
SEQUENCE LISTING 

SEQ ID NO:1 TAU P10636-8 
MAEPRQEFEV MEDHAGTYGL GDRKDQGGYT MHQDQEGDTD AGLKESPLQT TEDGSEEPG 
SETSDAKSTP TAEDVTAPLV DEGAPGKQAA AQPHTEIPEG TTAEEAGIGD PSLEDEAAG 
HVTQARMVSK SKDGTGSDDK KAKGADGKTK IATPRGAAPP GQKGQANATR PAKTPPAPK 
TPPSSGEPPK SGDRSGYSSP GSPGTPGSRS RTPSLPTPPT REPKKVAVVR PPKSPSSAK 
SRLQTAPVPM PDLKNVKSKI GSTENLKHQP GGGKVQIINK KLDLSNVQSK GSKDNIKHV 
PGGGSVQIVY KPVDLSKVTS KCGSLGNIHH KPGGGQVEVK SEKLDFKDRV SKIGSLDNI 
THVPGGGNKK IETHKLTFRE NAKAKTDHGA EIVYKSPVVS GDTSPRHLSN SSTGSIDMV 
DSPQLATLAD EVSASLAKQG L 

SEQ ID NO:2 TAU P10636-7 
MAEPRQEFEV MEDHAGTYGL GDRKDQGGYT MHQDQEGDTD AGLKESPLQT TEDGSEEPG 
SETSDAKSTP TAEAEEAGIG DTPSLEDEAA GHVTQARMVS KSKDGTGSDD KAKGADGKT 
KIATPRGAAP PGQKGQANAT RIPAKTPPAP KTPPSSGEPP KSGDRSGYSS GSPGTPGSR 
SRTPSLPTPP TREPKKVAVV RTPPKSPSSA KSRLQTAPVP MPDLKNVKSK GSTENLKHQ 
PGGGKVQIIN KKLDLSNVQS KCGSKDNIKH VPGGGSVQIV YKPVDLSKVT KCGSLGNIH 
HKPGGGQVEV KSEKLDFKDR VQSKIGSLDN ITHVPGGGNK KIETHKLTFR NAKAKTDHG 
AEIVYKSPVV SGDTSPRHLS NVSSTGSIDM VDSPQLATLA DEVSASLAKQ GL 

SEQ ID NO:3 TAU P10636-6 
MAEPRQEFEV MEDHAGTYGL GDRKDQGGYT MHQDQEGDTD AGLKAEEAGI DTPSLEDEA 
AGHVTQARMV SKSKDGTGSD DKKAKGADGK TKIATPRGAA PPGQKGQANA RIPAKTPPA 
PKTPPSSGEP PKSGDRSGYS SPGSPGTPGS RSRTPSLPTP PTREPKKVAV RTPPKSPSS 
AKSRLQTAPV PMPDLKNVKS KIGSTENLKH QPGGGKVQII NKKLDLSNVQ KCGSKDNIK 
HVPGGGSVQI VYKPVDLSKV TSKCGSLGNI HHKPGGGQVE VKSEKLDFKD VQSKIGSLD 
NITHVPGGGN KKIETHKLTF RENAKAKTDH GAEIVYKSPV VSGDTSPRHL NVSSTGSID 
MVDSPQLATL ADEVSASLAK QGL 

SEQ ID NO:4 TAU P10636-5 
MAEPRQEFEV MEDHAGTYGL GDRKDQGGYT MHQDQEGDTD AGLKESPLQT TEDGSEEPG 
SETSDAKSTP TAEDVTAPLV DEGAPGKQAA AQPHTEIPEG TTAEEAGIGD PSLEDEAAG 
HVTQARMVSK SKDGTGSDDK KAKGADGKTK IATPRGAAPP GQKGQANATR PAKTPPAPK 
TPPSSGEPPK SGDRSGYSSP GSPGTPGSRS RTPSLPTPPT REPKKVAVVR PPKSPSSAK 
SRLQTAPVPM PDLKNVKSKI GSTENLKHQP GGGKVQIVYK PVDLSKVTSK GSLGNIHHK 
PGGGQVEVKS EKLDFKDRVQ SKIGSLDNIT HVPGGGNKKI ETHKLTFREN KAKTDHGAE 
IVYKSPVVSG DTSPRHLSNV SSTGSIDMVD SPQLATLADE VSASLAKQGL 

SEQ ID NO:5 TAU P10636-4 
MAEPRQEFEV MEDHAGTYGL GDRKDQGGYT MHQDQEGDTD AGLKESPLQT TEDGSEEPG 
SETSDAKSTP TAEAEEAGIG DTPSLEDEAA GHVTQARMVS KSKDGTGSDD KAKGADGKT 
KIATPRGAAP PGQKGQANAT RIPAKTPPAP KTPPSSGEPP KSGDRSGYSS GSPGTPGSR 
SRTPSLPTPP TREPKKVAVV RTPPKSPSSA KSRLQTAPVP MPDLKNVKSK GSTENLKHQ 
PGGGKVQIVY KPVDLSKVTS KCGSLGNIHH KPGGGQVEVK SEKLDFKDRV SKIGSLDNI 
THVPGGGNKK IETHKLTFRE NAKAKTDHGA EIVYKSPVVS GDTSPRHLSN SSTGSIDMV 
DSPQLATLAD EVSASLAKQG L 
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SEQ ID NO:6 TAU P10636-2 
MAEPRQEFEV MEDHAGTYGL GDRKDQGGYT MHQDQEGDTD AGLKAEEAGI GDTPSLEDE 
AAGHVTQARM VSKSKDGTGS DDKKAKGADG KTKIATPRGA APPGQKGQAN ATRIPAKTP 
PAPKTPPSSG EPPKSGDRSG YSSPGSPGTP GSRSRTPSLP TPPTREPKKV AVVRTPPKS 
PSSAKSRLQT APVPMPDLKN VKSKIGSTEN LKHQPGGGKV QIVYKPVDLS KVTSKCGSL 
GNIHHKPGGG QVEVKSEKLD FKDRVQSKIG SLDNITHVPG GGNKKIETHK LTFRENAKA 
KTDHGAEIVY KSPVVSGDTS PRHLSNVSST GSIDMVDSPQ LATLADEVSA SLAKQGL 

SEQ ID NO:7 
CTA ATA CGA CTC ACT ATA GGG C 

SEQ ID NO:8 
CTC AAT TTT CTT GTC CAC CTT GGT GC 

SEQ ID NO: 9 
CTC AAG TTT TTT GTC CAC CGT GGT GC 

SEQ ID NO:10 - 16B5-HC 
MDWVWNLLFLMAAAQSIQAQIQLVQSGPELKKPGETVKISCKASGYPFTYHGMDWVKQAPWGGL 
EWMGWINTYSGVPTYADDFKGRFAFSLETSVGTAYLQINNLKNEDTATYFCARRRDFTMDFWGQ 
GTSVTVSSAKTTPPSVYPLAPGSAAQTNSMVTLGCLVKGYFPEPVTVTWNSGSLSSGVHTFPAV 
LQSDLYTLSSSVTVPSSTWPSETVTCNVAHPAS 

SEQ ID NO:11 - 16B5 CDR-H1 (Kabat numbering) 
YHGMD 

SEQ ID NO:12 - 16B5 CDR-H2 
WINTYSGVPTYADDFKG 

SEQ ID NO:13 - 16B5 CDR-H3 
RRDFTMDF 

SEQ ID NO: 14 - Hu VH Acceptor FR (Acc#BACO2002.1) 
QVQLVQSGSELKRPGASVKVSCKASGYSFTSYAVNWVRQAPGQGLEWVGWINTNTGNPTYAQGF 
TGRFVFSLDTSVSTAYLQISSLKAADTAVYYCARARGQNGMDVWGQGTTVTVSS 

SEQ ID NO: 15 — 16B5 Heavy Chain Humanized Design vl (R13K, V48M, Y91F) 
QVQLVQSGSELKKPGASVKVSCKASGYTFTYHGMDWVRQAPGQGLEWMGWINTYSGVPTYADDF 
KGRFVFSLDTSVSTAYLQISSLKAEDTAVYFCARRRDFTMDFWGQGTTVTVSS 

SEQ ID NO: 16 - 16B5-LC 
MDSQAQVLILLLLWVSGTCGNIVLSQSPSSLAVSPGEKVTMSCKSSQSLLNSRTRKNYLAWFQQ 
KPGQSPKLLIYWASTRESGVPDRFTGSGSGTDFTLTISSVQAEDLAVYYCKQSYTLRTFGGGTN 
LEIKRADAAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKIDGSERQNGVLNSWTDQD 
SKDSTYSMSSTLTLTKDEYERHNSYTCEATHKTSTSPI 

SEQ ID NO: 17 - 16B5-LC CDR-L1 
KSSQSLLNSRTRKNYLA 
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SEQ ID NO: 18 - 16B5-LC CDR-L2 
WASTRES 

SEQ ID NO: 19 - 16B5-LC CDR-L3 
KQSYTLRT 

SEQ ID NO: 20 - Hu VL Acceptor Fr (Acc#ACJ71718.1) 
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNKNYLAWYQQKPGQPPKLLIYWASTRESGV 
PDRFSGSGSGTDFTLTISSLQAEDVAVYYCQQYYSTPQTFGGGTKVEIKR 

SEQ ID NO: 21 - 16B5 Light Chain Humanized Design vl (DIN, M4L, Y36F) 
NIVLTQSPDSLAVSLGERATINCKSSQSLLNSRTRKNYLAWFQQKPGQPPKLLIYWASTRESGV 
PDRFSGSGSGTDFTLTISSLQAEDVAVYYCKQSYTLRTFGGGTKVEIKR 

SEQ ID NO: 22 - 16B5 Light Chain Humanized Design v2 (DIN, M4L, Y36F, P43S) 
NIVLTQSPDSLAVSLGERATINCKSSQSLLNSRTRKNYLAWFQQKPGQSPKLLIYWASTRESGV 
PDRFSGSGSGTDFTLTISSLQAEDVAVYYCKQSYTLRTFGGGTKVEIKR 

SEQ ID NO: 23 - 16B5 Light Chain Humanized Design v3 (M4L, Y36F, P43S) 
DIVLTQSPDSLAVSLGERATINCKSSQSLLNSRTRKNYLAWFQQKPGQSPKLLIYWASTRESGV 
PDRFSGSGSGTDFTLTISSLQAEDVAVYYCKQSYTLRTFGGGTKVEIKR 

SEQ ID NO:24 - 16B5 CDR-H1 (Combined Kabat AND Chothia numbering) 
GYPFTYHGMD 

SEQ ID NO:25 — Nucleic acid encoding 16B5 Heavy Chain Humanized Design vl 
CAGgTCCAGTTGGTGCAGTCTGGATCTGAGCTGAAGAAGCCTGGAGCCTCCGTCAAGgtgTCCT 
GCAAGGCTTCTGGGTATCCCTTCACATACCATGGAATGGACTGGGTGcgtCAGGCTCCTggtca 
GGGTttaGAGTGGATGGGCTGGATAAACACCTACTCTGGAGTGCCAACATATGCTGATGACTTC 
AAGGGACGATTTGtgTTCTCTTTGGAcACCTCTGTCtctACTGCCTATTTGCAGATCtcttctC 
TCAAAgccGAGGACacgGCCgtgTATTTTTGTGCAAGACGGCGTGATTTTACAATGGACTTCTG 
GGGTCAAGGAACCACCGTGACCGTCTCCTCA 

SEQ ID NO:26 — Nucleic acid encoding 16B5 Light Chain Humanized Design vl 
AACATCGTGCTGACCCAGAGCCCCGATAGCCTGGCCGTGAGCCTGGGCGAGAGAGCCACCATCA 
ACTGCAAGAGCAGCCAGAGCCTGCTGAACAGCAGGACCAGGAAGAACTACCTGGCCTGGTTCCA 
GCAGAAGCCCGGCCAGCCCCCCAAGCTGCTGATCTACTGGGCCAGCACCAGGGAGAGCGGCGTG 
CCCGATAGGTTCAGCGGCAGCGGCAGCGGCACCGATTTCACCCTGACCATCAGCAGCCTGCAGG 
CCGAGGATGTGGCCGTGTACTACTGCAAGCAGAGCTACACCCTGAGAACCTTCGGCGGCGGCAC 
CAAGGTGGAAATTAAACGT 

SEQ ID NO:27 — Nucleic acid encoding 16B5 Light Chain Humanized Design v2 
AACATCGTGCTGACCCAGAGCCCCGATAGCCTGGCCGTGAGCCTGGGCGAGAGAGCCACCATCA 
ACTGCAAGAGCAGCCAGAGCCTGCTGAACAGCAGGACCAGGAAGAACTACCTGGCCTGGTTCCA 
GCAGAAGCCCGGCCAGAGCCCCAAGCTGCTGATCTACTGGGCCAGCACCAGGGAGAGCGGCGTG 
CCCGATAGGTTCAGCGGCAGCGGCAGCGGCACCGATTTCACCCTGACCATCAGCAGCCTGCAGG 
CCGAGGATGTGGCCGTGTACTACTGCAAGCAGAGCTACACCCTGAGAACCTTCGGCGGCGGCAC 
CAAGGTGGAAATTAAACGT 
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SEQ ID NO:28 — Nucleic acid encoding 16B5 Light Chain Humanized Design v3 
GACAT CGT GC T GACCCAGAGCCCCGATAGCC T GGCCGT GAGCC T GGGCGAGAGAGCCACCAT CA 
ACT GCAAGAGCAGCCAGAGCC T GC T GAACAGCAGGACCAGGAAGAAC TACC T GGCC T GGT TCCA 
GCAGAAGCCCGGCCAGAGCCCCAAGCT GC T GAT C TAC T GGGCCAGCACCAGGGAGAGCGGCGT G 
CCCGATAGGT TCAGCGGCAGCGGCAGCGGCACCGAT T TCACCCTGACCATCAGCAGCCTGCAGG 
CCGAGGAT GT GGCCGT GTAC TAC T GCAAGCAGAGC TACACCC T GAGAACC T TCGGCGGCGGCAC 
CAAGGTGGAAAT TAAACGT 

SEQ ID NO: 29 — Human IgG1 constant region (C-terminal lysine can be omitted) 
AS TKGPSVFPLAPS SKS T S GGTAALGCLVKDYFPEPVTVSWNS GAL T SGVHTFPAVLQS SGLYS 
L S SVVTVPS S SLGTQTY I CNVNHKP SNTKVDKRVEPKS CDKTHTCPPCPAPELLGGP SVFLFPP 
KPKDTLMI SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNVKTKPREEQYNS TYRVVSVL TVL 
HQDWLNGKEYKCKVSNKALPAP IEKT I SKAKGQPREPQVYTLPPSREEMTKNQVSL TCLVKGFY 
P SD IAVEWE SNGQPENNYKT TPPVLDSDGSFFLYSKL TVDKSRWQQGNVF SCSVMHEALHNHYT 
QKSLSLSPGK 

SEQ ID NO: 30 — Human IgG1 constant region cDNA 
GC TAGCACCAAGGGCCCAT CGGT CT TCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCA 
CAGCGGCCCTGGGCTGCCTGGTCAAGGACTACT T CCCCGAACCGGT GACGGT GT CGT GGAACTC 
AGGCGCCCTGACCAGCGGCGTGCACACCT T CCCGGCT GT CC TACAGT CCT CAGGACTC TACT CC 
CT CAGCAGCGT GGT GACCGT GCCC T CCAGCAGC T T GGGCACCCAGACC TACATCT GCAACGT GA 
AT CACAAGCCCAGCAACACCAAGGT GGACAAGAAAGT TGAGCCCAAATCT T GT GACAAAAC T CA 

CACAT GCCCACCGT GCCCAGCACC T GAAC T CC T GGGGGGACCGT CAGT CT TCCTCT TCCCCCCA 
AAACCCAAGGACACCCT CAT GAT CT CCCGGACCCC T GAGGT CACAT GCGT GGT GGT GGACGT GA 
GCCACGAAGACCCTGAGGTCAAGT TCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAA 
GACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGT GT GGT CAGCGT CC T CACCGT CC TG 
CACCAGGACT GGC T GAAT GGCAAGGAGTACAAGT GCAAGGT CT CCAACAAAGCCC T CCCAGCCC 
CCAT CGAGAAAACCAT CT CCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGT GTACACCC T GCC 
CCCATCCCGGGAGGAGATGACCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCT TC TAT 
CCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGC 
CT CCCGT GC T GGAC T CCGACGGC T CC T TCT TCCTCTACAGCAAGCTCACCGTGGACAAGAGCAG 
GT GGCAGCAGGGGAACGT CT TCT CAT GCT CCGT GAT GCAT GAGGCTCT GCACAACCAC TACACG 
CAGAAGAGCCTCT CCC T GT CT CCGGGTAAA 

SEQ ID NO: 31 — Human IgG1 constant region cDNA with 5' intron 
GGTGAGTGGATCCGCGGCCGCTAAACTCTGAGGGGGTCGGATGACGTGGCCAT TCT T TGCCTAA 
AGCAT TGAGT T TACT GCAAGGT CAGAAAAGCAT GCAAAGCCCT CAGAAT GGCT GCAAAGAGCTC 
CAACAAAACAAT T TAGAACT T TAT TAAGGAATAGGGGGAAGC TAGGAAGAAAC T CAAAACAT CA 
AGAT T T TAAATACGCT TCT TGGTCTCCT T GC TATAAT TATCT GGGATAAGCAT GCT GT T T TCTG 
TCT GT CCC TAACAT GCCC T GT GAT TAT CCGCAAACAACACACCCAAGGGCAGAACT T T GT TACT 
TAAACACCATCCTGT T TGCT TCT T TCCTCAGCCTCCACCAAGGGCCCATCGGTCT TCCCCCTGG 
CACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACT T 
CCCCGAACCGGT GACGGT GT CGT GGAAC T CAGGCGCCC T GACCAGCGGCGT GCACACC T TCCCG 
GCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCT 
TGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAG 
AGT TGAGCCCAAATCT TGTGACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAACTCCTG 
GGGGGACCGT CAGT CT TCCTCT T CCCCCCAAAACCCAAGGACACCCT CAT GATCT CCCGGACCC 
CT GAGGT CACAT GCGT GGT GGT GGACGT GAGCCACGAAGACCC T GAGGT CAAGT TCAACTGGTA 
CGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACG 
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TACCGT GT GGT CAGCGT CC T CACCGT CC T GCACCAGGAC T GGC T GAAT GGCAAGGAGTACAAGT 
GCAAGGTCT CCAACAAAGCCC T CCCAGCCCCCAT CGAGAAAACCAT CT CCAAAGCCAAAGGGCA 
GCCCCGAGAACCACAGGTGTACACGCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAGGTC 
AGCCT GACC T GCC T GGT CAAAGGC T TC TAT CCCAGCGACAT CGCCGT GGAGT GGGAGAGCAATG 
GGCAGCCGGAGAACAAC TACAAGACCACGCC T CCCGT GC T GGAC T CCGACGGC T CC T TCT T CCT 
C TATAGCAAGC T CACCGT GGACAAGAGCAGGT GGCAGCAGGGGAACGT CT TCT CAT GCT CCGTG 
AT GCAT GAGGC TCT GCACAACCAC TACACGCAGAAGAGCC TCT CCC T GT CCCCGGGTAAAT GA 

SEQ ID NO: 32 — Human kappa constant region 
TVAAPSVF IFPP SDEQLKS GTASVVCLLNNFYPREAKVQWKVDNALQ S GNS QE SVTEQDSKDS T 
YSL S S TL TL SKADYEKHKVYACEVTHQGL S SPVTKSFNRGEC 

SEQ ID NO: 33 — Human kappa constant region cDNA 
ACGGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTG 
CCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGA 
TAACGCCC T CCAAT CGGGTAAC T CCCAGGAGAGT GT CACAGAGCAGGACAGCAAGGACAGCACC 
TACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCT 
GCGAAGTCACCCATCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGTGT 

SEQ ID NO: 34 — Human kappa constant region cDNA with 5' intron 
CGTGAGTGGATCCGCGGCCGCTAAACTCTGAGGGGGTCGGATGACGTGGCCATTCTTTGCCTAA 
AGCATTGAGTTTACTGCAAGGTCAGAAAAGCATGCAAAGCCCTCAGAATGGCTGCAAAGAGCTC 
CAACAAAACAAT T TAGAAC T T TAT TAAGGAATAGGGGGAAGC TAGGAAGAAAC T CAAAACAT CA 
AGATTTTAAATACGCTTCTTGGTCTCCTTGCTATAATTATCTGGGATAAGCATGCTGTTTTCTG 
TCT GT CCC TAACAT GCCC T GT GAT TAT CCGCAAACAACACACCCAAGGGCAGAACT T T GT TACT 
TAAACACCATCCTGTTTGCTTCTTTCCTCAGGAACTGTGGCTGCACCATCTGTCTTCATCTTCC 
CGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTA 
TCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAG 
AGT GT CACAGAGCAGGACAGCAAGGACAGCACC TACAGCC T CAGCAGCACCC T GACGC T GAGCA 
AAGCAGACTACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCCATCAGGGCCTGAGCTCGCC 
CGT CACAAAGAGC T T CAACAGGGGAGAGT GT 
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