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210> 1
<211> 30
<212> DNA
<213> Artificial Sequence
<220>
<223> FMR1-R
<400> 1
agccccgcac ttccaccacc agctcctcca 30
<210> 2
<211> 31
<212> DNA
<213> Artificial Sequence
<220>
<223> AFF2-F
<400> 2
ccatgtcgcg gcttctagect gtccaggctc c 31
<210> 3
<211> 45
<212> DNA
<213> Artificial Sequence
<220>
<223> Shared primer TP
<400> 3
tgctctggac cctgaagtgt gccgttgata cggcggecgge ggegg 45
<210> 4



<211> 30
<212> DNA
<213> Artificial Sequence

<220>
<223> Tail

<400> 4

tgctctggac cctgaagtgt gccgttgata

<210> 5

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> AFF2-R

<400> 5
cgctgecggge tcaggeggge t

<210> 6

<211> 15

<212> DNA

<213> Artificial Sequence

<220>

<223> Sequence immediately upstream of CCG repeat

<400> 6
ccgecgecge cgect

<210> 7

<211> 18

<212> DNA

<213> Artificial Sequence

<220>
<223> SCA1l-F

<400> 7
caaccccgtc accagtgc

<210> 8
<211> 18
<212> DNA

30

21

15

18



<213> Artificial Sequence

<220>
<223> SCA2-F

<400> 8
gtgcgagccg gtgtatgg

<210> 9

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> SCA3-F

<400> 9
atgtctagat ttcctaagat cagcacttcc

<210> 10

<211> 24

<212> DNA

<213> Artificial Sequence

<220>
<223> SCA6-F

<400> 10
tgtagggcag tagttccgta agtg

<210> 11

<211> 23

<212> DNA

<213> Artificial Sequence

<220>
<223> SCA7-F

<400> 11
tgtaggagcg gaaagaatgt cgg

<210> 12

<211> 19

<212> DNA

<213> Artificial Sequence

18

30

24

23



<220>
<223> SCA12-F

<400> 12
cgtggccctt agctgagtg

<210> 13

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> DRPLA-F

<400> 13
gccaacagca atgcccatcc

<210> 14

<211> 35

<212> DNA

<213> Artificial Sequence

<220>
<223> TP-R

<400> 14
gtttcggcgt tacgagtgga ctgctgctge tgctg

<210> 15

<211> 15

<212> DNA

<213> Artificial Sequence

<220>
<223> CGG repeat sequence

<400> 15
cggcggegec g8cgs

<210> 16

<211> 15

<212> DNA

<213> Artificial Sequence

<220>
<223> (TG repeat sequence

19

20

35

15



<400>

16

ctgctgctge tgctg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

17

12

DNA

Artificial Sequence

EPM1 repeat motiff

17

cccecgeeccg cg

15

12



