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(57) Abstract: The present invention provides a DNA construct comprising: (a) a starter exon encoding a start codon; (b) a first frame-
switch exon located downstream of the starter exon, the first frame-switch exon comprising a first acceptor splice site, wherein inclusion
or exclusion of the first frame-switch exon during alternative splicing determines the downstream reading frame of the mature mRNA
transcript; and (c) a first specific exon located downstream of the first frame-switch exon, the first specific exon comprising a second
acceptor splice site, a first reporter gene and a second reporter gene, wherein the first reporter gene is upstream or downstream of the
second reporter gene and wherein the first reporter gene is in a different reading frame from the second reporter gene, wherein the
exclusion of the first frame-switch exon causes the first reporter gene to be in-frame with the start codon and wherein the inclusion of
the first frame-switch exon causes the second reporter gene to be in-frame with the start codon.
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