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<210> 1

<211> 147

<212> PRT

<213> Homo sapiens

<400> 1

Asp Ile G1n Met Thr Glin Ser Pro Ser Ser val Ser Ala Ser val Gly
1 5 io 15

Asp Arg val Thr Ile Thr Cys Arg Ala Ser GIn Gly val Ser Ser Trp
20 25 30

Leu Ala ;;p Tyr GIn Gln Lys Zgo Gly Met Ala Pro igs Leu Ley Ile

Tyr Ala Ala Ser Ile Leu GIn Ser Gly val Pro Ser Arg Phe Ser Gly
50 55 60

ser Giy Ser Gly Thr Asp Phe Thr iteu Thr Lie Ser Ser Leu Gln Pro
65 70 75 &0

Glu Asp Phe ala ggr TYPr Tyr Cys Gln ggn Ala Asn ser phe ggo Trp

Thr Phe Gly Gin Gly Thr Lys val Gilu Ile Lys
100 105

<2i0> 2

<21l>- 108

<212> PRT .
<213> Homo sapiens

<400> 2

Glu Ile val Met Thr Gin Ser Pro Ala Thr Leu Ser val Ser Pro Gly
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1

Glu Thr Ala
teu Ala Trp
35
Tyr Gly Ala
50

ser Gly Ser
65

Glu Asp phe

Leu Thr Phe

<210> 3
<211> 107
<212> PRT
<213> Homo
<400> 3

asp Ile Gln
1

ASp Arg val
Leu Ala Trp

35
Tyr Ata Ala
50

Ser Gly ser
65

Glu Asp val
Thr Phe Gly

<210> 4

<211> 107
<212> PRT
<213> Homo

<400= 4

Thr Leu
20

Tyr Gin
ser Thr

Gly Thr

Ala val
85

Gly Gly
100

sapians

Thr
5

Met

Thr Ile

20

Tyr Gin

ser Thr
Gly Thr

Thr
85

Ala

Pro

Gly
100

sapiens

sar

Gin

Arg

Glu

70

Tyr

Gly

Gin

Thr

Arg

Leu

ASp

70

Tyr

Thr

cys

Lys

Ala

Phe

Tyr

Thr

Ser

cys

Lys

Gln

55

Phe

Cys

Lys
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10

Arg Ala Ser
25

Pro GIn

40

GTy

Thr 6ly Ile

Thr Leu Thr

Gln
a0

Cys Gln

val Giu

Arg
105

ser
10

Pro Ser

Ala
25

Arg ser

Pro Gly

40

Lys

ser Gly val

Thr Leu Thr

Cys Gin

val
105
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Gln

Ala

Pro

Ile

75

Tyr

Ile

Leu

Gin

val

Pro

Ile

75

Tyr

Lys

Thr val

Pro Arg

45

Ala
60

Arg

Ser Ser

Asp Tyr

LYS

ser Ala

Gly 1le

Pro Lys

45

ser

Arg
60

ser

Ser

Asp Ser

Ser

30

Leu

Pha

Leu

Trp

ser

Arg

30

l.eu

Phe

Leu

Ala

15

Ser Asn

Leu Ile

Ser Gly

GIn Ser

80

Pro
95

Pro

Ile
15

Gly

Asn Tyr

Leu Ile

ser Gly

Gln Pro

&80

Pro pPhe

95



AsSp
1
Asp
Leu
Tyr
Ser
65

Gy

Thr

ITe Gin

Arg val

Ala Trp
35

Gly Ala

50

Gly ser

Asp Phe

Phe Gly

<210> §
<231> 111
<212> PRT

<213>

Homo

<400> 5§

Gin
1
Lys
TYr
Ile
Gly
65
Thr

Ser

Ser val
val Thr
val ser
35

TYr Asp
50

Sser Lys
Gly Asp

ala Gly

<210> 6
<21i> 107
<212 PRT

<213

Homoe

Met

Thr

20

Tyr

ser

Gly

Ala

GlIn
100

Thr
5

Ile
Gln
Ser
Thr
Thr

85

Gly

sapiens

Leu
Ile
20

Trp
ASh
ser

Glu

100

Thr
5
Ser
Tyr
ASh
Gly
Ala
85

va'l

sapiens

Glin

Thr

Gln

Leu

ASp

7G

Tvr

Thr

Gln

Cys

Gin

Lys

Thr

70

ASD

Phe

ser

Cys

Lys

Gln

55

Phe

Tyr

LYS

Pro

Ser

Gln

Arg

55

Ser

TYr

Gly
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Pro Ser igr val phe Ala

Arg

Pro

40

Ash

Thr

Cys

val

Pro

Gly

Leu

40

Pro

Ala

Tyr

Gly

Ala
25

Gly
Gly
Leu

Glin

Glu

105

ser

Ser

25

Pro

Ser

Ile

Ser Gin

Lys Ala

val Pro

Thr Ile
75

Gln Ala
90

Ile Lys

val Sser
10

ser Ser

Gly Thr

Gly Ile

Leu Asp
75

Gly Thr
90

Thr Lys
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Gly

Pro

Leu

o0

Ser

Asn

Ala

Asn

Ala

Pro

60

Tle

Trp

Leu

Ile
Asn
45

Arg

Ser

Ser

Ala

Ile

Pro

45

ASp

Thy

ASp

Thr

Sep
Ser
30

Lau
Phe

Leu

Phe

Pro
Gly
30

Lys

Arg

Gly

Ser

val

110

val

i5

Ser

Leu

ser

Gln

Pro
95

Gly

15

Asn

ileu

Phe

Leu

Ser

95

Leu

Gly

Trp

Ile

Gly

Pro

80

Trp

Gin

Asn

Leu

Ser

Gln

80

Ley



<400> B
§sp ITe GlIn

Asp Arg val

Leu Ala Trp

33

Tyr Ala Ala
50

Ser Gly Ser
65

Glu Asp Phe

Thr Phe Gly

<210> 7
<211s> 107
<212> PRT
<213> Homo

<400> 7
?sp Ite GIn

Asp Arg val

teu Ala
35

Phe Ala Thr
50

ser Gly Ser

65

Glu Asp Phe

Thr Phe Gly

<210> 8
<211> 106

Trp

Met

Thr

20

Tyr

Ser

Gly

Ala

Gln
100

Thr Gin

Ile Thr

Gln Gin

Ite Leu

Thr Asp

70

Thr

Tyr
85

Gly Thr

sapiens

Met

Thr

20

Tyr

ser

Gly

Ala

Gln
100

Thr Gln
5

ITe Thr

GIn Gin

Ser Leu

Thr Asp

70

Thre

Tyr
85

Gly Thr

Ser

Cys

Lys

Gln

55

Phe

Tyr

Asn

Ser

Cys

LyS

Glin

55

Phe

Tyr

Lys
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Pro Ser

Ala
25

Arg

Pra

Gly
40

ser Gly
Thr Leu
Cys Gin

Glu
105

val

Pro ser

Ala
25

Arg

Pro

Gly
40

Ser Gly
Thr Leu
Cys GIn

Glu
105

val

ser
10

ser
Met
val
Thr
Glin
90

Ile

ser
10

Ser
Lys
val
Thr
Gin
90

Ile

val Ser Ala

Gin Gly val

Ala Pro

it

Ser Arg

60

Pro

Ile
75

Ser Ser

Ala Asn Ser

Lys

val ser Ala

Gin Gly val

Ala Pro Lys

ser
60

Pro Arg

Tle
75

Ash Ser

val Asn Ser

Lys
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Ser

Ite

30

Leu

Phe

Leu

Phe

Ser

Asn

30

Leu

Phe

Leu

Phe

val

15

seér

Leu

Ser

Gin

Pro
95

val

15

AsSn

Leu

ser

Gin

Pro
95

Gly

Trp

Tle

Gly

Pro

80

Trp

Gly

Trp

Ile

Gly

Pro

80

Gly



<212> PRT
<213> Homo

<400> 8
Glu Ile val
1

Glu Arg Ala
Ley Ala Trp
35

Tyr Gly Ala
50

ser Gly Ser
65

Glu Asp pPhe
Phe Gly Gly
<210> 39
<«2il> 107
<212> PRT
<213> Homo
<400> 9
Asp TIie GlIn
1

Asp Arg val

Leu Ald Trp
35
Tyr Gly Ala
50
ser Gly Ser
65

Glu Asp Phe

Thr phe Gly

sapiens

Met

Thr

20

TYr

Ser

Gly

Ala

Gly
100

Met

L.eu

Glin

Thr

Thr

val

85

Thr

sapiens

Met

Thr

20

TYr

Ser

Gly

Ala

Gin
100

Thr
5

Ile

Glin

ASn

Thr

Ash

85

Gly

GIn

Ser

Gin

Arg

Glu

70

Tyr

Lys

Gin

Thr

Gln

teu

Asp

70

Tyr

Thr

ser
Cys
Lys
Ala
55

Phe

Phe

val

Ser
Cys
Lys
Glu
55

Phe

Tyr

Lys

Pro

Arg

Pro

40

Thr

Thr

Cys

Glu

Pro

Arg

Pro

40

Ser

Thr

Cys

vall
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Ala

Ala

25

Gly

Gly

Leu

Gln

Iie
105

Ser

Ala

25

Gly

Gly

feu

Glin

Glu
105

Thr Leu
10

ser Gin

GIn Ala

ile Pro

Thr fle
75

Gln Tyr
90

Lys

ser val
10

ser GIn
Lys ala
val Pro
Thr Ile

75

¢ln Ala
90

ITe Lys
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Sar

Ser

Pro

Ala

60

Ser

Asn

Ser

Gly

Pro .

Sar
60

ser

Asn

val

val

Arg
45

Arg

ser

Asp

Ala

Tle

Ser

ser

ser

Ser

30

Leu

Phe

Leu

Trp

Ser

ser
30

iey

Phe

Ley

Pha

Pro..

15

The

Leu

Ser

Gln

Pro
95

val

15

ser

Leu

Ser

GIn

Pro
95

Gly

Ash

Ile

Gly

Sar

80

Thr

Gly

Trp

Ile

Gly

Pro

&0

Trp



<210> 10
<211> 108
<212> PRT
<213> Homo

<400> 10
Glu ITe val
1

Glu Aarg Ala
Tyr teu Ala
35
Ile Tyr Gly
50

Gly Ser Gly
65

Pro Glu Asp
Pro Thr phe

<210> 11
<211> 108
<212> PRT
<213> Homo
<400> 11

Glu Ile wal
1
Giu Arg Ala

Lteu Ala Trp
35

Tyr Gly Ala
50

ser Gly Ser
65

Glu Asp Phe

val Thr phe

sapiens
Leu Thr
5

Thr Leu
20

Trp Tyr
Ala ser
ser Gly
Phe Ala

85

Gly Gly
100

sapiens

met Thr
5

Thr Leu
20

Tyr Gin
ser Thr
Gly Thr
Ala val

83

Gly GlIn
100

Gln

Ser

Gin

Ser

Thr

70

val

Gly

GIn

Say

GiIn

Arg

Glu

70

Tyr

Gly

ser

Cys

Gin

Arg

53

Asp

Tyr

Thr

Ser

Cys

Lys

Ala

55

Phe

Tyr

Thr

Pro

Arg

Ly
40

Ala

Phe

Tyr

Lys

Pro

Arg

Pro

40

Thr

Thr

cys

Arg
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61y Thr
10

Ala

25

Pro

Thr

Thr

Cys

val
105

Ala
Ala
25

Gly

Gly

Leu

Gin

Leu
105

Ser

Gly

Gly

Leu

Gin

90

Ala

Thr

10

Ser

Gln

Ile

Thr

GIn

90

Glu

Leuy Ser

Gln Ser

Gin Ala

Ile Pro

60

Thr Ile
75
Gln Tyr

Ile Lys

Ley Ser

Gln Ser

Ala Pro

Pro Ala

60

Ile ser
75

Tyr Asp

e Lys
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Leu

val

Pro

45

Asp

Ser

ASp

val

val

Arg

Arg

Ser

Asp

Ser

ser

30

Arg

Arg

Arg

Ser

ser

Asn

30

Leu

Phe

Leu

Trp

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Pro
15

ser

Leu

ser

Gln

Pro
95

Gly

sSer

Leu

ser

Glu

80

Pro

Gly

Asn

Ite

Gly

ser

80

Pro



<210> 12
<211l> 110
<2125 PRT
<213> Hamo
<400> 12

Gin ser val

1

Arg val Thr

Pro val Asn
35

Tle Tyr His
50

Gly ser Arg
65

Ser Glu Asp
Asn Gly Trp
<210> 13
<211> 106
<212> PRT
<213> Homo
<400> 13
Glu 11e val
i

Glu Arg Ala

Leu Ala Trp
35
Tyr Gly Ala
50
Ser Gly ser
65

Glu Asp Phe

sapiens
Leu Thr

5
Ile Sser
20

Trp Tyr

Asp Asp

Ser Gly

Glu Thr
85

val phe
100

‘sapiens

Met Thr
5

Thr Lteu

20

Tyr Gn

Ser Thr

Gly Thr

Ala val
85

Gin

cys

Gln

Leu

Thr

70

ASp

Gly

Gn

Ser

Gin

Arg

Glu
70

Tyr

Pro

Ser

Leu

Leu

55

Ser

Tyr

Gly

Ser

Cys

Lys

Ala

55

Phe

Tyr

Pro

Gly

Fhe

40

Pro

Ala

Tyr

Gly

Pro

Arg

Pro

40

Thr

Thr

cys
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Ser

sar

25

Pro

ser

Ser

Cys

Thr
105

Ala
Ala
25

Gly
Gly

Leu

Gln

val Ser
10

Asn Ser

Gly Arg

Gly val

Leu Ala
75

Thr Ala
a0

LYs Leu

Thr Leu
10

ser Gln
Gln Pre
ile Pro
Thr Ile

75

Gin Tyr

90
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Glu

Asn

ala

ser

60

Ile

Trp

Thr

Ser

ser

Pro

Ala
60

Ser

Asp

Ala

Ile

7ro

45

Asp

Ser

Asp

val

val

val

Arg

45

Arg

Ser

Asp

Pro

Gly

30

Lys

Arg

Gly

Asp

Leu
110

sSer

Ser

30

Leu

Phe

Leu

Trp

Arg

15

Asn

Leu

Phe

Ley

ser
35

Pro

15

Asp

Leu

Ser

Glin

Pro
95

Gin

ASn

{eu

Ser

Gln

80

l.eu

Gly

Asn

Tle

Gly

S5er

80

thr



phe Gly Gly

<210
<211>
<212>»
<213>

<400>

14
107
PRT
Homo
14

Asp Yie Gln
i

Asp Arg val

Leu Asn Trp

35

Tyr asp Ala

50

ser Ggly ser
5

Glu asp Ile

Ser Phe Gly

<210
<211
<212>
<213

<4005

15
107
PRT
Homo

13

Asp Ile Gln

1

Asp Arg val

Leu Asn Trp
35

Tyr Asp Ala

50

Ser Gly Ser
65

Glu Asp Ile

Gly Thr
100

sapiens
met Thr
5

Thr Ile

20

Tyr GIn

Ser Asn
Gly Thr

Thy
85

Ala

Gin
100

Gly

sapiens

Met Thr
5

Thr Ile
20

Tyr Glin
Ser Asn

Gly Thr

Ala Thr
85

Arg

Gln

Thr

Gln

Leu

Asp

70

Tyr

Fhr

Gin

Ser

Gin

Leu

Asp

70

Tyt

val

ser

Lys

Glu

55

Phe

Phe

Lys

Ser

Cys

Lys

Glu

55

pPhe

TYr

Pro

Gin

Pro

40

Thr

Thr

cys

Leu

Pro

Gin

Pro

40

Thr

Thr

Cys
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Glu ITe Lys

105

Ser

Ala

25

Gly

Gly

Phe

Glin

Glu
105

Ser
Ala
25

Gly
Gly

Phe

Gin

Ser Leu Sep

10

ser Gin Asp

Lys Ala Pro

val ser

60

Pro

Ile
75

Thr Asn

Gin
80

TYr ASp

Ile Lys

Ser Leu Ser

10

Ser Gin Asp

Lys val Pro

ser
60

val Piro

Ile Ser

75

Thr

GIn Phe Asp
90
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Ala

Ila

Arg

Ser

Asn

ala

Ile

Lys

Arg

Gly

Asnh

Sar

ser

30

Leu

Phe

Leu

L.eu

Ser

Asn

30

Leu

phe

Ley

Leu

val

15

Asnh

teu

ser

Gn

Pro
95

val

15

Thr

Leu

Ser

GIn

Pro
95

Gly

Tyr

Ile

Gly

Pro

80

Cys

Gy

Tyr

Ite

Gly

Pro

80

Tle
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Thr Phe Gly Gin Gly Thr Arg Leu Gilu Ile Lys
100 i0s

<210> 16

<211> 107

<Z12> PRT

<213> Homo sapiens

<400> 16

QSp val Gln Met ghr Gln Ser Pro Ser igr Leu Ser Ala ser V§1 Gly
1

Asp Arg val ggr Ile Thr Cys GIn géa Ser Gln Asp Ile ggr Asp Tyr

Leu Asn ggp Tyr Gln Gln Lys 250 Gly Lys ala Pro kgs Lel Leu Ile

Tyr Asp Thr Ser Asn Leu Glu Ala Gly val Pro Ser Arg Phe Ser Gly
50 55 %0

ser Gly Ser Gly Thr Asp phe Thr Phe Thr Ile Ser Ser teu Glp Pro
65 70 75 80

Glu Asp Ile Ala Thr Tyr Tyr Cys Gin Glin Tyr Asp Ile Leu Pro Tyr
85 90 95

ser Phe Gly Gin Gly Thir Asp Leu Glu Ile Lys
100 105

<210> 17

<211> 106

<212> PRT

<213> Homo sapiens

<400> 17

ﬁTu val Met Met ghr Gln ser Pro Ala Igr Leu Ser val ser igo Gly

Glu Arg Ala ;gr Leu Ser Cys Arg é}a ser Gln Ser vail §8r ser Asn
5

Leu Ala ;gp Tyr ¢In 61n Lys zgo Gly Gin Ala Prao égg Leu Leu Ile

Phe géy Ala ser Thr Arg gga Thr Gly Ile Pro géa Arg Phe Ser Gly

Ser Gly ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Glin Ser
65 70 75 80
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Glu Asp Phe
Phe Gly Gly
<210> 18
<211> 108
<212> PRT
<213> Homo
<400> 18
Glu Lteu val
1

Glu Arg Ala

Leu Ala Trp
35

Tyr Gly Ala
50

Ser Gly Ser

65

Glu Asp Phe

Leu Thr Phe

<210> 19

<Z211> 108
<212> PRT
<213> Homo

<400> 19

Glu Tle val

1

clu Gly Ala

Leu Ala Trp
35

Tyr Gly Ala
50

ser Gly ser
63

Ala

Gly
100

val
85

Thr

sapiens

Met

Thr

20

TV

ser

Gly

Ala

The
5

val
GIn
Ser
Thr

val
85

sapiens

Met
Thr
20

Tyr

Ser

Gly

Thr
5

Leu

Gln

Ala

Thr

Tyr

Lys

Gln

Ser

&sin

Arg

Gliu

70

Tyr

Gly

Gln

Ser

Gin

Arg

Glu
70

Cys

val

Ser

cys

Lys

Ala

55

Phe

Tyr

Thr

Ser

Cys

Lys

Ala

35

Phe

Glu

Pro

Arg

Pro

40

Thr

Thr

Cys

Lys

Pro

Arg

Pro

40

Thr

Thr
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Cys Gln ggn Tyr Asp Asp Trp SED Thr

ITe
105

Ala

Ala

25

Gly

Gly

Leu

GIn

val
165

Ala
Ala
25

Gly

Gly

Leu

Lys

Thr

10

Ser

Gin

Ile

Thr

Gin

90

Glu

Thr

10

Ser

Gin

Ile

The

Leu Ser

Gln ser

Ala pPro

Pro Ala

60

Ile ser
75

Tyr Asn

Ile Lys

i.ey Ser

Gin Ser

Ala Pro

Pro Ala

60

Ile ser
75
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val

val

Arg

45

Arg

ser

Asn

val

val

Arg

45

Arrg

Ser

ser

ser

30

Leu

Phe

Leu

Trp

Phe

Ser

30

Leu

Phe

Leul

PTro -

15

ser

Ley

Ser

Gln

Pro
95

Pro
13

Ser
Leu

Ser

Gln

Gly

Asp

Ile

Gly

Ser

80

Pro

Gly

Asp

Ile

Gly

Ser
80



Glu Asp Phe

Leu Sser Phe

<210>
«211>
<212>
<213>

<400

20
108
PRT
Homo

20

Glu ITe val
1

Glu

Tyr

Ile

Gly

65

Pro

Pro

Gly

Leu

Glu

Thr

<210>
<211>
<212>
<213>

<400>

Ala

Ala
35

Gly

Gly

Asp

phe

21
108
PRT
Homo

21

Glu Tle val

1

Glu Arg Ala

Leu val Trp
35

Tyr Gly Ala
50

Ala val
85

Gly Gly
100

sapiens

teu Thr
5

Thr Ley

20

Trp Tyr

Ala ser

ser Ggly

Phe Ala
85

Gly Gly

sapiens

met Thr
5

Thr Leu
20

Tyr Gin

ser Thr

Tyr

Gly

Gin

ser

Gln

“Thr

Thr
70
val

Gly

Glin

Ser

Glin

Arg

Tyr

Thr

ser

Cys

Gln

Arg

55

ASD

Tyr

Thr

Ser

Cys

LYS

Ala
55

A-1459-WO-PCT_ST25

Cys GlIn GIn Tyr His Asp Trp Pro Pro
50 95

Lys

Pro

Arg

Ser

40

Ala

Phe

Tyr

Lys

Pro

Arg

Pro

40

Thr

val
105

Gly

Ala

25

Pro

Thr

Thr

Cys

val
105

Ala
Ala
25

Gly

Gly

Glu Ile Lys

Thr Leu Ser
10

ser Gin Thr

Ser Gln sar

Gly fle Pro
60

teu Thr Ile

75

GIn G1n Tyr

Gly Ile Lys

Thr Leuy Ser
10

ser Gin Ser

Gin Ala Pro

Ile Pro Ala
60

page 11

Leu

va'l

Pro

45

Asp

val

val

Arg

45

Arg

Ser
Thr

30

Arg

Ser

Ser

ser

30

Leu

Phe

Pro

15

sar

Leu

Phe

Ser
95

Pro

15

sSer

Leu

ser

Gly

Ser

Leu

Sar

Glu

80

Pro

Gly

Asn

Ile

Gly



Ser Gly Ser
65

a1y Asp Phe
Leu Thr Phe

<210> 22
<211> 107
<212> PRT
<213> Hono

<400> 22
Asp Ile Gin
1

Asp Arg val

Leu Ala Trp
35

Tyr Ser Ala

ser Gly ser
65

Glu Asp Phe
Thr Phe Gly

<210> 23
<211> 106
<212»> PRT
<213> Homo
<400> 23
ser Tyr Glu
1

Thr Ala ser
Cys Trp Tyr
35

GIn Asp Ser
50

Gly

Ala

Gly
100

Thr

val
85

Gly

sapiens

Met
Thr
20

Tyr

ser

Gly

Ala

Gin
100

Thr
5

Ile
Gin
ser
Thr
Thr

85

Gly

sapiens

Leu
Tle
20

Gin

tys

Thr
5

Thr
Gin

Arg

Asp Phe
70

Tyr Tyr

Gly Thr

Gin Ser

Thr Cys

Arg Lys

Leu Gin

53

Asp Phe
70
Tyr Tyr

Thr Lys

Gln Pro

Cys Ser

Lys Pro

Pro Ser
55

Cys

Thr

Pro

Arg

Pro

40

Ser

Thr

Cys

val

Pro
Gly
Gly
40

Gly

A-1459-WO-PCT_ST25
Thr Leu Thr I}e ser Ser Leu Glp Ser
7

Gin

val
105

Ser

Ala

25

Gly

Gly

Leu

Glin

Glu
105

Ser
Asp
25

Glin

Ile

GIn
90

Gy

Ser

10

ser

Lys

vail

Thr

Glin

90

Ile

val
10

Lys

sSer

Tyr

Iie

val

GlIn

Ala

Fro

Ile

75

Ala

Lys

Ser

Leu

Pro

Asp Asp Trp Pro Pro
95

Lys

Ser

Asp

Pro

Ser

60

ser

AsSp

val

Gly

vai

Pro Glu Arg
80

Page 12

Ala

Ile

Lys

45

Arg

Ser

Ser

sSer

Asp

Leu

A5

Phe

Ser

5er

30

val

Phe

Leu

Phe

Pro

Ser

val Gly
15

Ser Trp
Leu Tle
Ser Gly
Gln Pro

80

Pro Trp
g5

Gly Gln
1Sy

Tyr Ala
Ile Tyr

Gly Sar



Ash ser Gly
65

Asp Glu Ala
rhe Gly Gly

<210> 24
<211 107
<212> PRT
<213> Hamo
<400> 24

Asp Iie Glin
1

Asp Arg val
Leu Ala Trp

35
Tyr ser Ala
50

Arg Gly ser
65

Glu Asp phe
Thr Phe Gly

<210> 25
<211> 110
<212> PRT
<213> Homo
<400> 25

Gin Ser val
1
Arg val Thr

Pro val Asn
35

Asn Thr
ASp Tyr
85

Gly Thr
100

sapiens

Met Thr
5

Thr Ile

20

Tyr GlIn

ser ser

Gly Thr

Ala Thr
85

168 °"

sapiens
ey Thr

5
Ile ser
20

Trp Tyr

Ala
70
Tyr

Lys

Gin

Thr

Gin

Ley

ASp

70

Tyr

Thr

Gln

Cys

G1n

Thr

Cys

Leu

ser

Cys

Lys

Gin

33

Phe

Tyr

Lys

Pro

ser

Leu

A-1459-WO-PCT_ST25

Lteu Thr ITe Ser Gly Thr GIn Ala Met
75 80

Gin

Thr

Pro

Arg

Pro
40

Cys

val

Pro

Gly

phe
40

Ala

val
105

Ser

Ala

25

Gly

Gly

Leu

GIn

Glu
10

ser

ser
25

Pro

Trp Asp Ser Ser Thr val val
90 g

Leu

ser
10

Ser
Thr
val
Thr
Gln
90

Ite

val
10

Asn

Gly

val Ser

Gin Asp

Ala Pro

Pro ser

60

Ite Ser
75
Ala Asp

Lys

ser Gly

Ser Asn

Arg Ala

page 13

Ala

Ite

Arg

Ser

Ser

Ala

Ser

ser

30

val

Phe

Leu

Phe

Pro

val
15

Ser
Leu
Ser

Gln

Pro
95

Arg
15

Gly

Trp

Ite

Gly

Pro

80

Trp

GlIn

Ile Gly Asn Ash
30

Pro Lys Leu Led
45



Ile Tyr His
50

Gly Ser Arg

65

Ser Ata Asp

asn Gly Trp

<210>
<211
<212>
<213> Homo

<400> 26
Gin Ser Val
1

26
110
PRT

Arg val Thr

Pro val Asn
35

ITe Tyr His

50

Gly Ser Arg

65

ser Ala Asp

Asn Gly Trp

<210>
<211
<212>
<213>

<400>

27
107
PRT
Homo.
27

Asp Ile Gln
1
Asp Arg val

Leu Asn Trp
35

AsSp Asp

ser Gly

Glu Thr
85

val phe
100

sapiens
Leu Thr
5
Ile Ser
20
Trp Tyr
ASp Asp
ser Gly
Glu Thr
85

val Phe
100

sapiens
Met Thr

5
Thr Ile
20

Tyr Gin

ieu
Thy
70

Asp

Gly

Gln

Cys

Gln

Lau

Thr

70

Asp

cly

Gin

Thr

Gin

Leu
35
ser

Tyr

Gly

Pro

Ser

Leu

Leu

55

Sar

TYIr

Gly

Ser

Cys

Lys

Ala ser Leu

Tyr

Gly

Arg

Gly

Phe

40

Pro

Ala

TY"r

Gly

Pro

Glin

Pro

40

A-1459-WO-PCT_ST25
Pro Ser Giy val ggr Asp

Cys

Thr
105

Ser

Ser

25

Pro

Ser

Ser

Cys

Thr
105

Ser

Ala
25

Gly

Ala Ile

75

Thr Ala

Trp
90

Lys Ley Thr

val
10

ser Gly

AsSn Ser Asn

Gly Arg Ala

val ser

60

Gly

Ala Ile

75

Leu

Thr Ala

Trp
90

Lys Leu Thr

ser
10

Leu Ser

ser GIn Asp
Lys aia Pro

Page 14

Ser

ASp

val

Ala

Ile

Pro

45

Asp

Ser

AsSp

val

Ala

Ile

LysS

Arg

Gly

Asp

Leu
110

Pro

Gly

30

Lys

Arg

Gly

Asp

Leu
110

ser

Ser
30

Leu

Phe

Phe Ser

Leu Gln
80

Ser Leu

95

Arg GiIn

15

AsSn Asn

Leu Ley

Sar

Leu Arg

80

ser
95

Leu

val Gly
15

Asn Tyr

Leu ITe



A-1459-WO-PCT_ST25

Tyr Asp Ala Ser Asn Leu Giu Thr Gly val Pro Ser Arg Phe Ser Gly
50 55 60

ser Gly ser Gly Thr asp Phe Thr Phe Thr ITe Asn Ser Leu Gln Pro
65 70 75 80

Glu Asp 1l1e Ala ggr Tyr Phe Cys GIn ggn Tyr Asp Asn Leu ggo Ser

ser Phe Gly GIn Gly Thr Lys Leu Glu Ile Lys
100 165

<210> 28

<211> 107

<212» PRT

<213> Homo sapiens

<400> 28

Asp Ile Gin Met Thr 6In Ser Pro Ser Ser Vval Ser Ala Ser val Gly
1 5 10 15

Asp. Arg val Thr Ile Thr Cys Arg Ala Ser Gln Gly val ser Ser Trp
20 25 30

Leu Ala Trp Tyr Gln GIn Lys Pro Gly Lys Ala Pro Lys Leu Loy Ile
35 40 45

Tyr Ala Ala Ser Ile Leu Glh Ser Gly val Pro Ser Arg Phe Ser Gly

50 55 60
ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gin Pro
65 70 75 8¢
GIu Asp Phe aAla Thr Tyr Tyr Cys GIn GIn Ala Asn Ser Pha Pro Trp
85 90 95
Thr Phe Gly &In Gly Thr Lys val Glu Ile Lys
100 105
<210> 29
<211> 118
<212> PRT
<213> Homo sapiens
<400> 29

GIn val 6ln Leu val GIn Ser &ly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys val Ser Cys Lys val Sar Gly Tyr Thr Leu Asn Asp Leu
20 25 30

Page 15



Ser

Gly

Gln

85

Met

Ala

Leu

Met His
35

Gly phe

50

ASh Arg

Glu fLau

Thr Leu

val Thr

115

<210> 320
<211> 120
<212> PRT
<213> Homo

<400> 30

Gin
1
ser
Tyr
Ser
Lys
65
Leu

Ala

Gly

val 61n

Leu Arg

met Ser

Tyr Ile

Gly Arg

Gin Leu

Arg Asp

Thr Leu
115

<210> 31

<211> 118
<212> PRT
<213> Homo

Trp val

ASp Pro

val Thr

ser ser

85

Asp Phe

val ser

sapiens
Leu val

5
Leu Ser
20
Trp Ile
Seyr Ser
Phe Thr
Asnh Ser

85

Tyr Ser

val Thr

sapiens

Arg

Ala

Met

70

Leu

Ser

Ser

Glu

Cys

Arg

Sar

Ile

7¢

Leu

Ser

val

Glin

Glu
55

Thr

Arg

Ser

Ser

val

Gln

Gly

55

Ser

Arg

Gly

sSer

A-1459-W0-PCT_ST23

40

Gly Lys

AsSp Asp

ser Glu

Trp Phe
105

Gly Gly

Ala ser
25

Ala Pro
40
Ser Ala

Arg Asp

Ala Glu

Trp Phe

105

ser
120

Ala Pro Gly Lys Gly E?U

Ile Ile Ser Ala
60

Thr
Asp

90

Asp

Gly
10

Gly
Gly
Ile
Asn
ASp
a0

Tyr

Glu

Gln

ser The Asp Thr

75

ser Ala

Pro Trp

Leu val

Phe Thr

Lys Gly

Tyr Tyr

Ala Lys

75

Thr Ala

Phe Asp

page 16

val

Gly

Lys

Phe

Leu

45

Ala

AsSn

val

Tyt

Tyr

Gin
110

Prro

Ser

30

Glu

ASp

Ser

Tyr

Trp
110

Trp Met
LYs Phe
Ala Tyr

80
ggr Cys

Gly Thr

Gly G1
15 Y
ASp Tyr
Trp val
ser val
Leu Tyr
80
Tyr Cys
95 Y

Gly Arg



<4Q0> 31
Gin val GlIn
1

ser Leu Arg
Gly Met His
35
Ala val 1le
50

Lys Gly Arg
65

Leu Gln Met
Ala Arg Glu
Met val Thr
115
<210> 32
<211> 118
<212> PRT
<213> Homo
<400> 32

GIn val GlIn
1

ser val Lys

His
35

ser Met

Gly Gly phe

50

GIn Gly Arg
65

Met. Glu Leu

Thr Thr Glu

teu val

Leu
20

ser

Trp val

Trp Tyr

phe Thr

Asn Ser

85

His

Trp
100

val Ser

sapiens

val
5

{eu

val
20

sSer

Trp val

ASp Pro

val Thr

Arg ser

835

ser
100

Ser

Glu

Cys

Arg

ASD

Ile

70

feu

Asn

ser

Gln

Cys

Arg

Gln

Met

70

Leu

ser

A-1459-WO-PCT_ST25

sSer Gly Gly géy val val Gin

Ala
Gln
Gl

§Sy
Ser

Arg

Tyr

Ser
Lys
GIn
Asp
55

Thr

Arg

Ala

Ala
Ala
40

Ser
Arg

Ala

Ala

Gly

val

Ala

40

Gly

Glu

Ser

Trp

Ser

25

Pro

Asn

Asp

Glu

Phe
105

Ala

Ser

25

Pro

Glu

AsSp

Glu

Phe
105

Gly phe Thr

Gly Lys Gly

Lys Tyr Tyr

60

Asn Ser

75

Lys

Asp. Thr aAla

90

Asp Ile Trp

Glu val

10

LYyS

Gly Tyr Thr

Gly Lys Gly

Thr Ile Tyr

60

Thr ser Thr

75

Asp Thr Ala

90
Asp Pro Trp

Page 17

Phe

Leu

45

Ala

Asn

val

Gly

Lys

val

Lau

45

Ala

AsSp

val

Gly

Pro

Ser

3¢

Gly

Asp

Thr

Gln
110

Pro

Thr

30

Glu

&1in

Thr

Tyr

Gln
110

Gly
15

Ser
Trp
ser
Leu
Tyr

85

Gly

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Gly

Arg

Tyr

val

val

His

80

Cys

Thr

Ala

Leu

Met

Phe

Tyr

8O

Cys

Thr



t.eu val Thr
115

<210>= 33
<21i> 121
<212 PRT
<213> Homo

<400> 33
Gin val GlIn
1

Ser Leu Arg

Tyr Met Ser
35

sep Tyr Ile
50

Lys Gly Arg
Leu Gin Met
Ala Arg Asp
Gin Gly Thr

115

<210> 34

<211> 118
<212> PRT
<213> Homao

<400> 34
Gin val 6in
1

Ser val Lys
Ser Met His

Gly Gly Phe
50

GIn Asp Arg

val ser

sapiens
Leu val

5
Leu ser
20
Trp Ile
Ser Asn
phe Thr
Ash Ser

85

Arg ser
100

Met val

sapiens

Leu val
5

val ser

20

Trp val

ASp Pro

val Thr

Ser

Glu

Cys

Arg

Ser

Ile

70

Lel

Sar

Thr

Glin

Cys

Arg

Ala

Met

sSer

Ala

GIn

Gly

55

Ser

Arg

Ala

vai

sepr

Lys

Gln

Glu

55

Thr

Gly

Ala

Ala

40

Ser

Arg

Ala

Trp

Ser
120

Gly
val
Ala
40

Gly

A-1459-WO-PCT_ST25

Gly

ser

25

Fro

val

His

Asp

Ala
ser
25

Pro

Lys

Gly
10

Gly
Gly
val
ASH
ASp
80

Glu

Glu
10
Gly

Gly

Ile

Leu

Phe

LyS

Tyr

Ala

75

Thr

Ala

val

TYr

LyS

Ite

val

The

Gly

Lys

Ala

Phe

Lys

Thr

Gly

ser
60

Asp Asp Thr Ser Thr
Page 18

LYS

Phe

Leu

45

Ala

Asn

val

ASD

Lys

Leu

Leu

45

Ala

AsSp

Pro
Sear
30

Glu
ASp
ser

Tyr

Ite
110

Pro

Asn
30

Glu

Gn

Thr

Gly
15
Asp

Trp

Ser

Trp

Gly
15

ASp
Trp

Lys

Ala

Gly

Tyr

val

val

Gy

Ala

‘Leu

Met

Phe

Tyr



A-1459-WO-PCT_STZ25
65 70 75 80

Met Glu Leu Ser ggr Leu Arg Ser Glu ggp ser Ala val Tvr Tyr Cys
95

Ala Thr Leu Asp phe Ser Ser Trp Phe Asp Pro Trp Gly Glin Gly Thr
100 105 110

Leu val Thr val ser Ser
115

<210> 35

<21l> 120

<212> PRT

«<213> Homo sapiens

<400> 35

Gln val Gin Leu val Glu Ser Gly 6ly Gly teu val Lys Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala gsszr Gly Phe Thr Phe _ggr Asp Tyr
20

Tyr Met ggr Trp Ile Arg Gin Aaa Pro Gly Lys Gly &gu Glu Trp vai
4

Ser Tyr Ile Ser Ser Thr Gly Ser Ala Met Tyr Asp Ala Asp Ser val
30 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser teu Tyr
65 70 75 80

Ley Gin Met Asn ggr leu Arg ala Glu ggp Thr Ala val Tyr gyr Cys
5

Ala Arg Glu Phe Ser Ser Gly Trp Ser Tyr Phe Asp Tyr Trp Gly GIn
100 105 110

Gly Thr Leu val Thr val Ser Ser
115 120

<210> 36

<21l> 120

<212> PRT

<213> Homo sapiens

<400> 36

Gln val GIn Leu val Glu Ser Gly Gly Gly Leu Vval Lys Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp Asn
20 25 30

Page 19



A=-1459-WO-PCT_ST25

Tyr Met Ser Trp Ile Arg Gln i&a Pro Gly Lys Gly Egu Glu Trp val
35

Sar ggr I7e Ser Ser Ser G}y Sser Ala Thr Tyr E%r Ala Asp Ser val
5

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80

Leu Gln Met Ser Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys

85 90 95
Ala arg Asp Tyr Ser Ser Gly Trp Tyr Tyr Phe Asp Tyr Trp Gly Gin
' 100 105 110

Gly Thr rLeu val Thr val Ser Ser

115 120
<210> 37
<211l> 118
<212> PRT

<213> Homo sapiens

<00> 37

gln Val Gin Leu val GIn ser Gly Ala Glu val Lys Lys Pro G;y Ala
5 1 i

Ser val Lys gaT ser Cys Lys val ggr Gly Tyr Thr Leu ggr Asp Leu
0

ser Ile His Trp val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Met

35 40 45
Gly 61y phe Asp Pro Gin Asp Gly Glu Thr Ile Tyr aAla Gln Lys Phe
50 55 . 60
GIn Gly Arg val Thr Met Thr Glu Asp Thr Ser Thr Asp Thr Ala Tyr
65 70 75 80
Met Glu Leu Ser Ser tey Lys Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95
Ala Thr Gly Ser Ser Ser ser Trp Phe Asp Pro Trp Gly GIn Gly Thr
100 105 110
Leu Val thr val Ser Ser
115
<210> 38
<211> 120
<212> PRT

<213> Hdomo sapiens
Page 20
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<400> 38

g1n val G1n Leu val Glu Ser Gly Gly Eéy iLeu val Lys Pro g;y Gly

Ser Leu Arg Leu Ser Cys Thr Ala Ser Gly Phe Thr Phe Ser Asp Tyr
20 25 30

Tyr Met Ser Trp Ile Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp val
35 40 45

ser ggr Ile Ser Ser Ser ggy ser Ala Ile Tyr Tyr Ala Asp Ser val
60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80

Leu GIn Met Asp Ser Leu Arg Ala Glu Asp Thr ala val pPhe Tyr Cys
85 g0 95

Ala Arg Glu His Ser Ser Gly Tyr Trp Tyr Phe Asp Leu Trp Gly Arg
100 105 110

Gly Ala Leu val Thr val ser ser
115 120

<210> 39

<211= 120

<212> PRT

<213> Homo sapiens

<400> 39
G1n val 6In teu val Glu ser Gly Gly Gly Leu val Lys Pro Gly Gly
1 5 10 15

Sar Leu Arg LSU Ser cys ala Ala ger Gty pPhe Thr pPhe Sgr Asp Tyr
2 5 3

Tyr Met Ser Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp val

Ser Tyr Ile Ser Ser Ser Gly Ser Ala Met Tyr Ser Ala Asp Ser val
50 55 60

Lys Gly Arg Phe Thr I'le Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Sgp Thr Ala val Tyr gyr Cys
85 5

Ala Arg Glu Tyr Ser Ser Gly Trp Tyr Tyr Phe Asp Tyr Trp Gly Arg
100 10% 110
Page 21



Gly Thr Leu
13i5

<210>
<211>
<212>
<213> Homo

<400> 40
Gtn val Gin
1

40
120
PRT

Ser Leu Arg

Tyr Met Ser
35

ser Tyr Ile

50

LysS Gly Arg

Ley G1n Met

Ala Arg Glu

Thr Leu
115

Gty

<210>
<211>
<212>
<213> Homo

<400> 41
Glu vatl Gln
1

41
125
PRT

Ser Leu Arg
Trp Met Ser
35

Ala Asn Ile
50

Asn

val Thr

sapiens

val
5

Leu

Léu
20

Ser
Trp Ile
Ser Ser
Phe Thr
Ser

85

Tyr Ser

val Thr

sapiens

Leu val
5

L.ey ser

20

Trp val

Lys Gln

val

Glu

Cys

Arg

Ile

Ite

70

Leu

ser

val

Glu

Cys

Arg

Asp

ser

Sar
Ala
Glin
ser
Arg
Gly

ser

Ser
Ala
Gln

Gly
55

Ser
120

Gly

Ala

Ala

40

Ser

Arg

Ala

Trp

ser
120

Gly
Ala
Ala
40

Ser

A~-1459-WO-PCT_ST25

Gly

Ser

Pro

Ala

Asp

Glu

Als
105

Gly
Ser
25

Ser

Glu

Gly
10

Gly

Gly

e

Asn

Asp T

90

Tyr

Gly
10
Gly

Gly

Lys

Leu val Lys

phe Thr Phe

Lys Gly Leu
45

His

Tyr Ala
60

Ala
75

Lys Asn
Ata val

Phe Asp Tyr

teu val GIn

Phe Thr Phe
Lys Gly Leu
45

Tyr Tyr val
60
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Pro

ser

30

Gtu

ASD

ser

Tyr

Pro
ser
30

Glu

ASp

Gly Gly
15
Asp Tyr
Trp val
ser val
Leu Tyr
80
TYF Cys
95

Gly GIn

Gly gly
15
ser Tyr

Trp val

Ser val



A=-1459-WO~PCT_ST25
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80

Leu Gin Met Asn ggr Leu Arg Ala Giu ggp Thr Ala val Tyr Tyr Cys
g5

Ala Arg Glu Gly Gly Tyr Asp Trp Asn Tyr Ala Asp Tyr Tyr Gly Met
100 105 110

Asp val {{% Gly Gln 61y Thr Thr val Thr val Sser Ser

120 125
<210=> 42
<211> 120
<212> PRT
<213> Homo sapiens
<400> 42
Gin val GIn Leu val Glu ser Gly Gly Gly Leu val Lys Pro Gly Gly
1 5 10 15 '

Ser Leu Arg Egu Ser Cys Ala Ala ggr Gly Phe Thr phe ggr ASp Tyr

TYr Met §§r Trp Ile Arg Gln Aéa Pro Gly Lys Gly Leu GTu Trp vai
4 45

Ser E%r Tle ser Arg val géy ser Thr Thr Tyr g%r Ala Asp Ser val

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80

L.eu GIn Met Asn Ser Leu Arg Ala Glu gsp Thr Ala val Tyr Tyr Cys
35 0 85

Ala Arg Asp Tyr Ser Ser Gly Trp Tyr Tyr Phe Asp Tyr Trp Gly Gln
100 105 110

Gly Thr teu val Thr val Ser Ser
115 120

<210> 43

211> 123

<212> PRT

<213> Homo sapiens

<400> 43
Glu val 61n Leu val GIn Ser Gly Ala Glu val Lys Lys Pro Gly Glu
1 5 10 15

Ser Leu Lys ITe Ser Cys Lys Gly Ser Gly Tyr Ser phe Thr Gly Tyr
20 25 30
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Trp Ile Gly
35

Gly Ile 1le
50

GIn Gily Gin

63

Leu Gln Trp

Ala ser His

Trp Gly Gin

115

<21C> 44

<Z21l> 120
<212> PRT
<213> Homo

<400> 44

Gin val Gin

1

Ser Leu Arg

Tyr Met Ser
35

ser Tyr Ile
50

Lys Gly Arg
65

Leu Gin Met
Ala Arg Asp
Gly Thr Leu
115
<210> 45
<211> 123
<212> PRT

Trp val

TYr Pro

val TtThr

Ser ser

85

Arg Leu
108

Gly Thr

sapiens

Leu val

Leu ser
20

Trp Ile

ser Ser

Phe Thr

Asn Ser
85

Arg ser
100

val Thr

Arg

Tyr

Ile

70

Leu

Trp

Met

Giu

cys

Arg

Ser

Ile

70

Leu

Ser

val

Gln

ASP

55

ser

Lys

L.eu

val

Ala

Glin

Gly

55

ser

Arg

Gly

sSer

A-1459-WO-PCT_ST25

Met Pro Gly Lys Gly
40

ser

Ala

Ala

Gly

Thr
120

Gly

Ala

Ala

40

Ser

Arg

Ala

Leu

Ser
120

ASp

ASp

Ser

Glu

105

val

Gly

Ser

25

Pro

Thr

val

Glu

val
105

Thr
Lys
ASD
a0

Phe

ser

Asp
10

Gly
Gly
Met
Asn
ASp
a0

Ser

Arg

ser

75

Thr

Pro

ser

Leu

Phe

Lys

Tyr
Ala
75

Thr

rhe

Tyr
60

Ile
Ala

Gly

val
Thr
Gly
Tyr
Lys
Ala

Asp
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Leu

45

ser

Asn

Met

Pro

Lys

Phe

Leu

45

Ala

Ash

val

Tyr

Glu

Pro

Thr

Phe

Ley
110

Pro

Ser

30

Glu

Asp

ser

Tyr

Trp
110

Trp

Ser

Ala

Tyr

95

Asn

Gly
15

Asp
Trp

Ser

l.eu

Met
Phe
Tyr
30

Cys

Ite

Gly

Tyr

ITe

val

Tyr

Cys:

Gln



<213>
<400> 45
Glu val Gin
1

Ser

Trp

Gly

Gln

63

Leu

Ala

Trp

Lau

Ile
Ile
50

Gly
Gin

Thr

sty

<210>
<211>
<212>
<2i3>

<400>
Gln val GIn

1

ser

Tyr

Ser

Lys

65

l.eu

Ala

Leu
Met
Tyr
50.

Gly
Gln

Alrg

HOmo

LYS

Ala

35

Ile

Gln

Trp

His

Glin

115

46
120
PRT
Homio

46

Arg

ser

35

Ite

Afg

Met

Asp

sapiens

Leu

Ile

20

Trp

ASp

val

ser

val
5
sSer
val
Pro
Thr
ser
85

Ley

Thr

sapiens

Leu

Leu

20

Trp

Ser

phe

AsSn

Phe

vall

5

Ser

Ile

Ser

Thr

Ser

85

ser

Gin

Cys

Arg

ASN

Ile

70

Leu

Trp

met

Gclu

Arg

sar

Ila

70

Leu

ser

sSer

Lys

Gln

Asp

55

ser

Lys

Leu

val

Ser

Ala

Gln

Gly

35

ser

Arg

Gly

Gly

Gly

Leu

40

ser

Ala

Ala

Gly

2

ot
(e ]

Gly

Ala

Ala

40

Ser

Arg

Ala

Tyr

A-1459-WO-PCT._.5T25

Ala

Ser
25

Pro

ASp

ASp

Ser

Thr

105

val

Gly

Ser

25

Pro

Ala

AsD

Glu

Tyr

Glu
10

Gly
Gly
Thr
Lys
ASp
90

Leu

Ser

Asp
10

Gly

Gly

Ile

Asn

ASp
90

val Lys

Tyr Ile

Lys Gly

Arg Tyr
€0

Ser Ile
75

Thr Ala

Pro Gly

ser

Ley val

phe Thr

Lys Gly

Tyr Tyr
60

Pro Lys
75

Thr ala

Glu

Phe

Leu

45

ser

His

Met

Gly

Glu

Phe

Lei

45

Ala

Asn

val

Tvr Phe Asp Tyr
Page 25

Pro

Thr

30

Glu

Pro

Thr

Tyr

Phe
110

Pro

Arg

30

Glu

ASp

sSer

Ty

Trp

Gly Glu
15

ser Tyr
Trp Met
Ser Phe

Aia Tyr
80

Tyr Cys
95

Tyr Ile

Gly Gly
15

Asp Tyr
Trp val
ser val

L.eu Tyr
80

Tyr Cys
95

Gly His



Gly Thr Leu

<210>
<211
<212>
<213>

<400>
Gin val Gln
1

Ser

Tyr

Ser

Lys

65

Leu

Ala

Gly

Leu

Met

Gly

Gn

Arg

Thr

<210>
<211>
<212>
<213>

<A400>
§1u val GIn

115

47
120
PRT
HOmo

47

Arg

Ser
35

Ile

Arg

Met

Asp

Leu
1i5

48
124
PRT
Homo

48

Ser Leu Arg

Ala Met Ser
35

Ser Ala Ile
50

100

val

Thr

sapiens

Leu

Leu

20

Trp

Ser

Phe

AsSn

Tyr

100

val

val
5
seér
Ile
ser
Thr
ser
85

ser

Thr

sapiens

Leu
Leu
20

Trp

ser

Leu
5

ser
val

Gly

val

Glu

Cys

Arg

Ser

Ite

70

Leu

Ser

val

Glu

Arg

Ser

ser

ser

Ala

Gin

Gly

55

Ser

Arg

Gly

Ser

Ser

.Ala

Gln

Gly
55

Ser
120

Gly

Ala

Ala

40

Ser

Arg

Ala

Trp

Ser
120

Gly
Ala
Ala
40

Gly

A-1459-WO~PCT._ST25
105

Gly Gly Leu
10

Ser Gly Phé
25

Pro Gly Lys
Thr Ser Tyr

ASp Asn Ala
75

Glu Asp Thr
90

phe Tyr Phe
105

Gly Gly Leu
10

Ser Gly Phe
25

Pro Gly Lys

Ser Thr Tyr

va'l
Thr
Gly
Cys
60

t_ys
Ala

ASp

va'l
Thr
Gly

Tyr
60

page 26

Lys

Phe

Ley

45

Ala

ASn

val

Tyr

Gin

Phe

Leu

45

Ala

Pro

Arg

30

Glu

Asp

ser

Tyr

Trp

110

Pro

Ser

30

Glu

Asp

Gly Gly
15

AsSp Tyr
Trp val
ser val
Leu Tyr

80

Tyr Cys
95

Gly Gln

Gly Gly
15

ser Tyr
Trp val

Ser val



A~1450-WO-PCT_ST25
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu ggp Thr Ata val Tyr Tgr Ccys
85 9

Ala Lys Ala Pro Tyr Ser Ser Ser Trp Ala Leu Gly Leu Gly Met Asp
100 105 110

val Trp Gly GIn Gly Thr Thr val Thr val ser ser
115 120

<210> 49

<211> 120

<212> PRT

<213> Homo sapijens

<400> 49

GIn val GIn Leu val Glu Ser Gly Gly Gly Leu val Lys Pro Gly Gly
1 5 10 15

Ser Leu Arg ggu ser Cys Ala Ala ggr Gly phe Thr phe Ser Asp Tyr
. 30

Tyr Met ggr Trp Ile Arg Gin 26& Pro Gly Lys Gly 5§u GTu Trp val

ser Egr Ite ser Ser Thr ggy Ser Thr Ley Tyr ggr Ala Asp Ser val

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80

Leu Gin Met Asp Ser Leu Arg Aala Asp asp Aala Ala val Tyr Tyr Cys

85 90 95
Thr Arg Glu Tyr ser ser Gly Trp Phe Phe Phe Asp Tyr Trp Gly 6lIn
100 105 110

Gly Thr Leu val Thr val Ser ser

115 120
<210> 50
<211> 120
<2172> PRT
<213> Homo sapiens
<400> 50
Gin val Gln Leu val Glu Ser Gly Gly Gly Leu val Lys Pro Gly Gly
1 ) 10 15

Ser Leu Arg Leu ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Asp Tyr
pPage 27



Tyr Met
Ser Tyr

50
Lys Gly
Leu ¢in
Ala Arg

Gly Thr

<210
<211>
<212
<213>

<400>
GIn val
1
ser ey
Tyr Met
sSer Tyr
50
Lys Gly
65
teu GIn
Ala Arg

Gly Thr

<210>
<211

ser
35

Ile

Arg

Met

Glu

Leu
115

51
120
PRT
Homo

51
Glin

ATg

Ser

35

ile

Arg

Met

Asp

Leuy

115

22
120

20

Trp

Ser

Phe

Asn

Tyr

100

vatl

sapiens

Leu

Leu

20

Trp

ser

phe

TIle

Ser

Thr

ser

83

ser

Thr

val

5

Ser

Ile

ser

Thr

Ser

85

ser

Thr

Arg

Ser

Ile

70

Leu

Ser

val

Glu

Cys

Arg

Ser

Ile

70

Leu

Ser

val

Gln Ala
40

Gly ser
SSy

Ser Arg

Arg Ala

Gly Trp

Ser Ser
120

Ser Gly

val Ala

G1n Thr
40

Gly Ser
55

Ser Arg

Arg Ala

Gly Tyr

ser ser
120

%i}459ww0hPCT_ST25

Pro

Ala

Asp

Glu

Ala
105

Gly

ser
25

Pro

Ala

Asp

Glu

Gly

Ile

Asn

Asp.

90

Tyr

Gly

10

Gly

aly

Ile

Ash

AsSp

90

TYr

Lys

His

Ala

75

Thr

Phe

Leuy

rhe

Lys

His

aAla

75

Thr

Phe

Gly
Tyr
60

Lys

Ala

Asp

val

thre

Gly

Tyr

Lys

Ala

ASp

Page 28

Leu
45

Ala
Asn

val

Tyr

Lys
Phe
Leu
45

Ala

Asn

val

Leu

30

Glu

Asp

Ser

Tyr

Pro

Ser

30

Glu

Asp

ser

Phe

Trp

Ser

Leu

Gly

Gly
15
Asp

Trp

Ser

Leu

Gly

val
val
TYF
80

cys

Glin

Gly

Tyr

val

val

Cys

Arg



<212>
<213> Homo

<400>
GIn val Gln
1

ser
Tyr
ser
3
Leu
Ala

-

Gly

Leu

Met

Gly

GlIn

Arg

Thr

<210
<211>
<212>
<213>

<4005
Gin val ¢n
1

PRT

52

Arg

ser
35

1le

Arg

Met

Glu

Leu

115

53
118
PRT

Homo.

53

Ser val Lys

Ser Met His
35

Gly Gly Phe
50

Glin Asp Arg
65

Met Glu Leu

sapiens

Leu

Ley

20

rp

Ser

phe

Ash

Tyr
160

val T

Val
5

Ser
Tle
Asp
Thr
Ser

85

Ser

sapiens

Leu
vai
20

Try
AsSp
val

Ser

Val
5

Ser
Val
Pro
The

Ser
85

Glu

Cys

Arg

Ser

Iile

70

Leu

Ser

val

Gin

Cys

Arg

Ala

Mat

70

Leyu

Ser

Ala

Gln

Gly

35

Ser

Arg

Gly

Ser

Ser

Lys

Gin

Glu

55

Thr

Arg

A-1459~WO~PCT_ST25

Gly Gly

Ala ser
25

Ala Pro
40

ser Ala

Arg Asp

Ala Glu

Trp Phe

105

Serp
120

Gly Ala

val Sar
25

Ata Pro
40
Gly Lys

Arg Asp

ser Glu

Gly Leu val
10

Gly Phe Thr
Gly Lys Gly

Met Tyr Tyr

Asn Ala Arg
75

Asp Thr Ala

90

Phe Phe Glu

Glu val Lys
10

Gly Tyr Thr

Gly Lvys Gly

Ile Ile ser
60

Thy Ser Thr
75

Asp Thr Ala
90

Page 29

Lys Pro Gly Giy

Phe- ser
30

Leu Glu
45

Ala Asp
Ash Ser

val Tyr

Sepr Tep
i10

Lys Pro

Leu Asn
30

teu Glu
45
Ala Gn

Ser Thr

val Tyr

i5

ASp

Trp

Ser

Leu

TYyr

Gly

Gly

15

ASp

Trp

Lys

val

Tyr
95

Tyr

val

Cys

Gln

Ala

Let

Met

Phe

TYF

Cys



Leu val Thr val Ser Ser

<210>
<211>
<212>
<213>

<400>

115

54
125
PRT
Homo sapiens

54

g?u val Gln Leu ga] Glu ser Gly

Ser Leu Arg Leu Ser Cys Ala Ala

20

Trp Met Ser Trp val Arg Gin Ala

Ala Asn Ile Lys Gln Asp Gly Ser

50

55

Lys Gly Arg Phe Thr Ile Ser Arg

70

Leu G1n Met Asn Ser Leu Arg Ala

85

Ala Arg Glu Gly Gly Tyr Asp Trp

'Asp val

«210>
211>
<212>
<213>

<220>
<223>

<220
<221>
222>
<223>

«220>
<221>
<222>
<223>

<220>
<221>

100

Trp Gly G6in Gly Thr Thr
115 120

55

109

PRT )
Artiticial

tight chain consensus

MISC_FEATURE
).
X can be val, Leu or Ile

MISC_FEATURE
(3)..(3)
X can be mMet or val

MISC _FEATURE

A-1459-W0-PCT_ST25
Ala Arg Leu Asp Phe Ser Ser Trp Phe Asp Pro Trp Gily GIn Gly Thr
100 105 110

Gly

Ser

25

ser

Glu

Asp

Gly

Asn

105

val

Gly
10

Gly
Gly
Lys
Asn
AsSD
90

Tyr

Thr

Leu

phe

Lys

Tyr

Ala

75

Thr

Ala

val

val

Thr

Gly

Tyr

60

Lys

Lys

Phe

Ley

45

val

AsH

Ala val

Asp

Ser

page 30

Tyr

Ser
125

Pro Gty

15

Ser ser

30

Glu Trp

ASp Ser

Ser Leu

Tyr Tyr

Tyr Gly
110

Arg

Tyr

val

val

Tyr

80

Cys

Met



<222
<223

<220>
<221>
222>
<223>

<220>
<221>
<222>
<223>

<220>
<2Z1>
<222>
<223>

<220
<221
<222>
<223>

<220>
<221>
<222>
<223

<220
<221>
<222>
<223>

<220>
<221>
<2225
<223>

<220
<221>
<222
<223

<220>
<221>
<222>
<2723

<220>
<221>
<222>
<223

<220>
<d21>
<222>
<223

<220
<221>
<222>
<2d3>

<220>
<221>
<222>
223>

(4)..(4)
X can be Met or Leu

MISC_FEATURE
(5)..(5)
X can be Met or Thr

MISC_FEATURE
(PD..(D
X can be Ala or Gly

MISC_FEATURE
{13).. (13
X can be Léuy or val

MISC_FEATURE
{14y .. (4
X can be Phe or Ser

MISC_FEATURE

(18)..(18)
X c¢an be Gly, Arg or

MISC_FEATURE
(2D ..(21)
X ¢an be val or Leu

MISC_FEATURE
(28)..(28)

X can be Thr or ser

MISC_FEATURE
(30)..(30)
X can be thr, Asn or

MISC_ FEATURE
(30).. (30
X can be Thr, Asn or

MISC_FEATURE
GD..GL
X can be Thr, Asp or

MISC_FEATURE
(32)..(32)

X can be Asn, Asp or

MISC._FEATURE
(33)..(33)
X can be Tyr or nonhe

MISC_FEATURE
(35)..(35)
X can be val or Ala

Thre

Ser

Ser

Ser

Ser

A-1458-WO~-PCT_ST23
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<220>
<221>
<222>
<223>

<220>
<221
<222>
<223>

<220
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220
<221>
<222>
<223>

<220>
<221>
<222>

<223>

<220>
<221>
<222>
<223>

<220>
<221>
«222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
«222>
<223>

<220>
<221>
<222>
<223>

<220
<221>
<2225
<223>

<220>
<221>
<222>

A-1459-WO-PCT_ST25

MISC_FEATURE
{40)..040)
X can be %er or Lys

MISC_FEATURE
(42)..042)
X can be ser or Gly

MISC_FEATURE
48).. 44
X can be Ser, Pro or Ala

MISC_FEATURE
(50).. (50)
X can be Phe or Tyr

MISC_FEATURE
G54 .. (G4
X can be Thr, Ala or Ser

MISC_FEATURE
(61)..(61)
X can be Ala or Asp

MISC_FEATURE
71)..(7L)
X can be Glu or Asp

MISC_FEATURE
(78)..(78)
X can be Ser or Arg

MISC_FEATURE
(80)..(80)
X can be Glin or Glu

MISC_FEATURE
81)..(8D
X can be Pro or Ser

MISC_FEATURE

(88)..(88)
X can be phe, Cys or Tyr

MISC_FEATURE

(933..(93)
X can be His, Asn or Asp

MISC_FEATURE
(94)..(84)
X can be Asp, Ash, Tyr or Ser

MISC_FEATURE
(95)..(95)
Page 32



A-1459-WO~-PCT_ST25
<223> X can be Trp or Ser

<220>

<221> MISC_FEATURE

<222> (97)..(97)

<223> X can be Pro or none

<220>

<221> WMISC_FEATURE

<222> (98)..(98)

<223> X can be val, Leu or none

<220

<221> MISC_FEATURE

<222> (99)..{99)

<223> X can be Thr or ser

<220>

<221> MISC_FEATURE

<222> (102)..(102)

<223> X can be GIn or Glu

<220>

<221> MISC_FEATURE

<222> (105)..(10%)

<223> X can be Arg, Thr or Lys

<220

<221> MISC_FEATURE

<222>  (106)..C106)

223> X can be Leu or val

<220>

<221> MISC_FEATURE

<222 (107)..0107)

<Z23> X can be Glu or ala

<400> 55
g1u Xaa Xaa Xaa Xaa Gin Ser Pro Xaa {gr.Leu Ser Xaa Xaa igo Gly
5

GTu Xaa ala ggr Xaa Ser Cys Arg gga ser Gin Xaa val §83 Xaa Xaa

Xaa Leu Xaa Trp Tyr Gin GIn Xaa Pro Xaa Gin Xaa Zgo Arg Leu Leu
35 40 :

Ile Xga &ly Ala ser Xaa Arg Ala Thr Gly Ile 250 Xaa Arg Phe Ser
5 55

Gly Ser Gly ser Gly Thr Xaa Phe Thr Leu Thr Ile Ser Xaa Leu Xaa
65 70 75 80

Xaa Glu Asp Phe gga val Tyr Xaa Cys gén GIn Tyr Xaa Xaa géa Pro

Xaa Xaa Xaa Phe Gly Xaa Gly Thr Xaa Xaa Xaa Ile Lys
100 105

<210> 56
Page 33



A~1459-WO-PCT_ST25
<2Ll> 107
<212> PRT
<213> Artificial

<220> | .
<223> Light chain consensus

<220>

<221> MWMISC_FEATURE

<222> (11)..(11)

<223> X can he val or Leu

<220>

<221> MISC_FEATURE

<222> (12)..{12)

<223> X ¢an be ser or Phe

<220>

<221> MISC _FEATURE

<222> (15)..(15)

<223> X can be val or Ile

<220>

<221> MISC_FEATURE

<222> (28)..(28)

<223> X can be Asp or Gly

<220>

<2231> MISC_FEATURE

«222> (29)..029

«223> ¥ can be ITe or val

<220>

<221> WMISC_FEATURE

<222> (300..(30)

<223» X can be Ser, Ile, Asn or Arg

<220 ,

«221> MISC_FEATURE

«222> (313..(31)

<223> X can be Ser or Asn

<220

<221> MISC_FEATURE

«222> (32)..(32)

<223> X can be Trp or Tyr

<220>

<221> MISC_FEATURE

<222> (38)..(38)

<223> X can be Arg or Gln

<220~

<221> WISC_FEATURE

<222> (42)..(42)

<223> X can be Lys, Met or Thr

<2205

<221> MISC_FEATURE

<222> (43)..(43)

<223> X can ba Ala or val

<220>

«221> MISC_FEATURE

<222> (45)..(4%)

«223> X can he Lys or Asn

Page 34



<220>
<221
<222>
<223>

<220>
<221>
<222
<223>»

<220>
<221
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<226>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>

<221>
<222>
<223>

220>
<221>
<222>
<223>

<220
<221>
<222>
<223>

<220>
<221~
<2225
<223>

<220>
<221 >
<222>

MESC_FEATURE
(46)..(46)
X can be val or Leu

MISC_FEATURE

(49)..(49)
X can be Tyr or phe

MISC_FEATURE
(50)..(50)
X can be Ser, Ala or Gly

MISC._FEATURE
s1)..(50
X can be Ala or Thr

MISC..FEATURE
(53)..(53)

A-1458-WO-PCT_ST25

X can be Ser, Ile, Asn or Thr

MISC_FEATURE
(55)..(55)
X can be GIn or Glu

MISC_FEATURE
(56)..(56)
X can be Ser or Asn

MISC_FEATURE
(60)..(60)

X can be 5er or Leu

MISC_FEATURE
(65)..(65)
X can be ser or Arg

MISC _FEATURE
{72)..(72)
X can be Ala or Thr

MISC, _FEATURE
{76)..(76)
X canh be Ser or Asn

MISC_FEATURE
(83),.(83)
X can be pPhe or val

MISC_FEATURE
(85)..(85)
X can be Thr or Asn

MISC_FEATURE
(87)..(87)
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<223>

<220>
<221>
<222>
<223>

<220>
<221>
222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220
<221>
<222>
<223>

<400>

Asp Ile Gln Met Thr
1 5
Asp Arg val Thr Ile
20
Leu Ala Trp Tyr Gln
35
Xaa Xaz Xaa Ser Xaa
50

Xaa G6ly Ser Gly Thr
65

Glu Asp Xaa Ala gga

X can be Tyr or Cys

MISC_FEATURE
(90) .. (90}
X can be GIn or Lys

MISC_FEATURE
(91>..(9L)
X c¢an be Ala, val or Tyr

MISC. FEATURE
€92)..0(92)
X c€an be Asp or Asn

MISC_FEATURE
(94)..(94)
X can be Phe or Ala

MISC_FEATURE
(96}..(96)
X can be Trp, Gly or phe

MISC_FEATURE
(100) .. (100
X can be Gin, Arg or Pro

MISC_FEATURE
(103)..(103)

X can be Lys or Ash

MISC_FEATURE
(105)..(105)
X can be Glu

56

or Asp

Gln 5er Pro

Thr Cys Arg

Xaa Lys Pro

40

Leu Xaa Xaa

55

Asp Phe Xaa

70

Tyr Xaa Cys

‘A-1459-WO~-PCT_ST25

Ser Ser Xaa Xaa Ala

Ala Ser Gin Xaa Xaa

25

Gly Xaa Xaa Pro Xaa

Gly val Pro Xaa Arg
60

Leu Thr Ile Xaa Ser

Gin

Xaa Xaa Xaa ser

Page 36

Ser

Xaa

30

Xaa

phe

Leu

Xaa

Xaa

15

Xaa

Leu

ser

Gin

Pro
95

Gly

Xaa

Ile

Gly

Pro

80

Xaa



A-1459-WO-PCT_ST25
Thr phe Gly Xaa Gly Thr Xaa val Xaa Ile Lys
100 105

<210> 57
<21l> 107
«212> PRT
<213> Artificial

<220>
<223> Light chain consensus

<220 ,

<221> MISC_FEATURE

<222 (2)..(2)

<223> X can be Ile or val

<220>

<221> MISC_FEATURE

<222> (22)..022)

«223> X can be Ser or Thr

<220>

<223> MISC_FEATURE

<222> (30)..(30)

<223> X can be Ser, Ash or Thr

<220>

<221> MISC_FEATURE

<222> (31)..Q3L)

<223> X can be asn, Thr or Asp

<220>

<221> MISC_FEATURE.

<222> (43).,(43)

<223> X can be Ala or val

<220>

<221> MISC_FEATURE

<222> (L.

<223> X can be Ala or Thr

<220> _

<221> MISC_FEATURE

<222> (56)..(56)

<223> X can be Thr or Ala

<220>

<221> MISC.FEATURE

<222> (76)..(76)

<223> X can be Asn or Sar

<220>

<2Z1> MISC_FEATURE

<222> (77)..(77)

<223> X can be Gly or Ser

<220

<271> WISC_FEATURE

<222> (87)..(87)

<223> X can be phe or Tyr

<220>

<221> MISC_FEATURE

<222> (91)..(91)

<223> X can be Phe or Tyr
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<220
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221
<222>
<223>

<400>

Asp Xaa GIn met
1

MISC_FEATURE
(93)..(93)

X can be Asn or Ile

MLSC. FEATURE
(96)..(96)

X can be Cys, Ser, Ile or Tyr

MISC_FEATURE
(97)..(97)

X can bhe Ser or Thr

MISC_FEATURE
(103)..¢103)

X can be Lys, Arg or

57

Asp Arg val Thr Ile

20

Leu Asn Trp Tyr GlIn

Tyr ASp Xaa Ser Asn
5

ser Gly ser Gly Thr

65

Glu Asp ITe Ala Thr

83

Xaa Phe Gly Gin Gly

<210
<211>
<212>
<2135

<220>
<223>

<220>
<221>
<222>
T 223>

<220>
221>
<222>

<223>

100

58

121

PRT
Artiticial

Heavy chain consensus

MISC_FEATURE
(102..(10)

Xaa

Gln

Lett

ASp

70

Tyr

Thr

Thr Gin Ser
5

Cys

Lys

Glu

55

Phe

Xaa

xXaa

X can be Gly or Asp

MISC_FEATURE
(13)..(13)

X can be Lys or Glu

Asp

Pro

Gln

Pro
40

Xaa

Thr

Cys

Leuy

Ser

Ala

25

Gly

Gly

rhe

Gin

Glu

105

Ser

10

Ser

LYS

val

tThr

Gln

S0

ile

Leu Ser

Gin Asp

Xaa Pro

Pro ser
60

1T7e Xaa
75

Xaa Asp

Lys
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Ala

Ile

Lys

45

Arg

Xaa

Xaa

ser

Xaa

30

Leu

phe

Leu

Leu

val

15

Xaa

Leu

Ser

Gin

Pro
95

Gly

Tyr

Ile

Gly

Pro

80

Xaa



A-1459-WO-PCT_ST25

<220>

<221> MISC_FEATURE

<222> {23)..(23)

<223> X can be Thr, val or Ala

<220

<221> MISC_FEATURE

<222>  (30)..(30)

<223> X can be Ser, Arg or Asn

<220>

<221> MISC_FEATURE

<222> (32)..032)

<223> X can be Tyr or Asn

<220>

<221> MISC_FEATURE

<222> (40)..(40)

<223> X can be Ala or Thr

<220>

<221> MISC_FEATURE

<222> (48)..(48)

<223> X can be val, 1le or Leu

<220>

<221> MISC_FEATURE

222> (3.. 06D

<223> X can be Ser, Arg or Asn

<220>

<221> MISC_FEATURE

«222> (58)..(54)

<223> X can be Ser, Thr, val or Ile

<220>

<221> MISC_FEATURE

222> (57)..¢(57)

<223> X can be Ala, Thr or val

<220>

<221>» MISC_FEATURE

<222> (58}..(58)

<223> X can be thr, val, Met, ITe, Leu or Ser

<220>

<221> MISC_FEATURE

<222> (59)..(9

<223> X can be Tyr or His

<220

<221> MISC_FEATURE

<222>  (60)..(60)

<223> X can be Tyr, Ser, Asp or Cys

<220>

<221> MISC_FEATURE

<222> (733..(73) .
<223> X can be Asp, val or His

<220>

<221> MISC_FEATURE

<222> (75)..(75)

<223> X can be Ala or Pro

<220>
<221> MISC_FEATURE
Page 39



<222>
<223>

<220>
<221>
€222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<223~
<222>
<223>

<220>
<221
<222>
<223>

<220
<221>
222>
<223>

<220>
<221>
<222>
<223

<220>
<221>
<222>
<223

<220>
<221
<222>
<223>

<220
<221>
<222>
<223>

<220>
<221>
<222>

<223>.

A-1459-W0~-PCT_ST25
(76)..(76)
X can be Lys or Arg

MISC_FEATURE
(83)..(83)

X can be Met or Leu

MISC_FEATURE
(84)..(84)
X can be Asp, Asn or Ser

MISC_FEATURE
(89)..(89
X can be Glu or Asp

MISC_FEATURE
(91)..(8D)
X can be Thr or Ala

MISC_FEATURE
(94)..(94)
X can be pPhe or Tyr

MISC_FEATURE
{97)..(97) _
X cant be Ala or Thr

MISC_FEATURE
(99)..099)
X can be Glu or Asp

MISC_FEATURE
€100} .. (100>
X can be His, Tyr, Phe ar Arg

MISC_FEATURE
(103)..C103)
X can be Gly or Ala

MISC_FEATURE
(204 ..(104)
X can be Tyr, Trp or Leu

MISC..FEATURE
(105)..(10%)
X can be Asp or nioe

MISC_FEATURE
{106)..(106)
X can be Trp, Ala, Phe, Tyr, Ser, val or Glu

MISC_FEATURE
107) .. 07
X can be Tyr, Phe, Ser or Ala
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<220>
<2Z1>
<222>
<223>

<220>
<221»
<222
<223>

<220>
<221>
<222>
<223>

220>
<221>
<222>
<223>

<220
<221>
<222
<223>

<400

A~1459-W0O-PCT_ST25

MISC_FEATURE
(109) .. (10%)
X can be Asp or Glu

MISC_FEATURE
(110)..(11)
X can be Leu, Tyr, Ser or Ile

MISC_FEATURE
(113)..(11%)
X can be Arg, Gln or His

MISC_FEATURE
(115)..(115)
X can be Ala or Thr

MISC_FEATURE
(116)..{116)
X can be Ley or Met

58

gﬂn val Gln Leu ¥a1 clu ser Gly Gly

Ser Leu Arg Leu Ser Cys Xaa Ala Ser

20 25

Tyr Met Ser Trp Ile Arg Gln Xaa Pro

35 40

Ser Tyr Tle Ser Xaa xaa Gly Ser Xaa

50

<210
<211>
<212>

35

Lys Gly Arg Phe Thr Ige ser Arg Xaa
7
Ley Gin Xaa Xaa ggr Leu Arg Ala Xaa
Ala Arg Xas Xaa Ser ser Xaa Xda Xaa
100 165
Xad Gly Xaa Xaa val Thr val Ser Ser
115 120
39
118
PRT
artificial

<213>

<220
<223>

Heavy Chain consensus

Xaa,
10

Gly
Gcly
Xaa
AsSh
Asp
90

Trp

lLeu

Phe

Lys

Xaa

Xaa

735

Xaa

Xaa

val

Thr

Gly

Xaa

60

Xaa

Ala

Phe

Page 41

Xaa

rhe

Leu

45

Ala

ASN

val

Xaa

Pro

Xaa

30

Glu

ASp

Ser

Xaa

xaa

116

Gly Gly
15

AsSp Xaa
Trp Xaa
ser val
Led Tyr

80

TYr Cys

95

Trp Gly



<220
221>
<222
<223>

<220
<221>
«222>
<223>

<220>
<221>
<222
<223>

<220>
<221
<222>
<223>

<220>
<221>
<222>
<223

<220>
<221>
<222>
<223>

<220>
<221
<222>
<223>

<220>
<221>
<2225
<223>

<220>
<221>
<222>
<223>

<220
<221>
<222>
223>

<220
<221>
g222>
<223>

<2720

<221>
<222>
<223>

<220>
<22]1>
222>
<223

<220>
<221>
<222>

MISC. FEATURE
(29)..02%) »
X can be Leu or val

MISC _FEATURE
(30)7..(30)

X can he Asn, Thr or ser

MISC_FEATURE
G4)..3GH
X can be Met or Ile

MISC_FEATURE
G4 .. .60
X can be aAla or GIn

MISC_FEATURE
(55)..05%)
X can be glu or Asp

MISC_FEAYURE
573..(57
X can be Lys or Glu

MISC_ FEATURE
(58)..(58)
X can be Tle or Thr

MISC_FEATURE
(60)..(60) _
X can be ser or Tyr

MISC_FEATURE
(66)..(66)
X can be Asp or Gly

MISC_FEATURE
(72)..072)

X can be asp, Arg or Glu

MISC_FEATURE
(77).. (77
X can be Asp or Ser

MYSC_FEATURE
(79)..(79)
X can be Ala or val

MISC, FEATURE
(84)..(84)
X can be ser ar Arg

MISC_FEATURE
(87)-. (873

A-1459-WO-PCT_ST25
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<223>

<220>
<221>
<222>
<223>

<220
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<22{>
<221>
222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222
<223>

<220>
221>
<222>
<223
<4 00>

GlIn val
i

ser val

Ser Xaa

X can be Arg

MISC_FEATURE
(91)..(9L)
X can he Ser

MISC_FEATURE
O7)..09%)
X can be Aja

MISC_FEATURE
(983 ..(98)
X can be Thr

MLSC._FEATURE
(99)..(9%)

MISC FEATURE
(100). . (100D
X can be Asp

MISC_FEATURE
(101)..¢101)
X can be Phe

MISC _FEATURE
({103)..¢(103>
X can be Ser
59

Gln Leu ¥a1

Lys val ser
20

His Trp val
35

Gly Gly Phe Asp Pro

50

Gin Xaa

65

Met Glu

Xaa Xaa

Ley val

Arg val Thr

Leu Xaa Ser
85

Xaa Xaa Xaa
100

Thr val Ser

or Lys

or Thr

ar Thr

or Arg

ar Ser

or Ser

or Ala

Gln sar

Cys Lys

Arg Gln

Xaa Xaa

55

Met Thr
70
Leu Xaa

Ser Xaa

Ser

X can be Leu, Glu or Gly

Gly
va'l
Ala
40

Gly
Xaa

ser

Trp

A-1459-W0O~PCT,_5T25

Pro

Xaa

Asp

Glu

pha
105

Glu
10

Gly
Gly
Xaa
Thr
ASp
90

Asp

val

Tyr

LysS

Ile

Ser

Xaa

fro

Lys

Thr

Gly

Xaa

60

Thr

Ala

Trp
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Lys

Xaa

Ley

45

Ala

Xaa

val

Gly

Pro

Xaa

30

Glu

Gin

Thr

Tyr

Gin
110

Gly Ala
15

Asp Leu
Trp Met
Lys Phe
Xaa Tyr

80

Tyr Cys
95

Gly Thr



Heavy chain consensus

115
<210> &0
<211> 125
<212> PRT
<213> artificial
<220
<223>
<220>
<221> MISC_FEATURE
<222> (13)..(13)
<223> X can be GlIn
<220>
<221> MISC_FEATURE
<222> (16)..(16)
<223> X can be Gly
<220>
<221> MISC_FEATURE
<222> (89)..(89)
<223> X can he Glu
<400> 60
Glu val GIn Leu val
1 5
Ser Leu Arg Leu Sar
20
Trp Met Ser Trp val
35
Ala Asn Ite Lys GIn
50
Lys Gly Arg Phe Thr
65 '
teu GIn Met Asn Ser
83
Ala Arg Glu Gly 6ly
100
Asp val Trp Gly &ln
115
<210> 61
<211> 123
<212> PRT
<213> Artificial
<220>
<223>

or L_ys

or Arg

or Asp

Glu ser

€ys Ala

Arg Gin

Asp Gly

55

Tle Ser
70
Leu Arg

Tyr Asp

Gly Thr

Gly

Ala

Ala

40

Ser

Arg

Ala

Trp

Thr
120

Heavy chain consensus

A-1459-WO-PCT_ST25

Gly

Ser

25

Ser

Glu

ASp

Xaa

Asn

105

val

Gly
10

Gly
Gly
Lys
Asn
Asp
90

Tyr

Thr

Leu

Phe

LYS

Tyt

Ala

75

Thr

Ala

val

val

Thr

Gly

Lys

Ala

Asp

Ser

Page 44

Xaa

ehe

Leu
45

- val

Asn

val

Tyr

Ser
125

Pro

Ser
30

Glu
Asp

Ser

Tyr

Tyr
110

Gly

13

Trp

Ser

Leu

Tyr

95

Gly

Xaa
Tyr
val
val
Tyr
80

Cys

Met



<220
<221>
<222>
<223>

<220
<221
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220
<221>
<222
<223>

«220>
<221>
<222>
<223>

<220>
<221>
<222>
<2235

<220>
<221>
<222>
<223>

<220>
<221
<222>
<223

<220>
<221>
<222
<223>

<220>
<221
<222>
<223>

<220
<221>
<222>
<223>

<220>
<221~
<222>
<223>

<220>

MISC__FEATURE
(13)..(13)
X ¢an be Lys

MISC_FEATURE
(28)..(28)
X can be Ser

MISC_FEATURE

(31)..(3L)
X can be Gly

MISC_FEATURE
35)..039)
X can be Gly

MISC_ FEATURE
(40)..(40)

X can be Met

MISC_FEATURE
(52)..(52)
X can be Tyr

MISC_FEATURE
(54)..(54)
X can bhe Tyr

MISC_FEATURE
77y, N
X can be Asn

MISC_FEATURE
(94)..(94)
X can he Phe

MISC_FEATURE
(981..098)
X can be Ser

MISC_FEATURE
(105)..(105)
X can be Glu

MISC_FEATURE
{108).... (106)
X can be Phe

MISC _ FEATURE
{109)..(109)
X can be Pro

or

or

ar

or

or

or

or

or

ar

or

or

or

or

Glu

Ile

Ser

Ala

Leu

Asp

AsSn

His

Tyr

Thr

Thr

Leu

Gly

A-1459-WO-PCT_ST25
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<223> MISC_FEATURE
<222>  (110)..€110)
<223> X can be teu or Phe

<220>

<221> MISC_FEATURE

<222> (111)..(111)

<223> X can be Asn or Tyr

<400> 61
Glu val 6eln Leu val GIn Ser Gly Ala Glu val Lys Xaa Pro Gly Glu
1 5 10 15

ser Leu Lys %Te Ser Cys Lys Gly Ser Gly Tyr Xaa Phe ;gr Xaa Tyr
0 25

Trp Ile §%a Trp val Arg Gln ﬁga Prao Gly Lys Gly Leu Glu Trp Met
45

Gly Iée.x1e Xaa Pro Xaa ggp Ser asp Thr Arg Eyr ser Pro Ser phe
5 0

GIn Gly 61In val Thr Ile Ser Ala Asp Lys Ser Ile Xaa Thr Ala Tyr
65 70 75 80

Leu G1n Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Xaa Tyr Cys
85 90 95

aAla Xaa His Arg Leu Trp Leu Gly Xaa Xaa Pro Gly Xaa Xaa Xaa Ile
100 105 110
Trp Gly 61n Gly Thr Met val Thr val Ser Ser
115 120
<210> 62
<211> 8
<212> PRYT
<213> Artificial
<220>
<223> FLAG (registered trademark) Peptide
<400> 62

ﬁsp Tyr Lys Asp ésp ASp Asp Lys

<210> 63

<2il> 321

<212> DNA

<213»> Homo sapiens

<400> 63
gacatccaga tgacccagte tccatcttee gtgtctgeat crtgtaggaga cagagrcace 60

atcacttgtc gggcgagtca gggtattage agcetggttag cctggtatca acagaaacca 120
gogaaagcec ctaagctcecct gatctatggt gcatccaattstggaaagtgg ggtecccatca 186
pPage 4



aggttcageg
gaagatttlg

ggyaccaagy.

<210> 64

<211> 354
<212> DNA
<213

<400> 64
caggtccagce

tcctgcaagg
cctggaaaag
gcacagaagt
atggagctga
agctegtect
<210> 65

<211> 324
<212> DNA
«213>

<400> 65
gaaatagtga

ctctectgea
ggccaggetc
aggttcagty
gaagatttty
ggagggacca

<210
<Z211>
<212%
<Z213>

<400> 66
caggtygcage

66
360
DNA,

tectgtycag
ccagggaagg
gcagactety
ctgcaaatga
agcagtgget
<210> 67

<211> 321
<212> DNA

gcagtggatc
caaattacta

tggaaatcaa

Homo sapiens

tggtacagtc
tttccggata
ggcttgagty
tecagggcag
gcagcectgaa

ggttegacec

Homo sapiens

tgacgcagtc
gggccagtea
ccaggetect
gcagtoggtc
cagtttatta

cggtggagat

Homo sapiens

tgatggagtc
cctetggatt
ggcrggagtg
tgaagggccy
acagcctgag
ggttctrett

A-1459~W0O-PCT_ST25

tgggacagat ttcactctca ccatcageag

trgicaacag gitaacaglt tcccgtggac

a

tggggctgag
caccctcagr
gatgggaggt
agtcaccatg

atctgaggac
ctggggecag

tccageoeacce

gagtgttadt

catttatggt

tgggacagac
ctgtcagcaa

Cada

tgggggagac
caccttcagt
gcrttcatac
attcaccatc
agccgaggac

tgagrtoctgg

gtgaagaage
gatttatcca
tttgatccte
accgaggaca
acggccgtgt
ggaaccctgg

ctgtctgtot
agcaacttag
gcatccacca
ttcactctca

tatgatgact

ttggtcaage
gactactaca
attagtaata
tccagggaca
acggeegtgt
ggccagggaa

ctggggccte
tccactgggt
azagatggtga
catctacaga
attactgcgc

tcaccgtctc

cteccegggga
tctggtatea

gggceactgg

ccatcageag

ggcctecget

ctggagggtc
tgagctggat
gtggtagtge
acgccaggaa

actactgtgce

ccetggteac
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cctgeagect

gttcggccaa

agtgaaggte.

gcgacagact
aacaatcrac
cacagcctac
aacggggagc
tagt

aagagecacc
gcagaaacct
tatcccagee
cetgeagtct
cactttegge

cctgagacte
ccgecagget
catgtactac
ctecactgtat
gagagagtat
cgtctctagt

2440
300
321

60
120
180
240
360
354

60
120
180
240
300
324

60
120
180
240
300
360



<Z213> Homo sapiens

<400> 67
gacatccaga tgacccagtc

atcacttgtc gggcgagtca
gggaaagecce ctaatctect
aggticagey gcagtggatc
gaagattttg caacttacta
gggaccaagg tggaaatcaa
<210> 68

<211> 354

<212> DNA

<213> Homo sapiens

<400> 68
caggtccage tggtacagtc

tcotgcaagg tttecggata

CCtggaaaag ggcttgagtyg
gcacagaagt tccagggcag
atggagctga gaagceectgag
agctcggect gaticgaccee
<210> 6%

<211> 324

<212> DNA

<213> Homo sapiens

<400> 69
cgtacggtgg ctgcaccatc

ggaactgcct ctgttgtgtg
tggaaggtygg ataacdccct
agcaaggaca gcacctacag
daacacaaag tctacgcoctg
agcttcaaca ggggagagtg
<210> 70

<211>- 107

<212> PRT

<213> Homo sapiens

<400> 70

A-1459-WO-PCT_ST25

tccatcttec
gggtattage
gatctatggt
tgggacagat
ttgtcaacag

a

tggggctgag
caccgrcact
gatgggaggt
agtcaccatyg
atctgaggac

<tggggccag

tgtcttcate
cctgetgaat
ccaateggat
cctcageage
cgaagtcacc

ttga

gtgttigcat
agctggrtag
gcatccagtt
ttecactctca

gctaacagtt

gtgaagaagc
gatrratcca
titgatccrc
accgaggaca
acggecegtat
ggaaccctgg

ttcecegocat
aacttctatc
aactcccagg
accctgacgc

catcaggygcc

ctgtaggaga
cctggtatca
tacaaaatgg
ccatcageag

tcoccgtggac

ctggggccte
tgractgggt
aagaiggtga
caictacaga
attactgtac

tcaccgtotc

ctgatgagea

ccagagagge
agagtgtcac
tgagcaaagce

tgagctegee

cagagtcacc
gcagaaacca
ggtceccatta
cctgeagect

gttcggecaa

agitgaaggtc
gcgacagget
aacaatctac
cacageetac
aacagaaage

tagt

gttgaaatct
caaagtacag
agagcaggac
agactacgag

cgtcacaaag

irg Thr val Ala ?1a.Pro ser val Phe %&e phe Pro Pro Ser égp ]

GlIn Leu Lys Ser Gly Thr aAla Ser ¥§1 val Cys Leu Leu gsn Asn Phe
20
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240
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60
120
180
240
300
354

60
120
180
240
300
324



Tyr Pro égg Glu Ala Lys val

ser Gly Asn Ser Gln Glu Ser
50 55

Thr Tyr Ser Leu Ser Ser Thr

65 70

Lys His Lys val ggr ala Cys

pPro val Thr Lys Ser Phe Ash

«210>
<211>
<2172>
<213>

<400> 71
gcctccacca

71
981
DNA

agcacagegg
tggaactcay
ggactctact
tacacctgea
aaatgttgtg
cretteccec
gtggtggrygy
grggaggrgc
gtggtcageg
aaggrtercea
cagccecgag
caggtcagec
gagagcaatyg
ggctoctict
gtctictcat
teectgtete
72

326
PRT

<210
<21l>
<212
<213>

<400> 72

100

Homo sapiens

agggeccatce
ccetgggety
gegetetgac
ccctcageag
acgtagatca
tcgagtyece
Caaaacceaa
acgtgageca
ataatgcecaa
tccteacegt
acaaaggect
aaccacaggt
tgacetgect
ggcagecgga
fcctctacay
gcreccgtgat
cgggtaaatg

Hamo sapiens

A-1458-W0-PCT_5T25

ggtcrreecce
cctggtcaad
cageggegty
cgtggtgacce
caageeeage
accgtgeeca
ggacaccetc
cgaagaccec
gacaaagceca
tgtgcaccag
cecagececce
gtacaccctg
ggtcaaaggc
gaacaactac
caagctcacce
gcatgaggct

a

val Thr &lu GlIn
ley Thr Leu Ser
Glu val Thr His

Arg Gly Glu Cys
105

ctggegeect
gactacttcc
cacaccttec
grtgcccteca
aacaccaagg
gcaccacctyg
atgarcicee
gaggtccagt
cggoaggagce
gactggctga
atcgagaaaa
ccceccatecc
ttctacccea
aagaccacac
gtygacaaga

ctgcacaacc

GIn Trp Lys val Asp Asn Ala Leu 61n
40 45

ASp Ser Lys Asp Ser
60

Lys Ala Asp Tyr Glu
80

Gln Gly Leu ggr ser

gctecaggag
ccgaaccggt
cagetgtect
gcaactrcgg
Tggacaagac
tggcaggacc
goaccoctoa
tcaactggta
agtrrcaacag
acggcaagga
¢catctececaa
gggaggagat
gcgacatcge
ctccecatget
gcaggtggea
actacacgea
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cacctccgag
gacggtgtcg
acagtcctca
€acceagace
agttgagege
gtcagtcttc
ggtcacgtge

cgtggacgge

cacgrtecgt
gtacaagtgc
aaccaaaggg
gaccaagaac
cgtggagtygg
ggacteccgac

gcaggggaac
gaagagecte

o0
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
981



Ala

Ser

rhe

Gly
Leu
65

Tyr
Thr
Pro
Thr
val
145
val
ser
Ley
Ala
PYro
225

Glin

Ala

ser

Thr

Pro

val

30

ser

Thr

val

val

Ley

130

Ser

Glu

Thr

Asn

Pro

210

Gin

val

val

Thr

sSer

G1
35

His

ser

Cys

Gy

Ala

115

Met

His

val

Phe

val

Ser

Glu

Lys

Glu

20

Pro

Thr

val

Asn

Ar

10

Gly

Ile

Giu

His

180

LYyS

Glu

TYFr

ey

Trp
260

Gly
5
Ser
val
Phe
val
val
85
Lys

Pro

Sey

ASp

Asn

165

val

Glu

LYS

Thr

Thr

245

Glu

Pro

Thr

Thr

Pro

Thr

7¢

ASD

cys

Ser

Arg

Pro

150

Ala

val

Tyr

Thre

Leu

230

Cys

ser

Ser

Ala

val

Ala

35

Val

His

<ys

val

Thr

135

Glu

LysS

Ser

Lys

Ile

215

Pro

Lets

Ash

A-1459-WO-PCT_ST25

val phe Pro Leu Ala Pro

Ala

Ser
40

val

Pro

Lys

val

Phe

120

Pro

val

Thr

val

Cys

200

ser

Pro

val

Gly:

Leu

25

Trp

Ley

Ser

Pro

Glu

105

Leu

Glu

Gln

Lys

Ley

185

LyS

LYs

Ser

Lys

Gln
265

10

Gly

Asn

Gln

ser

Ser

20

cys

Phe

val

Phe

Pro

170

Thr

val

Thr

Arg

Pro

Cys Leu
ser Gly

sar Ser
60

Asn Phe
75

asn Thr
Pro Pro
Pra Pro

Thr Cys
140

Asn Trp
155

Arg Glu
val val
ser Asn
Lys Gly

220

Glu Gluy
235

Phe Tyr

Gl Asn
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val

Ala

45

Gly

Gly

Lys

Cys

LyS

125

val

Tyr

Glu

His

LYS

205

Glin

Met

Pro

Ash

Leu

Thr

val

Pro

110

Pro

val

val

Gin

Gln

190

Gly

Pro

Thr

Ser

TYr

Sar

15

Asp

Thr

Tyr

Gn

ASp

95

Ala

Lys

val

ASp

Phe

175

ASp

Ley

Arg

L.ys

Asp

Lys

ArTg

Tyr

Ser

Ser

Thr

80

Lys

Pro

Asp

Asp

Gly

160

Aspy

Trp

Pro

GTu

Asn

240

Ile

Thr



A-1459-WO-PCT._ ST25

Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr $er Lys
275 280 285

Lteu Thr val Asp Lys Ser Arg Trp GIn Gln Gly Asn val Phe Ser Cys
290 295 300

sar val Met His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu
305 310 315 320

Ser Leu Ser Pro Gly Lys
325
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