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FIGURES

FIGURE 1. Selected novel Ig Binding proteins.
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FIGURE 2. Remaining activity after NaOH incubation (pos. 8 modifications)
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FIGURE 3. Remaining activity after NaOH incubation (pos. 4 modifications)

160
140
120
100

80

remaining activity [%)]

60 -
40 -
20 -

Parent Q4w

FIGURE 4. Remaining activity after NaOH incubation (pos. 6 modifications)
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FIGURE 5. Elution profile of Belimumab from affinity ligand SEQ ID NO: 51 (pH gradient

pH 6.0 to 2.0)
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Figure 6. DBC10% determination of affinity ligand SEQ ID NO:

completely at pH 4.8.

51; the antibody eluted
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