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<210> 1 

<211> 2640 

<212> DNA 

<213> Staphylococcus aureus 

 

<400> 1 

aacattcttt gtggattgtt tgacagtaga cagtcatttg tatacgttaa cgaattttga       

60 

 

aaaattgaat cattatttaa tcataatatt cattgcgcac gcgcaacaca aaaaggagac      

120 

 

atgtcaatga catatagaat aaagaaatgg caaaaattat ccaccattac gttattaatg      

180 

 

gctggtgtga ttactttgaa tggtggtgaa ttcagaagtg ttgataaaca tcaaatcgct      

240 

 

gtggctgata cgaatgttca aacgccagat tatgaaaaat tgaggaacac atggctggac      

300 

 

gttaactatg gttatgataa gtatgatgag aataatccag atatgaagaa gaagtttgat      

360 

 

gctacagaga aagaggcgac gaatttactc aaggaaatga aaactgaaag tggtaggaaa      

420 

 

tacttgtggt caggagcgga aacccttgaa actaattctt ctcatatgac tcgtacctat      

480 

 

cgtaatattg agaaaatcgc agaagcgatg aggaatccta aaaccacttt aaatactgac      

540 

 

gaaaataaga agaaagtgaa agatgccctt gagtggctgc ataaaaatgc atatggaaaa      

600 

 

gaaccagata aaaaagtaaa agaattaagt gagaatttta ctaaaacaac tggcaagaat      

660 

 



accaacttaa attggtggga ttatgaaatt ggaacaccta aatcattaac aaatacgctt      

720 

 

atattgctga atgatcaatt ttcaaatgaa gaaaagaaaa aattcactgc ccctattaaa      

780 

 

actttcgccc cagatagtga caaaatatta tcttctgtag gaaaagctga acttgctaaa      

840 

 

ggcggaaatc tagtagacat ttctaaggtg aaacttttag aatgtattat cgaagaagat      

900 

 

aaagatatga tgaaaaagtc tatagattca tttaataaag tcttcactta cgttcaagat      

960 

 

tctgccactg gtaaagaacg taatggattt tataaagatg gctcttacat tgatcatcaa     

1020 

 

gacgttccat acactggtgc ttatggcgtt gtactcttag aggggatttc tcaaatgatg     

1080 

 

ccgatgataa aagaaacacc ttttaatgat aaaacccaaa atgatacaac cttaaagtca     

1140 

 

tggattgacg acggatttat gccactcatt tataaaggtg aaatgatgga tttatcacga     

1200 

 

ggtagagcta tcagtcgtga aaatgaaacc agtcactcag catctgcaac agtaatgaaa     

1260 

 

tcattgttga gattaagtga tgccatggat gattcaacaa aagctaagta taaaaagatt     

1320 

 

gtcaaatctt cagtagagtc agattcaagt tataaacaaa atgattattt aaattcatat     

1380 

 

tcggacatag ataaaatgaa gtctttaatg acagataaca gtatttctaa aaacggatta     

1440 

 

acacaacaac ttaaaatata taatgacatg gatcgtgtca cctatcataa caaagactta     

1500 

 

gactttgcat ttggtttaag tatgacgtcg aaaaacgtag cacgctatga aagtatcaac     

1560 

 

ggagagaatt taaaaggttg gcacactggt gctggaatgt cttatttata taacagcgat     

1620 

 

gtcaaacact atcatgataa cttctgggtg acagccgata tgaaacgttt atcaggtaca     

1680 

 

acaactttag acaatgaaat attaaaagat acggatgata aaaagtcgag taaaactttt     

1740 

 

gttggcggaa caaaagttga tgaccaacat gctagtatcg gaatggattt tgaaaatcag     

1800 

 



gacaaaactt taactgccaa aaaatcatat ttcatattaa acgataaaat tgtcttctta     

1860 

 

ggaactggca ttaaaagtac tgattcatca aagaatccag ttacaacgat tgaaaatcgc     

1920 

 

aaagcgaatg ggtatacgtt atatacagac gataaacaaa caaccaattc tgataatcag     

1980 

 

gaaaacaatt cagtcttttt agagtccaca gataccaaaa agaacatcgg ttatcatttt     

2040 

 

ttaaacaaac cgaaaataac tgtaaaaaaa gaaagtcata ctggtaagtg gaaagaaata     

2100 

 

aataaaagtc aaaaggatac acaaaaaact gatgagtatt atgaagtaac tcaaaagcat     

2160 

 

tctaattctg acaataaata tggatatgtg ttgtatccag gcttatctaa agatgtcttt     

2220 

 

aagacaaaaa aagatgaagt aactgtcgtt aagcaagaag atgacttcca cgttgtgaaa     

2280 

 

gataatgaat cggtttgggc tggtgttaat tatagtaata gcactcaaac ttttgacatt     

2340 

 

aacaacacta aagtcgaagt taaagccaaa ggtatgttta tacttaaaaa gaaagatgat     

2400 

 

aacacttatg aatgtagctt ctataatcct gaatctacaa attccgcttc agatattgaa     

2460 

 

tctaaaattt caatgaccgg ttactctatt acaaacaaaa atacgtcgac ttctaatgaa     

2520 

 

tccggcgtgc actttgaatt aactaaataa gcaagaaaat ctcgacacta taccattttt     

2580 

 

atagtgtcga gattttataa gtatcgccat cattcagctt gtaatccgca gaccacatcc     

2640 

 

 

<210> 2 

<211> 807 

<212> PRT 

<213> Staphylococcus aureus 

 

<400> 2 

Met Thr Tyr Arg Ile Lys Lys Trp Gln Lys Leu Ser Thr Ile Thr Leu  

1               5                   10                  15       

 

 

Leu Met Ala Gly Val Ile Thr Leu Asn Gly Gly Glu Phe Arg Ser Val  

            20                  25                  30           

 

 

Asp Lys His Gln Ile Ala Val Ala Asp Thr Asn Val Gln Thr Pro Asp  



        35                  40                  45               

 

 

Tyr Glu Lys Leu Arg Asn Thr Trp Leu Asp Val Asn Tyr Gly Tyr Asp  

    50                  55                  60                   

 

 

Lys Tyr Asp Glu Asn Asn Pro Asp Met Lys Lys Lys Phe Asp Ala Thr  

65                  70                  75                  80   

 

 

Glu Lys Glu Ala Thr Asn Leu Leu Lys Glu Met Lys Thr Glu Ser Gly  

                85                  90                  95       

 

 

Arg Lys Tyr Leu Trp Ser Gly Ala Glu Thr Leu Glu Thr Asn Ser Ser  

            100                 105                 110          

 

 

His Met Thr Arg Thr Tyr Arg Asn Ile Glu Lys Ile Ala Glu Ala Met  

        115                 120                 125              

 

 

Arg Asn Pro Lys Thr Thr Leu Asn Thr Asp Glu Asn Lys Lys Lys Val  

    130                 135                 140                  

 

 

Lys Asp Ala Leu Glu Trp Leu His Lys Asn Ala Tyr Gly Lys Glu Pro  

145                 150                 155                 160  

 

 

Asp Lys Lys Val Lys Glu Leu Ser Glu Asn Phe Thr Lys Thr Thr Gly  

                165                 170                 175      

 

 

Lys Asn Thr Asn Leu Asn Trp Trp Asp Tyr Glu Ile Gly Thr Pro Lys  

            180                 185                 190          

 

 

Ser Leu Thr Asn Thr Leu Ile Leu Leu Asn Asp Gln Phe Ser Asn Glu  

        195                 200                 205              

 

 

Glu Lys Lys Lys Phe Thr Ala Pro Ile Lys Thr Phe Ala Pro Asp Ser  

    210                 215                 220                  

 

 

Asp Lys Ile Leu Ser Ser Val Gly Lys Ala Glu Leu Ala Lys Gly Gly  

225                 230                 235                 240  

 

 

Asn Leu Val Asp Ile Ser Lys Val Lys Leu Leu Glu Cys Ile Ile Glu  

                245                 250                 255      

 

 

Glu Asp Lys Asp Met Met Lys Lys Ser Ile Asp Ser Phe Asn Lys Val  

            260                 265                 270          

 



 

Phe Thr Tyr Val Gln Asp Ser Ala Thr Gly Lys Glu Arg Asn Gly Phe  

        275                 280                 285              

 

 

Tyr Lys Asp Gly Ser Tyr Ile Asp His Gln Asp Val Pro Tyr Thr Gly  

    290                 295                 300                  

 

 

Ala Tyr Gly Val Val Leu Leu Glu Gly Ile Ser Gln Met Met Pro Met  

305                 310                 315                 320  

 

 

Ile Lys Glu Thr Pro Phe Asn Asp Lys Thr Gln Asn Asp Thr Thr Leu  

                325                 330                 335      

 

 

Lys Ser Trp Ile Asp Asp Gly Phe Met Pro Leu Ile Tyr Lys Gly Glu  

            340                 345                 350          

 

 

Met Met Asp Leu Ser Arg Gly Arg Ala Ile Ser Arg Glu Asn Glu Thr  

        355                 360                 365              

 

 

Ser His Ser Ala Ser Ala Thr Val Met Lys Ser Leu Leu Arg Leu Ser  

    370                 375                 380                  

 

 

Asp Ala Met Asp Asp Ser Thr Lys Ala Lys Tyr Lys Lys Ile Val Lys  

385                 390                 395                 400  

 

 

Ser Ser Val Glu Ser Asp Ser Ser Tyr Lys Gln Asn Asp Tyr Leu Asn  

                405                 410                 415      

 

 

Ser Tyr Ser Asp Ile Asp Lys Met Lys Ser Leu Met Thr Asp Asn Ser  

            420                 425                 430          

 

 

Ile Ser Lys Asn Gly Leu Thr Gln Gln Leu Lys Ile Tyr Asn Asp Met  

        435                 440                 445              

 

 

Asp Arg Val Thr Tyr His Asn Lys Asp Leu Asp Phe Ala Phe Gly Leu  

    450                 455                 460                  

 

 

Ser Met Thr Ser Lys Asn Val Ala Arg Tyr Glu Ser Ile Asn Gly Glu  

465                 470                 475                 480  

 

 

Asn Leu Lys Gly Trp His Thr Gly Ala Gly Met Ser Tyr Leu Tyr Asn  

                485                 490                 495      

 

 

Ser Asp Val Lys His Tyr His Asp Asn Phe Trp Val Thr Ala Asp Met  



            500                 505                 510          

 

 

Lys Arg Leu Ser Gly Thr Thr Thr Leu Asp Asn Glu Ile Leu Lys Asp  

        515                 520                 525              

 

 

Thr Asp Asp Lys Lys Ser Ser Lys Thr Phe Val Gly Gly Thr Lys Val  

    530                 535                 540                  

 

 

Asp Asp Gln His Ala Ser Ile Gly Met Asp Phe Glu Asn Gln Asp Lys  

545                 550                 555                 560  

 

 

Thr Leu Thr Ala Lys Lys Ser Tyr Phe Ile Leu Asn Asp Lys Ile Val  

                565                 570                 575      

 

 

Phe Leu Gly Thr Gly Ile Lys Ser Thr Asp Ser Ser Lys Asn Pro Val  

            580                 585                 590          

 

 

Thr Thr Ile Glu Asn Arg Lys Ala Asn Gly Tyr Thr Leu Tyr Thr Asp  

        595                 600                 605              

 

 

Asp Lys Gln Thr Thr Asn Ser Asp Asn Gln Glu Asn Asn Ser Val Phe  

    610                 615                 620                  

 

 

Leu Glu Ser Thr Asp Thr Lys Lys Asn Ile Gly Tyr His Phe Leu Asn  

625                 630                 635                 640  

 

 

Lys Pro Lys Ile Thr Val Lys Lys Glu Ser His Thr Gly Lys Trp Lys  

                645                 650                 655      

 

 

Glu Ile Asn Lys Ser Gln Lys Asp Thr Gln Lys Thr Asp Glu Tyr Tyr  

            660                 665                 670          

 

 

Glu Val Thr Gln Lys His Ser Asn Ser Asp Asn Lys Tyr Gly Tyr Val  

        675                 680                 685              

 

 

Leu Tyr Pro Gly Leu Ser Lys Asp Val Phe Lys Thr Lys Lys Asp Glu  

    690                 695                 700                  

 

 

Val Thr Val Val Lys Gln Glu Asp Asp Phe His Val Val Lys Asp Asn  

705                 710                 715                 720  

 

 

Glu Ser Val Trp Ala Gly Val Asn Tyr Ser Asn Ser Thr Gln Thr Phe  

                725                 730                 735      

 



 

Asp Ile Asn Asn Thr Lys Val Glu Val Lys Ala Lys Gly Met Phe Ile  

            740                 745                 750          

 

 

Leu Lys Lys Lys Asp Asp Asn Thr Tyr Glu Cys Ser Phe Tyr Asn Pro  

        755                 760                 765              

 

 

Glu Ser Thr Asn Ser Ala Ser Asp Ile Glu Ser Lys Ile Ser Met Thr  

    770                 775                 780                  

 

 

Gly Tyr Ser Ile Thr Asn Lys Asn Thr Ser Thr Ser Asn Glu Ser Gly  

785                 790                 795                 800  

 

 

Val His Phe Glu Leu Thr Lys  

                805          

 

 


