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Figure 1: Human gp130 ELISA
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Figure 2: KB Cell Assay
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Figure 3: KB Cell Assay
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Figure 4: Endogenous OSM Human gp130 Assay
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Figure 5: KB Cell Assay
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Figure 6: KB Cell Assay
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Figure 9
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Figure 11: Direct Human OSM Binding ELISA
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Figure 12: Human gp130 ELISA
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Figure 13: KB Cell Assay

7/18

100 T T T T
80
e 60
=4
g
= 40
E
® 20
0
_2{] | IH'lIII Lol et b b itEl
0.001 0.01 0.1 1
Antibody Concentration pg/mi
Figure 14: KB Cell Assay
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Figure 15: Endogenous OSM Human gp130 Assay
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Figure 16: Human LIF KB Cell Assay
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Figure 17: KB Cell Assay
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Figure 18: Human gp130 ELISA
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Figure 19: Human OSM-10G8 mAb Binding Complex-
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Figure 20: KB Cell Assay-
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Figure 21: Human gp130 ELISA-
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Figure 22: KB Cell Assay-
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Figure 23: KB Cell Assay-
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Figure 25:
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Figure 26: Human Hepatocyte Assay- SAA
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Figure 27: Human Hepatocyte Assay- CRP
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Figure 28: Human Fibroblast-Like Synovioctye Assay- IL-6
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Figure 29: Human Fibroblast-Like Synovioctye Assay- MCP-1
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Figure 30: Human Umbilical-Vein Endothelia Cell Assay
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Figure 31: Human Lung Fibroblast Assay- MCP-1

* Ing/ml osm+ Anlibody X

4 3ng/ml osm+ HO(uCDRH1)L1
4 3ng/mi+isotype

& Unstimulated

A
Effect of ant-OSM on OSM (3ng/mi) stim MCP1 (Norma)
an
LR +
) E . '
Q
5
1000
& e
L}
)

[Antibody] ugim!

N b 4 $
A A
PESESSSSSS

Figure 32: Human Lung Fibroblast Assay- IL-6
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Figure 33.
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Pos 95 | 96 | 97 98 99 | 100 | 100A | 1008 | 100C | 100D | 101 | 102
1,55 | 3.38
576 | 572 | 486 | 659 | 541 | 855 | 810 | 481 | 394 | 869 | E- | E-
Ala | E-10 | E-10 | E-10 | E-10 | E-10 | E-09 | E-09 | E-09 | E-10 | E-10 | 09 | 10
664 | 6.51 | 1.50 | 7.08 | 895 | 8.92 | B.12 5.86
Cys E-10 | E-10 | E09 | E-10 | E-09. | E-09 | E-09 E-10
' 3.55
4.42 672 | E-
Asp | E-10 E-10 | 10
7 4.26
7.85 110 6.88 | E-
Gl | E-10 E-09 E-10 | 10
560 | 4.25
6.1 | 6.37 450 [ E | E-
Phe E-10 | E-10 E-10 [ 09 | 10
7.10 | 4.06
517 | 4.88 | 3.07 661 | E- | E-
Gy |E-10|E-10 | E-10 E-10 | 10 | 10
499 | 4.80
His | E-10 | E-10
lle
2.83
6.71 8.73 | E-
Lys E-10 E-10 | 08
4.26
568 | 555 [ 219 | 742 | 1.56 [ 420|335 | 162 | 4.24 E-
Leu | E-10 | E-10 | E-09 E-09 | E-08 | E-10 10
6.49 8.09
Met | E-10 E-10
Asn
501 | 411
442 | 235 | 315 | 986 | 553 | 365 1.05 | E- | E-
Pro | E-10 | E-09 | E-08 | E-10 | E-10 | E-08 E-09 | 09 | 10
1.10 | 3.37
5.70 7.29 E- | E-
Gn | E-10 E-10 09 | 10
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218 | 533

6.84 | 1.56 | 1.85 3.02 6.80 2413 | 1.09 | 1.34 | E- E-

Arg E-09 | E-08 | E-09 | E-09 | E-09 E-08 | E-09 [ E-09 | 09 10
7.72 | 4.44

760 | 467 | 6.32 120 | 6.61 E- E-

E-09 | E-10 | 10 | 10

ser |E-10| E-10 | E-10

j 7.07
100 | 591 | E-
E-09 | E-10 | 10

6.32 | 4.97 | 364
Thr | E-10 | E-10 | E-09

4.40 | 4.26
560 | 6.75 | E- E-
E-10 | E-10 | 10 10

570 | 4.88 | 201 | 100
Val E-10 E-10 E-Og i .'.'...‘ el i

207 | 5.33
6.87 | 711 [UE-7| E-
E-10 | E-10 | 10| 10

186 | 9.79 | 187
Trp | E-08 | E-10 | E-09°

6.78 3.64 | 5009

Tyr E-10 E-10 | E-10
no binding
WT residue

3x decrease in binding

Data generated in a separate experiment



18/18

Figure 34
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