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Anti-FucosylGM 1388, 18D5, 5Bl1, 7D4, 7E4 VH regions
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Anti-Fucosyl GM1 3C4 VH
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V-segment: VH 3-48
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Anti-Fucosyl GM1 7D4 VK

V-segment: L15
J-segment: JK4
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