155

Val

Ala

val

Trp

Ala

75

Pré

Ser

Thr

Thr

Asn
Leu
Arg
Val
60

Ala
Asn
Val

Phe

Pro
140

Glu

Ala

Leu

45

Leu

GIA~

Ala

Thxr

Pro
125

Thr

Phe

30

Asp

Val

ASn

Leu

Phe

110

Gly

Pro

Ala

Phe

Asn

Asn

Ala
95

Arg

His

160

Ala

Gln

val

Gly

80

Trp

Thr

Tyr
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conserved sequence of cupredoxin entry domain

<210> 35

<211> 16

<212> PRT

<213> Artificial sequence

<220>

<223>

<220>

<221> misc_feature

<222> (3)..{(7)

<223> Xaa can be any naturally

<220>

<221> misc_feature

<222> [9}..(10)

<223> Xaa can be any naturally

<220>

<221> misc_feature

<222> (12)..(12)

<223> ZXaa can be any naturally

<220>

<221> misc_feature

<222>  (14)..(15)

<223> Xaa can be any naturally

<400> 35

Agsp Gly Xaa Xaa Xaa Xaa Xaa Asp

1 5

<210> 36

<211> 183

<212> PRT

<213> Neisseris gonorrhoeae

<400> 36

Met Lys Ala Tyr Leu Ala Leu Ile

1 5

Ala Cys Ser Gln Glu Pro Ala Ala

20

Gly Glu Ala Pro Ala Ser Glu Ala
35 40

Asp Ala Ala Glu Ala Pro Ala Ala

50

55

occurring amino

occurring amino

occurring amino

occurring amino

Xaa Xaa Tyr Xaa
10

Ser Ala Ala Val
10

Pro Ala Ala Glu
25

Pro Ala Ala Glu

Gly Asn Cys Ala
60

15/20
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acid

acid

acid

Lys Xaa Xaa Asp
15

Ile Gly Leu Ala
15
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30
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Ser Asn Asp Asn Met Gln Fhe Asn Thr Lys Asp Ile Gln Val Ser Lys
65 70 75 80

Ala Cys Lys Glu Phe Thr Ile Thr Leu Lys His Thr Gly Thx Gln Pro
85 20 95

Lys Ala Ser Met Gly His Asn Leu Val Ile Ala Lys Ala Glu Asp Met
100 105 110

Asp Gly Val Phe Lys Asp Gly Val Gly Ala Ala Asp Thr Asp Tyr Val
115 120 125

Lys Pro Asp Asp Ala Arg val val Ala His Thr Lys Leu Ile Gly Gly
130 135 140

Gly Giu Glu Ser Ser Leu Thr Leu Asp Pro Ala Lys Leu Ala Asp Gly
145 150 155 160

Asp Tyr Lys Phe Ala Cys Thr Phe Pro Gly His Gly Ala Leu Met Asn
165 170 175

Gly Lys Val Thr Leu Val Asp
180

<210> 37

<211> 18

<212> PRT

<213> Pseudomonas aeruginosa

<400> 37 ,

1,eu Ser Thr Ala Ala Asp Met Gln Gly Val Val Thr Asp Gly Met Ala
1 5 10 15

Ser Gly

<210> 38
<21i> 33
<212> PRT
<213> Chloroflexus aurantiacus

<400> 38

His Asn Trp Val Leu Val Asn Gly Gly Asp Asp Val Ala Ala Ala Val
1 5 10 15

16/20
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Asn Thr Ala Ala Gln Asn Asn Ala Asp Ala Leu Phe Val Pro Pro Pro
20 25 30

Asp

<210> 39

<211> 28

<212> PRT

<213> Bordetella pertussis

<400> 39
Leu Thr Lys Thr Ala Asp Met Gln Ala Val Glu Lys Asp Gly Ile Ala
1 5 10 15

Ala Gly Leu Asp Asn Gln Tyr Leu Lys Ala Gly Asp
20 25

<210> 40

<211> 27

<212> PRT

<213> Nesseria meningtitidis

<400> 40
Ile Gly Lys Thr Glu Asp Met Asp Gly Ile Phe Lys Asp Gly Val Gly
1 5 10 15

Ala Ala Asp Thr Asp Tyr Val Lys Pro Asp Asp
20 © 7 ‘ 25" '

<210> 41

<211> 21

<212> PRT

<213> Pseudomonas aeruginosa
<400> 41

Glu Ala Ala Asp Met Gln Gly Val Val Thr Asp Gly Met Ala Ser Gly
1 5 10 15

Leu Asp Llys Asp Tyr
20

<210> 42
<211> 15

17/20
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<212> PRT
<213> Pseudomonas aerugilnosa

<400> 42

Glu Ala Ala Asp Met Gln Gly Val Val Thr Asp Gly Met Ala Sex
1 5 10 15

<210> 43

<211> 129

<212> PRT

<213> Bordetella pertussis

<400> 43
Ala Glu Cys Ser Val Asp Ile Ala Gly Thr Asp Gln Met Gln Phe Asp
1 5 10 15

Lys Lys Ala Ile Glu Val Ser Lys Ser Cys Lys Gln Phe Thr Val Asn
20 i 25 30

Leu Lys His Thr Gly Lys Leu Pro Arg Asn Val Met Gly His Asn Trp
35 40 45

Val Leu Thr Lys Thr Ala Asp Met Gln Ala Val Glu Lys Asp Gly Ile
50 55 60

Ala Ala Gly Leu Asp Asn Gln Tyr Leu Lys Ala Gly Asp Thr Arg Val
65 70 75 : 80

Leu Ala His Thr Lys Val Leu Gly Gly Gly Glu Ser Asp Ser Val Thr
' 85 ’ 90 95 ’

Phe Asp Val Ala Lys Leu Ala Ala Gly Asp Asp Tyr Thr Phe Phe Cys
100 105 110

Ser Phe Pro Gly His Gly Ala Leu Met Lys Gly Thr Leu Lys Leu Val
115 120 125

Asp

<210> 44

<211> 27

<212> PRT

<213> Pseudomonas aeruginosa
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<400> 44

Ser Thr Ala Ala Asp Met Gln Gly Val Val Thr Asp Gly Met Ala Ser
1 5 10 15

Gly Leu Asp Lys Asp Tyr Leu Lys Pro Asp Asp
20 25

<210> 45

<211> 27

<212> PRT

<213> Pseudomonas syringae

<400> 45
Ser Lys Lys BAla Asp Ala Ser Ala Ile Thr Thr Asp Gly Met Ser Val
1 5 10 15

Gly Ile BRsp Lys Asp Tyr Val Lys Pro Asp Asp
20 25

<210> 46

<211> 27

<212> PRT

<213> Vibrio parahaemolyticus

<400> 46
Ala Asp Thr Ala Asn Ile Gln Ala Val Gly Thr Asp Gly Met Ser Ala
1 5 10 15

Gly Ala Asp Asn Ser Tyr Val Lys Pro Asp Asp
T 20 T T 25T o ) LT

<210> 47

<211> 27

<212> BRT

<213> Bordetella bronchiseptica

<400> 47
Thr Lys Thr Ala Asp Met Gln Ala Val Glu Lys Asp Gly Ile Rla RAla
1 5 10 15

Gly Leu Asp Asn Gln Tyr Leu Lys Ala Gly Asp
20 25

<210> 48
<211> 15
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<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

PRT
Artificial sequence

conserved sequence of cupredoxin entry domain

misc_feature
{3)..(6)
Xaa can be any naturally occurring amino acid

nisc feature
(8)..(9)

¥aa can be any naturally occurring amino acid

misc_feature
(11)..(11)
Xaa can be any naturally occurring amino acid

misc_feature
(13)..(14)
¥aa can be any naturally occurring amino acid

48

Asp Gly Xaa Xaa Xaa Xaa Asp Xaa Xaa Tyr Xaa Lys Xaa Xaa Asp

1

5 10 15
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