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SEQUENCES

>fer3 745 amino acids | 640 aa; underlined sequence corresponds to the ID1 domain of FCR3,
Sequence in bold corresponds to DBL2Xb domain of FCR3. Remaining sequence is ID2a (SEQ ID
NO:1)
NYIKGDPYFAEYATKLSFILNPSDANNPSGETANHNDEACNCNESGISSVGQAQTSGPSSNKT
CITHSSIKTNKKKECKDVKLGVRENDKDILKICVIEDTSESGVDNCCCOQDLLGILQENCSDNKR
GSSSNDSCDNKNQDECQKKLEKVFASLTNGYKCDKCKSGTSRSKKKWIWKKSSGNEEGL
QEEYANTIGLPPRTQSLYLGNLPKLENVCEDVKDINFDTKEKFLAGCLIVSFHEGKNLK
KRYPOQNKNSGNKENLCKALEYSFADYGDLIKGTSIWDNEYTKDLELNLQNNFGKLFGK
YIKKNNTAEQDTSYSSLDELRESWWNTNKKYIWTAMKHGAEMNITTCNADGSVTGSGS
SCDDIPTIDLIPQYLRFLQEWVENFCEQRQAKVKDVITNCKSCKESGNKCKTECKTKCK
DECEKYKKFIEACGTAGGGIGTAGSPWSKRWDQIYKRYSKHIEDAKRNRKAGTKNCGT
SSTTNAAASTDENKCVQSDIDSFFKHLIDIGLTTPSSYLSNVLDDNICGADKAPWTTYTTY
TTTEKCNKERDKSKSQSSDTLVVVNVPSPLGNTPYRYKYACQCKIPTNEETCDDRKEYMN
QWSCGSARTMKRGYKNDNYELCKYNGVDVKPTTVRSNSSKLD

>gi| 254952610 | gb | ACT97135.1 | VAR2CSA [Plasmodium falciparum] | 341 aa (SEQ ID
NO:2)
KCDKCKSGTSRSRKIWTWRKSSGNKEGLQEEYANTIGLSPRTQLLYLGNLRKLENVCEDVTD
INFDTKEKFLAGCLIAAFHEGKNLKKRYLEKKKGDNNSKLCKDLKYSFADYGDLIKGTSIWD
NDFTKDLELNLQQIFGKLFRKYIKKKNISTEQDTSYSSLDELRESWWNTNKKYIWLAMKHGA
GMNSTTCSCSGDSSSGENQTNSCDD[PTIDLIPQYLRF LQEWVEHFCEQRQAKVKDVITNCNS
CKESGGTCNSDCEKKCKNKCDAYKTFIEDCKGVGGTGTAGSSWVKRWYQIYMRYSKYIED
AKRNRKAGTKSCGTSSTINVSVSTDENKCVQS-

>M?24 745 amino acids | 656 aa (SEQ ID NO:3)
DYIKGDPYFAEYATKLSFILNSSDANNPSGETANHNDEVCNPNESEISSVGQAQTSDPSSN
KTCNTHSSIKANKKKVCKHVYKLGINNNDKVLRVCVIEDTSLSGVENCCFKDLLGILQEN
CSDNKSGSSSNGSCNNKNQEACEKNLEKVLASLTNCYKCDKCKSGTSTYVNKNWIWKKS
SGNKEGLQKEYANTIGLPPRTHSLYLGNLPKLENVCEDVKDINFDTKEKFLAGCLIAAF
HEGKNLKKRYPQNKNDDNNSKLCKALEYSFADYGDLIKGTSIWDNEYTKDLELNLQQI
FGKLFRKYIKKNISTEQDTLYSSLDELRESWWNTNKKYIWLAMKHGAGMNITTCCGDG
SVTGSGSSCDDIPTIDLIPQYLRFLQEWVEHFCKQRQEKVKDVINSCNSCKNTSSKTKLG
DTCNSDCEKKCKIECEKYKKFIEECRTAVGGTAGSSWSKRWDQIYKMYSKHIEDAKRN
RKAGTKNCGITTGTISGESSGANSGVTTTENKCVQSDIDSFFKHLIDIGLTTPSSYLSIVLD
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DNICGDDKAPWTTYTTYTTYTTTEKCNKERDKSKSQQSNTSYVVVNVPSPLGNTPHGYK
YACQCKIPTNEETCDDRKEYMNQWISDTSKNPKGSGSTNNDYELYTYNGVKETKLPKKLNS
PKLD

>KMWII 745 amino acids | 643 aa (SEQ ID NO:4)

DYIKDDPYSKEYTTKLSFILNSSDANTSSGETANHNDEACNCNESEISSVGQAQTSGPSSN
KTCITHSFIKANKKKVCKDVKLGVRENDKVLRVCVIEDTSLSGVDNCCCQDLLGILQEN
CSDNKRGSSSNGSCNNKNQDECQKKLEKVFVSLTNGYKCDKCKSGTSTYNKKWIWKK
SSGNEKGLQKEYANTIGLPPRTQSLYLGNLPKLGNVCEDVTDINFDTKEKFLAGCLIAAF
HEGKNLKISHEKKKGDNGKKLCKALEYSFADYGDLIKGTSIWDNEYTKDLELNLQKAF
GKLFGKYIKKNIASDENTSYSSLDELRESWWNTNKKYIWTAMKHGAEMNSTMCNADG
SVTGSGSSCDDIPTTDFIPQYLRFLQEWVEHFCKQRQEKVNAVIENCNSCKNTSGERKIG
GTCNGDCKTECKNKCEAYKNFIEDCKGGDGTAGSSWVKRWDQIYKRYSKHIEDAKRN
RKAGTKSCGPSSITNASVSTDENKCVQSDIDSFFKHLIDIGLTTPSSYLSIVLDENNCGEDN
APWTTYTTYTTTEKCNKDKKKSKSQSCNTAVVVNVPSPLGNTPHEYKYACQCKIPTTEE
TCDDRKEYMNQWISDTSKKQKGSGSTNNDYELYTYTGVKETKLPKKLNSPKLD

>1248 745 amino acids | 640 aa (SEQ 1D NO:5)
SYVKNDPYSKEYVTKLSFILNPSDANNPSGETANHNDEACNPNESEIASVGQAQTSDRLS
QKACITHSFIGANKKIVCKDVKLGVREKDKDLKICVIEDDSLRGVENCCFKDLLGILQE
NCSDNKSGSSSNGSCNNKNQDECQKKLDEALASLHNGYKCDKCKSGTSRSKKIWTWRK
FPGNGEGLQKEYANTIGLPPRTQSLYLGNLRKLENVCKGVTDINFDTKEKFLAGCLIAA
FHEGKNLKISNKKKNDDNGKKLCKDLKYSFADYGDLIKGTSIWDNEYTKDLELNLQKI
FGKLFRKYIKKNIASDENTLYSSLDELRESWWNTNKKYIWLAMKHGTTCSSGSGDNGD
GSVTGSGSSCDDMSTIDLIPQYLRFLQEWVEHFCKQRQEKVKDVIENCKSCKNTSGERII
GGTCGSDCKTKCKGECDAYKNFIEECKRGDGTAGSPWSKRWDQIYMRYSKYIEDAKR
NRKAGTKNCGTSSTTNAAENKCVQSDIDSFFKHLIDIGLTTPSSYLSIVLDENICGDDKAP
WTTYTTYTTTEKCNKETDKSKSQSCNTAVVVNVPSPLGNTPHGYKYACECKIPTTEETCD
DRKEYMNQWISDTSKKPKGGRSTNNDYELYTYNGVKETKLPKKSSSSKLD

>gi| 254952618 | gb | ACT97139.1 | VAR2CSA [Plasmodium falciparum] | 358 aa (SEQ ID
NO:6)
KCEKCKSEQSKKNNNIWIWRKFPGNGEGLQKEYANTIGLPPRTHSLYLGNLPKLENVCKDVK
DINFDTKEKFLAGCLIAAFHEGKNLKTTYPQNKNADNNSKLCKDLKYSFADYGDLIKGTSIW
DNDFTKDLELNLQKIFGKLFRKYIKKNIASDENTLY SSLDELRESWWNTNKKYIWLAMKHG
AEMNSTMCNGDGSVTGSSDSGSTTCSGDNGSISCDDIPTIDLIPQYLRFLQEWVEHFCKQRQE
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KVKPVIENCKSCKNTSGERIIGGTCGSDCEKKCKGECDAYKKFIEECKGGGGGTGTAGSPWS
KRWDQIYKRYSKYIEDAKRNRKAGTKSCGPSSTTNAAASTTESKCVQS

>gi|254952592 | gb | ACT97126.1 | VAR2CSA [Plasmodium falciparum] | 333 aa (SEQ ID

NO:7)
KCDKCKSEQSKKNNKNWIWKQFPGNGEGLQKEYANTIGLPPRTHSLYLGNLPKLENVCKGV
TDINFDTKEKFLAGCLIAAFHEGKNLKTSHEKKKGDNGKKLCKDLKYSFADYGDLIKGTSIW
DNDFTKDLELNLQQIFGKLFRKYIKKNISAEQDTSYSSLDELRESWWNTNKKYIWLAMKHGT
TCSSGSGDNGDGSVTGSGSSCDDMPTTDFIPQYLRFLQEWVEHFCKQRQEKVNAVITNCKSC
KESGGTCNSDCEKKCKDECEKYKKFIEECRTAADGTAGSSWSKRWDQIYKMY SKHIEDAKR
NRKAGTKNCGTSSTTNAAENKCVQS

>gi | 90193467 | gb | ABD92329.1 | erythrocyte membrane protein 1 [Plasmodium
falciparum] | 269 aa (SEQ ID NO:8)
DYIKDDPYSKEYTTKLSFILNSSDANTSSGETANHNDEACNCNESEIASVEQASISDRSSQKAY
ITHSSIKTNKKKVCKYVKLGINNNDKVLRVCVIEDTSLSGVENCCFKDLLGILQENCSDNKRG
SSENDSCNNNNEEACQKKLEKVLASLTNGYKCEKCKSGTSRSKKKWIWKKSSGKEGGLQKE
YANTIGLPPRTQSLYLGNLPKLENVCKGVTDINFDTKEKFLAGCLIAAFHEGKNLKPSHQNKN
DDNNSKLCKDLKYSFADY

>gi| 254952616 | gb | ACT97138.1 | VARZCSA [Plasmodium falciparum] | 333 aa (SEQ ID

NO:9)
KCDKCKSGTSRSKKKWTWRKSSGNKEGLQKEYANTIGLPPRTHSLYLGNLRKLENVCEDVT
DINFDTKEKFLAGCLIAAFHEGKNLKTTYPQNKNDDNNSKLCKALKYSFADYGDLIKGTSIW
DNDFTKDLELNLQKIFGKLFRKYIKKNISTEQHTSYSSLDELRESWWNTNKKYIWLAMKHGA
EMNGTTCSCSGDSSDDIPTIDLIPQYLRFLQEWVEHFCKQRQAKVNAVINSCNSCKNTSGERK
LGGTCGSECKTECKNKCDAYKEFIDGTGSGGGTGTAGSSWVKRWDQIYKRYSKYIEDAKRN
RKAGSKNCGTSSTTNAAESKCVQS

>hb31 745 amino acids | 650 aa (SEQ ID NO:10)
SYVKNNPYSAEYVTKLSFILNSSDANTSSETPSKYYDEVCNCNESEISSVGQAQTSGPSSN
KTCITHSSIKTNKKKVCKDVKLGINNNDKVLRVCVIEDTSLSGVDNCCCQDLLGILQEN
CSDKNQSGSSSNGSCNNKNQDECQKKLEKVFASLTNGYKCDKCKSGTSRSKKKWIWR
KSSGNEEGLQKEYANTIGLPPRTQSLYLGNLRKLENVCKGVTDINFDTKEKFLAGCLIA
AFHEGKNLKTTYPONKKKLCKDLKYSFADYGDLIKGTSIWDNEYTKDLELNLQKAFGK
LFRKYIKKNISTEQHTLYSSLDELRESWWNTNKKYIWLAMKHGAGMNSTTCCGDGSVT
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GSGSSCDDIPTIDLIPQYLRFLQEWVEHFCKQRQEKVNAVIENCNSCKECGDTCNGECK
TECEKKCKIECEKYKTFIEECVTAVGGTSGSPWSKRWDQIYKRYSKYIEDAKRNRKAG
TKNCGITTGTISGESSGANSGVTTTENKCVQSDIDSFFKHLIDIGLTTPSSYLSIVLDDNIC
GADNAPWTTYTTYTTYTTTKNCDIKKKTPKSQPINTSVVVNVPSPLGNTPHGYKYACQC
KIPTTEESCDDRKEYMNQWIIDTSKKQKGSGSTNNDYELYTYNGVKETKLPKKSSSSKLD

>hb32 745 amino acids | 643 aa (SEQ ID NO:11)

SYVKDDPYSAEYVTKLSFILNSSDANTSSETPSKYYDEVCNCNESEISSYVGQAQTSGPSSN
KTCITHSSIKTNKKKVCKDVKLGINNNDKVLRVCVIEDTSLSGYDNCCCQDLLGILQEN
CSDKNQSGSSSNGSCNNKNQDECQKKLEKVFASLTNGYKCDKCKSGTSRSKKKWIWR
KSSGNEEGLQKEYANTIGLPPRTQSLYLGNLPKLENVCKGVTDIIYDTKEKFLSGCLIAA
FHEGKNLKTSHEKKNDDNGKKLCKALEYSFADYGDLIKGTSIWDNDFTKDLELNLQKI
FGKLFRKYIKKNNTAEQDTSYSSLDELRESWWNTNKKYIWTAMKHGAGMNSTTCSGD
GSVTGSGSSCDDMPTIDLIPQYLRFLQEWVEHFCKQRQEKVKDVITNCNSCKECGDTCN
GECKTECKTKCKGECEKYKNFIEECNGTADGGTSGSSWSKRWDOQIYKRYSKYIEDAKR
NRKAGTKNCGTSSTTNAAASTTENKCVQSDIDSFFKHLIDIGLTTPSSYLSNVLDDNICGE
DKAPWTTYTTYTTKNCDIQKKTPKPQSCDTLVVVNVPSPLGNTPHGYKYVCECKIPTTE
ETCDDRKEYMNQWIIDTSKKQKGSGSTNNDYELYTYNGVQIKQAAGTLKNSKLD

>gi | 90193475 | gb | ABD92333.1 | erythrocyte membrane protein 1 [Plasmodium
falciparum] | 269 aa (SEQ ID NO:12)
NYIKGDPYSAEYATKLSFILNSSDTENASEKIQKNNDEVCNCNESEIASVEQAPISDRSSQKACI
THSSIKANKKKVCKHVKLGVRENDKDLKICVIEDTSLSGVDNCCCQDLLGILQENCSDNKSG
SSSNGSCNNNNEEICQKKLEKVLASLTNGYKCDKCKSGTSTVNKNWIWKKYSGKEGGLQEE
YANTIGLPPRTQSLYLGNLPKLENVCEDVKDINFDTKEKFLAGCLIAAFHEGKNLKTSNKKK
NDDNNSKLCKALKYSFADY

>gi | 254952600 | gb | ACT97130.1 | VAR2CSA [Plasmodium falciparum] | 344 aa (SEQ ID
NO:13)
KCDKCKSGTSTVNKKWIWKKYSGTEGGLQEEYANTIALPPRTQSLYLGNLPKLENVCKDVT
DINFDTKEKFLAGCLIAAFHEGKNLKTTYLEKKKGDNGKKNDDNNSKLCKALKYSFADYGD
LIKGTSIWDNDFTKDLELNLQQIFGKLFRKYIKKNIASDENTLYSSLDELRESWWNTNKKYIW
LAMKHGAGMNSTMCNADGSVTGSGSSCDDIPTIDLIPQYLRFLQEWVEHFCKQRQAKVKDV
ITNCNSCKECGGTCNGECK TECEKKCKGECDAYKKFIEECKGKADEGTSGSS WSKRWDQIY
KRYSKYIEDAKRNRKAGTKNCGPSSTTSTAESKCVQS
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>gi | 254952598 | gb | ACT97129.1 | VAR2CSA [Plasmodium falciparum] | 334 aa (SEQ 1D
NO:14)
KCDKCKSEQSKKNNNIWIWKKSSGTEGGLQKEYANTIALPPRTQSLYLGNLRKLENVCEDV
KDINFDTKEKFLAGCLIAAFHEGKNLKKRYLEKKNGDNNSKLCKALKYSFADYGDLIKGTSI
WDNEYTKDLELNLQKIFGKLFRKYIKKNNTAEQHTSY SSLDELRESWWNTNKKYIWLAMK
HGTTCSSGSGDNGSISCDDIPTIDLIPQYLRFLQEWVEHFCEQRQGKVNAVIENCNSCKNTSSK
TKLGGTCNGECKTECKGECDAYKEFIEKCKGTAAEGTSGSSWVKRWYQIYMRYSKYIEDAK
RNRKAGTKNCGTSSTTSTAESKCVQS

>gi | 254952596 | gb | ACT97128.1 | VAR2CSA [Plasmodium falciparum] | 332 aa (SEQ ID
NO:15)
KCDKCKSEQSKKNNNIWIWKKSSGTEGGLQKEYANTIALPPRTQSLYLGNLRKLENVCEDV
KDINFDTKEKFLAGCLIAAFHEGKNLKKRYLEKKNGDNNSKLCKALKYSFADYGDLIKGTSI
WDNEY TKDLELNLQKIFGKLFRKYIKKNNTAEQDTSYSSLDELRESWWNTNKKYIWTAMK
HGTTCSSGSGDNGSISCDDIPTIDLIPQY LRFLQEWVEHFCEQRQEKVKDVIKNCNSCKECGG
TCNGECKTECKNKCKDECDAYKKFIEECEGKAAEGTSGSSWSKRWDQIYKRYSKYIEDAKR
NRKAGTKNCGTSSTTSTAENKCVQS

>gi]90193465 | gb | ABD92328.1 | erythrocyte membrane protein 1 [Plasmodium
falciparum] | 267 aa (SEQ ID NO:16)
NYIKDDPYSAEYTTKLSFILNSSDTENASEKIQKNNDEVCNPNESGIACVELAQTSGSSSNKTC
NTHSFIKANKKKVCKDVKLGINKKDKDLKICVIEDDSLRGVDNCCCQDLLGILQENCSDKNQ
SGSSSNGSCNNKNQEACQKKLENVFASLTNGYKCEKCKSEQSKKNNKNWIWKKYSVKEEG
LQKEYANTIALPPRTQSLYLGNLPKLGNVCKGVTDINFDTKEKFLAGCLIAAFHEGKNLKTTY
LONKKKLCKALKYSFADY

>gi | 90193477 | gb | ABD92334.1 | erythrocyte membrane protein 1 [Plasmodium
falciparum] | 263 aa (SEQ ID NO:17)
DYIKGDPYFAEYATKLSFILNSSDANTSSGETANHNDEACNPNESEIASVEQASISDRSSQKAC
NTHSSIKANKKKECKHVKLGVRENDKDLKICVIEDTSLSGVDNCCCQDLLGILQENCSDNKR
GSSSNGSCDKNSEEICQKKLDEALASLHNGYKNQKCKSEQSKKNKNKWIWKKSSGNEKGLQ
KEYANTIGLPPRTQSLYLGNLPKLENVCEDVTDINFDTKEKFLAGCLIAAFHEGKNLKTTYPQ

NKNDDNGKKLCKD

>gi| 254952594 | gb | ACT97127.1 | VAR2CSA [Plasmodium falciparum] | 338 aa (SEQ ID
NO:18)
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KCDKCKSEQSKKNNNIWIWKKSSGNKKGLQKEYANTIGLPPRTQSLYLGNLPKLENVCKDV
TDINFDTKEKFLAGCLIAAFHEGKNLKISNEKKNDDNGKKLCKDLKYSFADYGDLIKGTSIW
DNEYTKDLELNLONNFGKLFRKYIKKNNTAEQHTLYSSLDELRESWWNTNKKYIWLAMKH
GTTCSSGSGDNGDGSVTGSGSSCDDMSTIDLIPQYLRFLQEWVEHFCKQRQEKVNAVIENCN
SCKNTSSKTKLGGTCNGECKTECEKKCKDECEKYKEFIEECKRGDGTAGSPWVKRWDQIYM
RYSKYIEDAKRNRKAGTKSCGTSAAENKCVQS

>gi | 254952602 | gb | ACT97131.1 | VAR2CSA [Plasmodium falciparum] | 341 aa (SEQ ID
NO:19)
KCDKCKSEQSKKNNNIWIWKKSSGDEKGLQKEYANTIALPPRTQSLYLGNLPKLENVCKDV
TDINFDTKEKFLAGCLIAAFHEGKNLK TSHONKNADNGKKNDDNGKKLCKALKYSFADYG
DLIKGTSIWDNEY TKDLELNLQQIFGKLFRKYIKRNNTAEQHTLYSSLDELRESWWNTNKKY
IWLAMKHGTTCSSGSGDNGDGSVTGSGSSCDDMSTIDLIPQYLRFLQEWVEHFCKQRQEKYV
KDVITNCNSCKECGGTCGSDCKTKCEAYKKFIEECNGTADGGTSGSSWSKRWDQIYKRYSK
YIEDAKRNRKAGTKNCGPSSGANSGVTTTENKCVQS

>gi | 254952660 | gb | ACT97160.1 | VAR2CSA [Plasmodium falciparum] | 352 aa (SEQ ID
NO:20)
KCEKCESEQSKKNNKYWIWKKSSGNGEGLQEEYANTIALPPRTHSLCLVCLHEKEGKKTQEL

KNIRTNSELLKERHAAFHEGKNLKTSPONKNDNGKKLCKDLKYSFADYGDLIKGTSIWDNEY

TKDLELNLQKIFGKLFRKYIKKNNTAEQHTLYSSLDELRESWWNTNKKYIWLAMKHGAGM
NSTMCNADGSVTGSSDSGSTTCCGDNGSISCDDMPTIDLIPQYLRFLQEWVEHFCEQRQEKV
NAVITNCKSCKECGGTCNSDCEKKCKAYKEFIEKCKGGGTEGTSGSSWSKRWDQIYKRHSK
HIEDAKRNRKAGTKNCGITTGTISGESSGANSGVTTTENKCVQS

>gi| 254952652 | gb | ACT97156.1 | VAR2CSA [Plasmodium falciparum] | 344 aa (SEQ ID
NO:21)
KCDKCKSGTSRSRKIWTWRKFRGNGEGLQKEYANTIGLSPRTQLLYLVCLHEKGKKTQELK
NISTNSELLKEWITAAFHEGKNLKTTYPQKKNDDNGKKLCKALKYSFADYGDLIKGTSIWDN
DFTKDLELNLQKIFGKLFRKYIKKNIASDENTSYSSLDELRESWWNTNKKYIWTAMKHGAG
MNGTTCCGDGSVTGSSDSGSTTCCGDGSVTGSGSSCDDIPTIDLIPQYLRFLQEWVEHFCEQR
QEKVKDVITNCKSCKESEKKCKNKCDAYKEFIDGTGSGGGTGTAGSSWSKRWDQIYMRY SK
YIEDAKRNRKAGTKNCGTSSGANSGVTTTENKCVQS

>gi]254952622 | gb | ACT97141.1 | VAR2CSA [Plasmodium falciparum] | 350 aa (SEQ ID
NO:22)
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KCEKCKSEQSKKNNKIWTWRKFPGNGEGLQKEYANTIGLSPRTQLLYLVCLHEKGKKTQHK
TISTNSELLKEWITIAAFHEGKNLKKRYLEKKKGDNNSKLCKDLKYSFADY GDLIKGTSIWDN
DFTKDLELNLQQIFGKLFRKYIKKNIASDENTSYSSLDELRESWWNTNKKYIWTAMKHGAG
MNSTMCNGDGSVTGSSDSGSTTCSGDNGSISCDDIPTIDLIPQYLRFLQEWVEHFCEQRQEKYV
KDVIKNCNSCKECGGTCNGECKTECKNKCKDECEKYKNFIEVCTGGDGTAGSPWSKRWYQI
YMRYSKYIEDAKRNRKAGTKSCGTSSGANSGVTTTESKCVQS

>gi | 254952626 | gb | ACT97143.1 | VAR2CSA [Plasmodium falciparum] | 359 aa (SEQ ID
NO:23)
KCEKCKSEQSKKNNKNWIWRKFPGNGEGLQKEYANTIGLPPRTHSLYLVCLHEKGKK TQEL
KNIRTNSELLKEWIIAAFHEGKNLKKRYHQNNNSGNKKKLCKALEY SFADYGDLIKGTSIWD
NEY TKDLELNLQQIFGKLFRKYIKKNISTEQDTLYSSLDELRESWWNTNKKYIWLAMKHGA
GMNSTTCCGDGSVTGSSDSGSTTCSGDNGSISCDDMPTIDLIPQYLRFLQEWVEHFCEQRQEK
VKDVIENCKSCKNTSGERIIGGTCNGECKTECEKKCKAACEAYKTFIEECEGKAAEGTSGSSW
SKRWYQIYMRYSKYIEDAKRNRKAGTKNCGKSSGANSGVTTTENKCVQS

>gi| 90193469 | gb | ABD92330.1 | erythrocyte membrane protein 1 [Plasmodium
falciparum] | 270 aa (SEQ ID NO:24)
NYIKDDPYSKEYVTKLSFIPNSSDANNPSGETANHNDEVCNPNESEISSVEHAQTSVLLSQKA
YITHSSIKANKKKVCKYVKLGVRENDKDLKICVIEDDSLRGVENCCFKDFLRILQENCSDNKR
ESSSNGSCNNNNEEACEKNLDEALASLTNCYKNQKCKSGTSTVNNNKWIWKKSSGKEGGLQ
KEYANTIGLPPRTQSLCLVVCLDEKEGKTQELKNIRTNSELLKEWIIAAFHEGKNLKKRYHQN
KNDDNNSKLCKALKYSFADY

>gi | 254952644 | gb | ACT97152.1 | VAR2CSA [Plasmodium falciparum] | 334 aa (SEQ ID
NO:25)

KCDKCKSEQSKKNNKY WIWKKYSVKEGGLQKEYANTIALPPRTQSLCLVVCLDEKEGKTQE
LKNIRTNSELLKERITAAFHEGKNLKTYHEKKKGDDGKKLCKDLKYSFADYGDLIKGTSIWD
NDFTKDLELNLQKIFGKLFRKYIKKNNTAEQHTSYSSLDELRESWWNTNKKYTWTAMKHGA
EMNGTTCSCSGDSSNDIPTIDLIPQYLRFLQEWVEHFCEQRQAKVNAVIKNCKSCKECGGTCN
GECKTECKTKCKGECEKYKEFIEKCEGQAAEGTSGSSWSKRWYQIYMRY SKYIEDAKRNRK
AGTKNCGTSSGANSGVTTTENKCVQS

>gi [ 254952642 | gb | ACT97151.1 | VAR2CSA {Plasmodium falciparum] | 351 aa (SEQ ID
NO:26) '
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KCDKCKSEQSKKNNKNWIWKKYSGTEGGLQKEYANTIALPPRTQSLYLVCLHEKEEKTQEL
KNISTNSELLKEWIIAAFHEGKNLKISPQNKNDNGKNLCKDLKY SFADYGDLIKGTSIWDNDF
TKDLELNLQQIFGKLFRKYIKKNNTAEQDTLYSSLDELRESWWNTNKKYIWTAMKHGAGM

NGTTCCGDGSVTGSSDSGSTTCCGDGSVTGSGSSCDDIPTIDLIPQYLRFLQEWVEHFCEQRQ

AKVKDVIKNCNSCKECGGTCNGECKTECEKKCKGECEAYKKFIEKCNGGGGEGTSGSSWSK
RWDQIYMRY SKYIEDAKRNRKAGTKNCGTSSTTNAAENKCVQS

>gi | 254952658 | gb | ACT97159.1 | VAR2CSA [Plasmodium falciparum] | 353 aa (SEQ ID
NO:27)
KCDKCKSGTSTVNKK WIWKKFPGKEGGLQEEY ANTIALPPRTQSLCLVVCLDEKEGK TQHK
TISTNSELLKEWIIAAFHEGKNLKISNK KKNDENNSKLCKDLKYSFADYGDLIKGTSIWDNDF
TKDLELNLQKIFGKLFRKYIKKNNTAEQDTSYSSLDELRESW WNTNKKYIWLAMKHGTTCS
SGSGDNGDGSVTGSSDSGSTTCCGDGSVTGSGSSCDDIPTIDLIPQYLRFLQEWVEHFCKQRQ
AKVKDVIENCKSCKNTSSKTKLGDTCNSDCKTKCKVACEKYKEFIEKCVSAAGGTSGSSWV
KRWDQIYMRYSKYIEDAKRNRKAGTKNCGPSSTTSTAESKCVQS

>gi | 254952640 | gb | ACT97150.1 | VAR2CSA [Plasmodium falciparum] | 327 aa (SEQ ID
NO:28)
KCDKCKSGTSTVNKKWIWKKYSGKEGGLQKEYANTIGLPPRTQSLCLVCLHEKEGKTQELK
NISTNSELLKEWIIAAFHEGKNLKISNKKKNDDNGKKLCKDLKYSFADYGDLIKGTSIWDNDF
TKDLELNLQKIFGKLFRKYIKKNNTAEQDTLYSSLDELRESWWNTNKKYIWTAMKHGAGM
NSTTCSCSGDSSNDIPTIDLIPQYLRFLQEWVEHFCKQRQEKVNAVITNCKSCKESGGTCNSD
CEKKCKIECEKYKNFIEKCVTAAGGTSGSSWSKRWDQIYKMY SKYIEDAKRNRKAGTKNCG
PSSTTNAAASTDENKCVQS

>dd2full 745 amino acids | 628 aa (SEQ ID NO:29)
NYIKGDPYFAEYATKLSFILNSSDTENASETPSKYYDEACNCNESEIASVGQAQTSGPSSN
KTCITHSSIKTNKKKECKDVKLGINNNDKVLRVCVIEDTSLSGYDNCCCQDLLGILQEN
CSDNKRGSSSNGSCDKNSEEICQKKLEKVFASLTNGYKCDKCKSGTSRSKKKWIWKKSS
GNEEGLQKEYANTIGLPPRTQSLCLVCLHEKEGKTQHKTISTNSELLKEWIIAAFHEGK
NLKTSHEKKNDDNGKKLCKALEYSFADYGDLIKGTSIWDNEYTKDLELNLQKIFGKLF
RKYIKKNNTAEQHTSYSSLDELRESWWNTNKKYIWTAMKHGAGMNGTTCSCSGDSSN
DMPTIDLIPQYLRFLQEWVEHFCKQRQEKVNAVIENCNSCKESGGTCNSDCKTECKNK
CEAYKEFIEDCKGGGTGTAGSPWSKRWDOQIYKRYSKHIEDAKRNRKAGTKNCGTSSTT
NAAASTDENKCVQSDVDSFFKHLIDIGLTTPSSYLSNVLDDNICGADKAPWTTYTTYTTT
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KNCDIQKKTPKSQSCDTLVVVNVPSPLGNTPHEYKYACECKIPTTEETCDDRKEYMNQWS
CGSAQTVRGRSGKDDYELYTYNGVKETKPLGTLKNSKLD

>gi | 254952636 | gb | ACT97148.1 | VAR2CSA [Plasmodium falciparum] | 350 aa (SEQ ID
NO:30)
KCEKCKSEQSKKNNKNWIWRKFRGTEGGLQEEYANTIGLPPRTQSLCLVVCLDEKGKKTQE
LKNIRTNSELLKEWITAAFHEGKNLKPSHQNKNSGNKENLCKALKYSFADYGDLIKGTSIWD
NDFTKDLELNLQKIFGKLFRKYIKKNNTAEQHTSY SSLDELRESWWNTNKKYIWTAMKHGA
EMNGTTCNADGSVTGSSDSGSTTCSGDNGSISCDDIPTIDLIPQYLRFLQEWVEHFCKQRQEK
VNAVINSCNSCKNTSSKTKLGDTCNSDCKTKCKIECEKYKTFIEKCVTAAGGTSGSPWSKRW
DQIYKRYSKYIEDAKRNRKAGTKNCGPSSTTSTAESKCVQS

>gi | 254952638 | gb | ACT97149.1 | VAR2CSA [Plasmodium falciparum] | 330 aa (SEQ ID
NO:31)
KCDKCKSEQSKKNNKNWIWRKYSGNGEGLQKEYANTIGLPPRTHSLYLVCLHEKEGKTQEL
KNIRTNSELLKEWIAAFHEGKNLKTTYLENKNDENKKKLCKALKYSFADYGDLIKGTSIWD
NDFTKDLELNLQKIFGKLFRKYIKKNIASDENTLYSSLDELRESWWNTNKKYIWTAMKHGAE
MNGTTCSSGSGDNGSISCDDIPTIDLIPQYLRFLQEWVGHFCKQRQEKVNAVITNCNSCKESG
GTCNSDCEKKCKIECEKYKKFIEECRTAAGGTSGSPWSKRWDQIYKMY SKYIEDAKRNRKA
GTKNCGPSSTTSTAESKCVQS

>gi| 254952628 | gb | ACT97144.1 | VAR2CSA [Plasmodium falciparum] | 334 aa (SEQ ID
NO:32)
KCDKCKSEQSKKNNKNWIWRKYSGNGEGLQKEYANTIGLPPRTHSLYLVCLHEKEGKTQHK
TISTNSELLKEWIIAAFHEGKNLKKRYPQNNNSGNKKKLCKDLKYSFADYGDLIKGTSIWDN
EYTKDLELNLQKAFGKLFRKYIKKNIASDENTLYSSLDELRESWWNTNKKYIWLAMKHGAE
MNGTMCNADGSVTGSGSSCDDMSTIDLIPQYLRFLQEWVEHFCEQRQAKVKDVINSCKSCK
ESGDTCNSDCEKKCKNKCDAYKTFIEEFCTADGGTAGSPWSKRWDQIYKRYSKYIEDAKRN
RKAGTKNCGTSSGANSGVTTTENKCVQS

>gi| 254952630 | gb | ACT97145.1 | VAR2CSA [Plasmodium falciparum] | 350 aa (SEQ ID
NO:33)
KCDKCKSGTSTVNKNWIWKKY SGKEEGLQKEYANTIALPPRTHSLYLVCLHEKGKKTQELK
NIRTNSELLKEWITAAFHEGKNLKTSPONNNSGNKKKLCKALKYSFADYGDLIKGTSIWDND
FTKDLELNLQKIFGKLFRKYIKKNNTAEQHTSYSSLDELRESWWNTNKKYIWLAMKHGAEM
NGTTCCGDGSVTGSSDSGSTTCSGDNGSISCDDMPTTDFIPQYLRFLQEWVEHFCKQRQEKV
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KHVMESCKSCKECGDTCNGECKTECEKKCKNKCEAYKTFIEKCVSADGGTSGSSWSKRWD
QIYMRYSKYIEDAKRNRKAGTKNCGTSSTTNAAASTAENKCVQS

>P13 745 amino acids | 647 aa (SEQ ID NO:34)

DYIKDDPYSAEYATKLSFILNPSDANTSSGETANHNDEVCNCNESEIASVELAPISDSSSNK
TCITHSFIGANKKKECKDVKLGVREKDKDLKICVIEDDSLRGVENCCCQDLLGILQENC
SDNKSGSSSNGSCDKNSEDECQKKLENVFASLKNGYKCDKCKSGTSTYVNKKWIWRKYS
GNGEGLQKEYANTIGLPPRTHSLYLVCLHEKEGKTQHKTISTNSELLKEWIIAAFHEGK
NLKTSHQNNNSGNKKKLCKALKYSFADYGDLIKGTSIWDNDFTKDLELNLQKIFGKLF
RKYIKKNIASDENTSYSSLDELRESWWNTNKKYIWLAMKHGAEMNSTMCNGDGSVTG
SSDSGSTTCSGDNGSISCDDIPTIDLIPQYLRFLQEWVEHFCKQRQEKVKDVITNCKSCKE
SGDTCNSDCEKKCKNKCEAYKKFIEERRTAAQGTAESSWVKRWDQIYMRYSKYIEDAK
RNRKAGTKSCGPSSTTNAAASTAENKCVQSDIDSFFKHLIDIGLTTPSSYLSIVLDDNICG
ADNAPWTTYTTYTTTKNCDIKKKTPKPQSCDTLVVVNVPSPLGNTPHEYKYACQCRTPN
KQESCDDRKEYMNQWSSGSAQTVRGRSTNNDYELYTYNGVKETKPLGTLKNSKLD

>01 254952608 | gb | ACT97134.1 | VAR2CSA [Plasmodium falciparum] | 341 aa (SEQ ID
NO:35)
KCDKCKSGTSTVNKKWIWRKSSGNKEGLQKEYANTIGLPPRTQSLYLGNLPKLENVCEDVK
DINFDTKEKFLAGCLIVSFHEGKNLKTSHEKKNDDNGKKLCKALEYSFADYGDLIKGTSIWD
NEYTKDLELNLQKIFGKLFRKYIKKNNTAEQDTSYSSLDELRESWWNTNKKYIWTAMKHGA
GMNITTCCGDGSSGENQTNSCDDIPTIDLIPQYLRFLQEWVEHFCKQRQEKVNAVVTNCKSC
KESGGTCNGECKTKCKNKCEVYKTFIDNVGDGTAGSPWVKRWDQIYKRYSKHIEDAKRNR
KAGTKNCGITTGTISGESSGATSGVTTTENKCVQS

>7g¢8 745 amino acids | 632 aa (SEQ ID NO:36)
NYIKDDPYSKEYVTKLSFIPNSSDANTSSEKIQKNNDEVCNPNESGISSVEQAQTSGPSSNK
TCITHSSIKANKKKECKDVKLGVRENDKDLKICVIEDTSLSGYVDNCCCQDLLGILQENCS
DNKRGSSSNDSCDNKNQDECQKKLDEALESLHNGYKNQKCKSGTSTVNKKWIWKKSS
GNKEGLQKEYANTIGLPPRTQSLYLGNLPKLENVSKGVTDIIYDTKEKFLAGCLIVSFHE
GKNLKTSHEKKNDDNGKKLCKALEYSFADYGDLIKGTSIWDNEYTKDLELNLQKAFGK
LFRKYIKKNISAEQDTSYSSLDELRESWWNTNKKYIWIAMKHGAGMNGTTCCGDGSSG
ENQTNSCDDIPTIDLIPQYLRFLQEWVEHFCEQRQAKVKDVITNCKSCKNTSGERKIGG
TCNGECKTKCKNKCEAYKTFIEHCKGGDGTAGSSWVKRWDQIYKRYSKHIEDAKRNR
KAGTKSCGTSTAENKCVQSDIDSFFKHLIDIGLTTPSSYLSIVLDENNCGEDKAPWTTYT

10/19



10

15

20

25

30

35

TTKNCDIQKDKSKSQSSDTLVVVNVPSPLGNTPHGYKYACQCKIPTTEETCDDRKEYMNQ
WSCGSARTMKRGYKNDNYELCKYNGVDVKPTTVRSSSTKLD

>Indo 745 amino acids | 639 aa (SEQ ID NO:37)

DYIKGDPYSAEYVTKLSFIPNSSDANNPSEKIQKNNDEVCNCNESEISSVGQASISDPSSNK
TCNTHSSIKANKKKVCKDVKLGVRENDKVLKICVIEHTSLRGVDNCCFKDLLGILQEPR
IDKNQSGSSSNGSCDKNSEEACEKNLEKVLASLTNGYKCDKCKSGTSRSKKKWIWKKY
SGKEGGLQEEYANTIGLPPRTQSLCLVVCLDEKEGKTQELKNISTNSELLKEWIIAAFPE
GKNLKPSPEKKKGDNGKKLCKDLKYSFADYGDLIKGTSIWDNEYTKDLELNLQKIFGK
LFRKYIKKNIASDENTLYSSLDELRESWWNTNKKYIWLAMKHGAGMNSTMCNADGSV
TGSGSSCDDMPTIDLIPQYLRFLQEWVEHFCKQRQEKVKPVIENCNSCKNTSSERKIGG
TCNSDCKTECKNKCEVYKKFIEDCKGGDGTAGSSWSKRWDQIYKRYSKYIEDAKRNRK
AGTKNCGPSSTTNAAENKCVQSDIDSFFKHLIDIGLTTPSSYLSTVLDDNICGEDNAPWTT
YTTYTTTKNCDKDKKKSKSQSCDTLVVVNVPSPLGNTPHEYKYACECRTPNKQESCDDR
KEYMNQWISDNTKNPKGSGSGKDYYELYTYNGVDVKPTTVRSSSTKLD

>MC 745 amino acids | 655 aa (SEQ ID NO:38)

DYIKGDPYFAEYATKLSFILNSSDANTSSGETANHNDEACNCNESEISSVEHASISDPSSNK
TCNTHSSIKANKKKVCKHVKLGVRENDKDLRVCVIEHTSLSGVENCCFKDFLRILQENC
SDNKSGSSSNGSCDKNNEEACEKNLEKVFASLTNCYKCEKCKSEQSKKNNKKWTWRKS
SGNKGGLQEEYANTIGLPPRTQSLCLVVCLDEKEGKKTQELKNIRTNSELLKEWIIAAF
HEGKNLKPSHEKKNDDNGKKNDDNNSKLCKDLKYSFADYGDLIKGTSIWDNEYTKDLE
LNLQKIFGKLFRKYIKKNIASDENTLYSSLDELRESWWNTNKKYIWLAMKHGAEMNGT
TCNADGSVTGSGSSCDDIPTIDLIPQYLRFLQEWVEHFCKQRQAKVKDVIENCKSCKES
GNKCKTECKNKCEAYKKFIENCKGGDGTAGSSWVYKRWDQIYMRYSKYIEDAKRNRKA
GTKNCGPSSITNVSASTDENKCVQSDIDSFFKHLIDIGLTTPSSYLSIVLDDNICGDDKAPW
TTYTTYTTYTTYTTYTTYTTYTTTKNCDKERDKSKSQSCNTAVVVNVPSPLGNTPHEYK
YACECRTPSNKELCDDRKEYMNQWSSGSAQTVRDRSGKDYYELYTYNGVKETKLPKKINS
SKLD

>0i| 254952650 | gb | ACT97155.1 | VAR2CSA [Plasmodium falciparum] | 347 aa (SEQ ID
NO:39)
KCDKCKSEQSKKNNKYWIWKKSSVKEEGLQKEYANTIALPPRTHSLCLVVCLDEKGKKTQE
LKNISTNSELLKERITAAFHEGKNLKTTYLEKKNADNNSKLCKALKYSFADYGDLIKGTSIWD
NEYTKDLELNLQQIFGKLFRKYIKKNNTAEQHTLYSSLDELRESWWNTNKKYIWLAMKHGA
GMNGTTCCGDGSVTGSSDSGSTTCSGDNGSISCDDMPTTDFIPQYLRFLQEWVEHFCKQRQE
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KVKDVIENCNSCKNNLGKTEINEKCKTECKNKCEAYKNFIEKFCTADGGTSGSPWSKRWDQI
YKRYSKYIEDAKRNRKAGTKNCGTSSTTSTAENKCVQS

>gi| 254952648 | gb | ACT97154.1 | VAR2CSA [Plasmodium falciparum] | 335 aa (SEQ ID
NO:40)
KCEKCKSGTSTVNKYWIWRKSSGNKEGLQKEYANTIALPPRTHSLCLVVCLDEKEGKTQEL
KNISTNSELLKERITAAFHEGENLK TSHEKKKGDDGKKNADNNSKLCKALKYSFADYGDLIK
GTSIWDNEYTKDLELNLQKIFGKLFRKYIKKNIASDENTSYSSLDELRESWWNTNKKYIWLA
MKHGAGMNGTTCSCSGDSSDDMPTTDFIPQYLRFLQEWVEHFCKQRQENVNAVIENCNSCK
ECGGTCNSDCEKKCKTECKNKCEAYKNFIEKFCTADGGTSGY SWSKRWDQIYKRYSKYIED
AKRNRKAGTKSCGTSSTTSTAESKCVQS

>ghana2 745 amino acids | 667 aa (SEQ ID NO:41)
SYVKNNPYSKEY VTKLSFILNPSDANNPSETPSKYYDEVCNCNESGIACVGQAQTSGPSS
NKTCITHSFIGANKKKVCKDVKLGVREKDKDLKICVIEDTYLSGYDNCCFKDFLGMLQ
ENCSDNKSGSSSNGSCNNKNQDECEKNLDEALASLTNGYKCEKCKSGTSTVNKYWIWR
KSSGNKEGLQKEYANTIALPPRTHSLCLVVCLDEKEGKTQHKTISTNSELLKEWIIAAFH
EGKNLKTSHEKKKGDDGKKNADNNSKLCKALKYSFADYGDLIKGTSIWDNDFTKDLEL
NLQKIFGKLFRKYIKKNIASDENTSYSSLDELRESWWNTNKKYIWLAMKHGAGMNSTT
CCGDGSVTGSSDSGSTTCCGDGSVTGSGSSCDDMPTTDFIPQYLRFLQEWVEHFCKQRQ
ENVNAVIENCNSCKECGGTCNSDCEKKCKTECKGECDAYKEFIEKCNGGAAEGTSGSS
WSKRWDQIYKRYSKYIEDAKRNRKAGTKNCGTSSTTSTAESKCVQSDIDSFFKHLIDIGL
TTPSSYLSIVLDENICGADNAPWTTYTTYTTYTTYTTTEKCNKETDKSKLQQCNTSVVV
NVPSPLGNTPHGYKYVCECRTPNKQETCDDRKEYMNQWISDNTKNPKGSRSTNNDYELYT
YNGVQIKPTTVRSNSTKLD

>gpi] 254952634 | gb | ACT97147.1 | VAR2CSA [Plasmodium falciparum] | 348 aa (SEQ ID
NO:42)
KCDKCKSEQSKKNNKNWIWKKSSGNEKGLQKEYANTIGLPPRTQSLCLVVCLDEKEGKTQE
LKNIRTNSELLKEWIAAFHEGKNLKTSHEKKKGDNNSKLCKDLKYSFADYGDLIKGTSIWD
NEYTKDLELNLONNFGKLFRKYIKKNIASDENTSYSSLDELRESWWNTNKKYIWLAMKHGA
GMNSTTCSSGSGSTTCSSGSGSTTCSSGSGDSCDDMPTIDLIPQYLRFLQEWVEHFCKQRQEK
VNAVIKNCNSCKESGGTCNGECKTECKNKCEAYKTFIEEFCTADGGTSGSPWSKRWDQIYK
MY SKHIEDAKRNRKAGTKNCGPSSTTNVSVSTDENKCVQS

>ghanal 745 amino acids | 652 aa (SEQ ID NO:43)
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DYIKDDPYFAEYVTKLSFILNSSDANNPSGETANHNDEVCNPNESGIASVEQAQTSDPSSN
KTCNTHSSIKANKKKVCKHVKLGVRENDKDLKICVIEHTSLSGVENCCCQDFLRILQEN
CSDNKSGSSSNGSCNNKNQEACEKNLEKVLASLTNCYKCDKCKSEQSKKNNKNWIWK
KSSGNEKGLQKEYANTIGLPPRTQSLCLVVCLDEKEGKTQELKNIRTNSELLKEWIIAAF
HEGKNLKKRYPQNKNDDNNSKLCKDLKYSFADYGDLIKGTSIWDNEYTKDLEENLQNN
FGKLFRKYIKKNISTEQDTLYSSLDELRESWWNTNKKYIWLAMKHGAGMNSTTCSSGS
GSTTCSSGSGSTTCSSGSGDSCDDMPTTDFIPQYLRFLQEWVEHFCKQRQEKVNAVIKN
CNSCKESGGTCNGECKTECKNKCEAYKTFIEEFCTADGGTSGSPWSKRWDQIYKMYSK
HIEDAKRNRKAGTKNCGPSSTTNVSVSTDENKCVQSDIDSFFKHLIDIGLTTPSSYLSIVL
DDNICGEDKAPWTTYTTYTTTKKCNKETDKSKSQSCNTAVVVNVPSPLGNTPHGYKYA
CECKIPTTEETCDDRKEYMNQWIIDTSKKQKGSGSGKDDYELYTYNGVDVKPTTVRSNSTKL

D

>V1S1 745 amino acids | 628 aa (SEQ ID NO:44)
DYIKDDPYSAQYTTKLSFILNPSDANTSSEKIQKNNDEACNCNESGISSVGQAQTSGPSSN
KTCITHSSIKANKKKVCKDVKLGINNNDKVLRVCVIEDTSLSGVDNCCCQDLLGILQEN
CSDNKRGSSSNGSCNNNNEEACEKNLDEAPASLHNG YKNQKCKSGTSRSKKKWIWKKS
SGNEKGLQEEYANTIGLPPRTQSLCLVCLHEKEGKTQHKTISTNSELLKEWHAAFHEG
KNLKTSHEKKNDDNGKKLCKALEYSFADYGDLIKGTSIWDNEYTKDLELNLQKAFGKL
FRKYIKKNNTAEQDTSYSSLDELRESWWNTNKKYIWIAMKHGAGMNGTTCSCSGDSSN
DMPTIDLIPQYLRFLQEWVEHFCEQRQAKVKDVITNCKSCKESGNKCKTECKTKCKDE
CEKYKTFIEDCNGGGTGTAGSSWVKRWDQIYKRYSKHIEDAKRNRKAGTKNCGPSSIT
NAAASTDENKCVQSDIDSFFKHLIDIGLTTPSSYLSNVLDENSCGDDKAPWTTYTTYTTT
KNCDIQKDKSKSQPINTSVVVNVPSPLGNTPYRYKYACECKIPTTEESCDDRKEYMNQWS
CGSARTMKRGYKNDNYELCKYNGVDVKPTTVRSNSSKLD

>raj116_var25 745 amino acids | 653 aa (SEQ ID NO:45)
DYIKGDPYFAEYATKLSFILNPSDTENASETPSKYYDEACNPNESEIASVEQAQTSGPSSN
KTCITHSSIKTNKKKECKDVKLGVRENDKDLKICVIEDTSLSGYVDNCCFKDLLGILQENC
SDNKRGSSSNDSCNNNNEEACEKNLDEALASLTNGYKCDKCKSGTSTVNKKWTWRKSS
GNEEGLQKEYANTIGLPPRTQSLCLVCLHEKEGKTKHKTISTNSELLKEWIIAAFHEGK
NLKTSHEKKNDDNGKKLCKALEYSFADYGDLIKGTSIWDNEYTKDLELNLQKAFGKLF
RKYIKKNNTAEQDTSYSSLDELRESWWNTNKKYIWTAMKHGAEMNGTTCSSGSGDNG
DSSITGSSDSGSTTCSGDNGSISCDDIPTTDFIPQYLRFLQEWVEHFCEQRQAKVKDVINS
CNSCNESGGTCNGECKTKCKDECEKYKKFIEDCNGGDGTAGSSWVYKRWDQIYKRYSK
HIEDAKRNRKAGTKNCGPSSITNAAASTDENKCVQSDVDSFFKHLIDIGLTTPSSYLSIVL
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DENSCGDDKAPWTTYTTYTTTEKCNKERDKSKSQSSDTLVVVNVPSPLGNTPHEYKYA
CECKIPTNEETCDDRKDYMNQWISDTSKKQKGSGSGKDYYELYTYNGVQIKQAAGRSSSTK
LD

>gi]31323048 | gb | AAP37940.1 | var2csa [Plasmodium falciparum] | 490 aa (SEQ ID
NO:46)
KCDKCKSEQSKKNNNKWIWKKYSGNGEGLQKEYANTIGLPPRTQSLCLVCLHEKEGKTQHK
TISTNSELLKEWIIAAFHEGKNLKKRYPQNKNDDNNSKLCKALEYSFADYGDLIKGTSIWDNE
YTKDLELNLQKAFGKLFRKYIKKNNTAEQDTSYSSLDELRESWWNTNKKYIWTAMKHGAE
MNGTTCSSGSGDNGDSSCDDIPTIDLIPQYLRFLQEWVEHFCKQRQAKVKDVINSCNSCKNTS
GERKIGGTCNSDCEKKCKVACDAYKTFIEECRTAVGGTAGSSWVKRWDQIYKRYSKHIEDA
KRNRKAGTKNCGPSSTTNAAENKCVQSDIDSFFKHLIDIGLTTPSSYLSNVLDENSCGADKAP
WTTYTTYTTYTTYTTYTTTEKCNKERDKSKSQQSNTSVVVNVPSPLGNTPHEYKYACECKIP
TTEETCDDRKEYMNQWIIDNTKNPKGSGSTDNDYELYTYNGVQIKQAAGRSSSTKLD

>gi | 254952620 | gb | ACT97140.1 | VAR2CSA [Plasmodium falciparum] | 335 aa (SEQ ID
NO:47)
KCEKCKSGTSTVNNKWIWRKSSGKEGGLQKEYANTIGLPPRTQSLYLGNLPKLENVCKGVT
DIIYDTKEKFLSGCLIAAFHEGKNLKTTYLEKKNDDNGKKLCKALEYSFADYGDLIKGTSIWD
NEYTKDLELNLQKIFGKLFRKYIKKNNTAEQDTSYSSLDELRESWWNTNKKYIWIAMKHGA
GMNGTTCSSGSGDSSNDIPTTDFIPQYLRFLQEWVENFCEQRQAKVKPVIENCNSCKESGGTC
NGECKTKCKVACDAYKKFIDGTGSGGGSRPTGIAGSSWSKRWDQIYKRYSKHIEDAKRNRK
AGTKNCGPSSITNVSVSTDENKCVQS

>T2C6 745 amino acids | 637 aa (SEQ ID NO:48)

NYIKDDPYSKEYVTKLSFIPNSSDANTSSEKIQKNNDEVCNPNESGISSVEQAQTSDPSSNK
TCITHSSIKANKKKECKDVKLGVRENDKDLKICVIEHTSLSGVDNCCFKDFLRMLQEPRI
DKNQRGSSSNGSCDKNSEEACEKNLDEALASLTNGYKCDKCKSEQSKKNNNKWIWKK
FPGKEGGLQEEYANTIGLPPRTQYLCLVVCLDEKEGKTQELKNIRTNSELLKEWIIAAF
HEGKNLKTTYPQKKNDDNGKKLCKDLKYSFADYGDLIKGTSIWDNEYTKNVELNLQN
NFGKLFRKYIKKNNTAEQDTSYSSLDELRESWWNTNKKYIWLAMKHGAEMNSTTCCG
DGSVTGSGSSCDDIPTIDLIPQYLRFLQEWVEHFCKQRQAKVKDVITNCNSCKESGNKC
KTECKNKCKDECEKYKKFIEACGTAVGGTGTAGSPWSKRWDQIYKRYSKHIEDAKRN
RKAGTKNCGPSSTTNAAENKCVQSDIDSFFKHLIDIGLTTPSSYLSIVLDDNICGADKAPW
TTYTTYTTENCDIQKKTPKSQSCDTLVVVNVPSPLGNTPHGYKYACQCRTPNKQESCDD
RKEYMNQWIIDNTKNPKGSGSGKDYYELCKYNGVKETKPLGTLKNSKLD
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>gi | 254952632 | gb | ACT97146.1 | VAR2CSA [Plasmodium falciparum] | 330 aa (SEQ ID
NO:49)
KCDKCKSEQSKKNNNKWIWRKFPGKEGGLQKEYANTIGLPPRTQSLCLVCLHEKEGKTQHK
TISTNSELLKEWIIAAFHEGKNLKTTYLEKKNAENKKKLCKALKYSFADYGDLIKGTSIWDNE
YTKDLELNLQKIFGKLFRKYIKKNNTAEQDTSYSSLDELRESWWNTNKKYIWTAMKHGAG
MNGTMCNADGSVTGSGSSCDDMPTTDFIPQYLRFLQEWVEHFCKQRQAKVKDVIENCKSCK
ESGNKCKTECKNKCDAYKTFIEECGTAVGGTAGSSWVKRWDQIYKRY SKHIEDAKRNRKA
GTKNCGTSSTTNAAASTAENKCVQS

>gi| 90193487 | gb | ABD92339.1 | erythrocyte membrane protein 1 [Plasmodium
falciparum] | 269 aa (SEQ ID NO:50)
NYIKDDPYSKEYVTKLSFILNSSDAENASETPSKYYDEACNCNESGISSVEQASISDRSSQKAC
NTHSFIGANKKKVCKHVKLGVRENDKDLKICVIEDDSLRGVENCCFKDFLRMLQEPRIDKNQ
RGSSSNDSCNNNNEEACEKNLDEALASLHNGYKNQKCKSEQSKKNNNKWIWKKSSGKEGG
LQKEYANTIGLPPRTQSLCLVCLHEKEGKTQHKTISTNSELLKEWIIDAFHEGKNLKTTYLEK
KKGDNGKKLCKALKYSFADY

>gi| 254952646 | gb | ACT97153.1 | VAR2CSA [Plasmodium falciparum] | 347 aa (SEQ ID
NO:51)
KCDKCKSEQSKKNNKNWIWKKSSGKEGGLQKEYANTIALPPRTQSLCLVVCLHEKEGKTQH
KTISTNSELLKEWIIDAFHEGKNLKTTYLEKQNADNGKKNADNNSKLCKDLKYSFADYGDLI
KGTSIWDNEYTKDLELNLQQIFGKLFRKYIKKNIASDENTLYSSLDELRESWWNTNKKYIWT
AMKHGAEMNGTTCSSGSGDSSSGENQTNSCDDIPTIDLIPQYLRFLQEWVEHFCEQRQAKVK
DVITNCKSCKESGGTCNSDCKTKCKGECEKYKKFIEKCKGGGTEGTSGSSWVKRWYQIYMR
YSKYIEDAKRNRKAGTKSCGTSSGANSGVTTTESKCVQS

>gi| 90193485 | gb | ABD92338.1 | erythrocyte membrane protein 1 [Plasmodium
falciparum] | 269 aa (SEQ ID NO:52)
DYIKDDPYSKEYTTKLSFILNSSDANTSSEKIQKNNDEVCNPNESEISSVEQAQTSRPSSNKTCI
THSSIKANKKKVCKDVKLGVRENDKVLRVCVIEHTSLSGVENCCCQDLLGILQENCSDNKRG
SSSNGSCDKNSEEACEKNLDEALASLTNCYKNQKCKSEQSKKNNNKWIWKKSSGNEKGLQK
EYANTIGLPPRTQSLCLVCLHEKEGKTQELKNISTNSELLKEWHAAFHEGKNLKTTYPQNKN
DDNGKKLFKDLKYSFADY

>MTS1 745 amino acids | 646 aa (SEQ ID NO:53)
DYIKDDPYSKEYTTKLSFILNSSDANTSSEKIQKNNDEVCNPNESEISSVEQAQTSRPSSNK
TCITHSSIKANKKKVCKDVKLGVRENDKVLRVCVIEHTSLSGVENCCCQDLLGILQENC
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SDNKRGSSSNGSCDKNSEEACEKNLDEALASLTNCYKNQKCKSEQSKKNNNKWIWKKS
SGKEGGLQKEYANTIGLPPRTQSLYLGNLPKLENVCKGVTDINFDTKEKFLAGCLIAAF
HEGKNLKTTYLEKKNDDNGKKLCKALEYSFADYGDLIKGTSIWDNEYTKDLELNLQKA
FGKLFRKYIKKNNTAEQDTSYSSLDELRESWWNTNKKYIWTAMKHGAGMNGTTCSSG
SGDSSNDIPTTDFIPQYLRFLQEWVENFCEQRQAKVKDVIENCNSCKNTSGERKIGDTCN
SDCEKKCKDECEKYKKFIEDCKGGDGTAGSSWVKRWDQIYKRYSKHIEDAKRNRKAG
TKNCGITTGTISGESSGATSGVTTTENKCVQSDIDSFFKHLIDIGLTTPSSYLSNVLDDNIC
GEDNAPWTTYTTYTTEKCNKETDKSKSQQSNTAVVVNVPSPLGNTPHGYKYACECKIPT
TEETCDDRKEYMNQWSCGSAQTVRDRSGKDDYELCKYNGVQIKQAAGTLKNSKLD

>Q81639 (Q81639 PLAF7) Plasmodium falciparum (isolate 3D7), 632 aa extracellular part
(SEQ ID NO:54)
NYIKGDPYFAEYATKLSFILNSSDANNPSEKIQKNNDEVCNCNESGIASVEQEQISDPSSN
KTCITHSSIKANKKKVCKHVKLGVRENDKDLRVCVIEHTSLSGVENCCCQDFLRILQEN
CSDNKSGSSSNGSCNNKNQEACEKNLEKVLASLTNCYKCDKCKSEQSKKNNKNWIWK
KSSGKEGGLQKEYANTIGLPPRTQSLCLVVCLDEKGKKTQELKNIRTNSELLKEWIIAA
FHEGKNLKPSHEKKNDDNGKKLCKALEYSFADYGDLIKGTSIWDNEYTKDLELNLQKI
FGKLFRKYIKKNNTAEQDTSYSSLDELRESWWNTNKKYIWLAMKHGAGMNSTTCCGD
GSVTGSGSSCDDIPTIDLIPQYLRFLQEWVEHFCKQRQEKVKPVIENCKSCKESGGTCNG
ECKTECKNKCEVYKKFIEDCKGGDGTAGSSWVKRWDQIYKRYSKYIEDAKRNRKAGT
KNCGPSSTTINAAENKCVQSDIDSFFKHLIDIGLTTPSSYLSIVLDDNICGADKAPWTTYTT
YTTTEKCNKETDKSKLQQCNTAVVVNVPSPLGNTPHGYKYACQCKIPTNEETCDDRKEY
MNQWSCGSARTMKRGYKNDNYELCKYNGVDVKPTTVRSNSSKLD

>Q81639 (Q81639 PLAF7) Plasmodium falciparum (isolate 3D7), complete 2730 aa
extracellular part (SEQ ID NO:55)
MDKSSIANKIEAYLGAKSDDSKIDQSLKADPSEVQYYGSGGDGYYLRKNICKITVNHSDSGT
NDPCDRIPPPYGDNDQWKCAIILSKVSEKPENVFVPPRRQRMCINNLEKLNVDKIRDKHAFLA
DVLLTARNEGERIVONHPDTNSSNVCNALERSFADIADIIRGTDLWKGTNSNLEQNLKQMFA
KIRENDKVLQDKYPKDQNYRKLREDWWNANRQKVWEVITCGARSNDLLIKRGWRTSGKSN
GDNKLELCRKCGHYEEKVPTKLDYVPQFLRWLTEWIEDFYREKQNLIDDMERHREECTSED
HKSKEGTSYCSTCKDKCKKYCECVKKWKSEWENQKNKYTELYQQNKNETSQKNTSRYDD
YVKDFFKKLEANYSSLENYIKGDPYFAEYATKLSFILNSSDANNPSEKIQKNNDEVCNCNESG
TASVEQEQISDPSSNKTCITHSSIKANKKKVCKHVKLGVRENDKDLRVCVIEHTSLSGVENCC
CQDFLRILQENCSDNKSGSSSNGSCNNKNQEACEKNLEKVLASLTNCYKCDKCKSEQSKKN
NKNWIWKKSSGKEGGLQKEYANTIGLPPRTQSLCLVVCLDEKGKKTQELKNIRTNSELLKE
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WIHAAFHEGKNLKPSHEKKNDDNGKKLCKALEY SFADYGDLIKGTSIWDNEY TKDLELNLQ
KIFGKLFRKYIKKNNTAEQDTSYSSLDELRESWWNTNKKYIWLAMKHGAGMNSTTCCGDGS
VTGSGSSCDDIPTIDLIPQYLRFLQEWVEHFCKQRQEKVKPVIENCKSCKESGGTCNGECKTE
CKNKCEVYKKFIEDCKGGDGTAGSSWVKRWDQIYKRYSKYIEDAKRNRKAGTKNCGPSSTT
NAAENKCVQSDIDSFFKHLIDIGLTTPSSYLSIVLDDNICGADKAPWTTYTTYTTTEKCNKETD
KSKLQQCNTAVVVNVPSPLGNTPHGYKYACQCKIPTNEETCDDRKEYMNQWSCGSARTMK
RGYKNDNYELCKYNGVDVKPTTVRSNSSKLDDKDVTFFNLFEQWNKEIQYQIEQYMTNTKI
SCNNEKNVLSRVSDEAAQPKFSDNERDRNSITHEDKNCKEKCKCY SLWIEKINDQWDKQKD
NYNKFQRKQIYDANKGSQNKKVVSLSNFLFFSCWEEYIQKYFNGDWSKIKNIGSDTFEFLIKK
CGNDSGDGETIFSEKLNNAEKKCKENESTNNKMKSSETSCDCSEPIYIRGCQPKIYDGKIFPGK
GGEKQWICKDTIIHGDTNGACIPPRTQNLCVGELWDKRYGGRSNIKNDTKESLKQKIKNAIQ
KETELLYEYHDKGTAIISRNPMKGQKEKEEKNNDSNGLPKGFCHAVQRSFIDYKNMILGTSV
NIYEYIGKLQEDIKKIEKGTTKQNGKTVGSGAENVNAWWKGIEGEMWDAVRCAITKINKKQ
KKNGTFSIDECGIFPPTGNDEDQSVSWFKEWSEQFCIERLQYEKNIRDACTNNGQGDKIQGDC
KRKCEEYKKYISEKKQEWDKQKTKYENKYVGKSASDLLKENYPECISANFDFIFNDNIEYKT
YYPYGDYSSICSCEQVKYYEYNNAEKKNNKSLCHEKGNDRTWSKKYIKKLENGRTLEGVYV
PPRRQQLCLYELFPIIIKNKNDITNAKKELLETLQIVAEREAYYLWKQYHAHNDTTYLAHKKA
CCAIRGSFYDLEDIIKGNDLVHDEYTKYIDSKLNEIFDSSNKNDIETKRARTDWWENEAIAVP
NITGANKSDPKTIRQLVWDAMQSGVRKAIDEEKEKKKPNENFPPCMGVQHIGIAKPQFIRWL
EEWTNEFCEKYTKYFEDMKSNCNLRKGADDCDDNSNIECKKACANYTNWLNPKRIEWNGM
SNYYNKIYRKSNKESEDGKDYSMIMEPTVIDYLNKRCNGEINGNYICCSCKNIGENSTSGTVN
KKLQKKETQCEDNKGPLDLMNKVLNKMDPKYSEHKMKCTEVYLEHVEEQLKEIDNAIKDY
KLYPLDRCFDDKSKMKVCDLIGDAIGCKHKTKLDELDEWNDVDMRDPYNKYKGVLIPPRRR
QLCFSRIVRGPANLRNLKEFKEEILKGAQSEGKFLGNY YNEDKDKEKAL EAMKNSFYDYEYII
KGSDMLTNIQFKDIKRKLDRLLEKETNNTEKVDDWWETNKKSIWNAMLCGYKKSGNKIIDP
SWCTIPTTETPPQFLRWIKEWGTNVCIQKEEHKEY VKSKCSNVTNLGAQESESKNCTSEIKKY
QEWSRKRSIQWEAISEGYKKYKGMDEFKNTFKNIKEPDANEPNANEYLKKHCSKCPCGFND
MQEITKYTNIGNEAFKQIKEQVDIPAELEDVIYRLKHHEYDKGNDYICNKYKNINVNMKKNN
DDTWTDLVKNSSDINKGVLLPPRRKNLFLKIDESDICKYKRDPKLFKDFIYSSAISEVERLKKYV
YGEAKTKVVHAMKY SFADIGSIIKGDDMMENNSSDKIGKILGDGVGQNEKRKKWWDMNK
YHIWESMLCGYKHAYGNISENDRKMLDIPNNDDEHQFLRWFQEWTENFCTKRNELYENMV
TACNSAKCNTSNGSVDKKECTEACKNY SNFILIKKKEYQSLNSQYDMNYKETKAEKKESPEY
FKDKCNGECSCLSEYFKDETRWKNPYETLDDTEVKNNCMCKPPPPASNNTSDILQKTIPFGIA
LALGSIAFLFMKKKPKTPVDLLRVLDIPKGDYGIPTPKSSNRYIPYASDRYKGKTYIYMEGDT
SGDDDKYIWDL
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>FCR3 (SEQ ID NO:56) complete 2734 aa extracellular part (577 aa highlighted corr. ID1-

DBL2b)
MDSTSTIANKIEEYLGAKSDDSKIDELLKADPSEVEYYRSGGDGDYLKNNICKITVNHSDSGK
YDPCEKKLPPYDDNDQWKCQQNSSDGSGKPENICVPPRRERLCTYNLENLKFDKIRDNNAFL
ADVLLTARNEGEKIVQNHPDTNSSNVCNALERSFADLADIIRGTDQWKGTNSNLEKNLKQM
FAKIRENDKVLQDKYPKDQKYTKLREAWWNANRQKVWEVITCGARSNDLLIKRGWRTSGK
SDRKKNFELCRKCGHYEKEVPTKLDYVPQFLRWLTEWIEDFYREKQNLIDDMERHREECTR
EDHKSKEGTSYCSTCKDKCKKYCECVKKWKTEWENQENKYKDLYEQNKNKTSQKNTSRY
DDYVKDFFEKLEANYSSLENYIKGDPYFAEYATKLSFILNPSDANNPSGETANHNDEACNC
NESGISSVGQAQTSGPSSNKTCITHSSIKTNKKKECKDVKLGVRENDKDLKICVIEDTSLS
GVDNCCCQDLLGILQENCSDNKRGSSSNDSCDNKNQDECQKKLEKVFASLTNGYKCDK
CKSGTSRSKKKWIWKKSSGNEEGLQEEYANTIGLPPRTQSLYLGNLPKLENVCEDVKDI
NFDTKEKFLAGCLIVSFHEGKNLKKRYPQNKNSGNKENLCKALEYSFADYGDLIKGTSI
WDNEYTKDLELNLQNNFGKLFGKYIKKNNTAEQDTSYSSLDELRESWWNTNKKYIWT
AMKHGAEMNITTCNADGSVTGSGSSCDDIPTIDLIPQYLRFLQEWVENFCEQRQAKVKD
VITNCKSCKESGNKCKTECKTKCKDECEKYKKFIEACGTAGGGIGTAGSPWSKRWDQI
YKRYSKHIEDAKRNRKAGTKNCGTSSTTNAAASTDENKCVQSDIDSFFKHLIDIGLTTPS
SYLSNVLDDNICGADKAPWTTYTTYTTTEKCNKERDKSKSQSSDTLYVVNVPSPLGNTP
YRYKYACQCKIPTNEETCDDRKEYMNQWSCGSARTMKRGYKNDNYELCKYNGVDVKPTT
VRSNSSKLDGNDVTFFNLFEQWNKEIQYQIEQYMTNANISCIDEKEVLDSVSDEGTPKVRGG
YEDGRNNNTDQGTNCKEKCKCYKLWIEKINDQWGKQKDNYNKFRSKQIYDANKGSQNKK
VVSLSNFLFFSCWEEYIQKYFNGDWSKIKNIGSDTFEFLIKKCGNNSAHGEEIFNEKLKNAEK
KCKENESTDTNINKSETSCDLNATNYIRGCQSKTYDGKIFPGKGGEKQWICKDTHHGDTNGA
CIPPRTQNLCVGELWDKSYGGRSNIKNDTKELLKEKIKNAIHKETELLYEYHDTGTAIISKND
KKGQKGKNDPNGLPKGFCHAVQRSFIDYKNMILGTSVNIYEHIGKLQEDIKKIIEKGTPQQKD
KIGGVGSSTENVNAWWKGIEREMWDAVRCAITKINKKNNNSIFNGDECGVSPPTGNDEDQS
VSWFKEWGEQFCIERLRYEQNIREACTINGKNEKKCINSKSGQGDKIQGACKRKCEKYKKYI
SEKKQEWDKQKTKYENKY VGKSASDLLKENYPECISANFDFIFNDNIEYKTYYPYGDYSSICS
CEQVKYYKYNNAEKKNNKSLCYEKDNDMTWSKKYIKKLENGRSLEGVYVPPRRQQLCLYE
LFPIHIKNEEGMEKAKEELLETLQIVAEREAYYLWKQYNPTGKGIDDANKKACCAIRGSFYDL
EDIUKGNDLVHDEYTKYIDSKLNEIFGSSDTNDIDTKRARTDWWENETITNGTDRKTIRQLVW
DAMQSGVRYAVEEKNENFPLCMGVEHIGIAKPQFIRWLEEWTNEFCEKY TKYFEDMKSKCD
PPKRADTCGDNSNIECKKACANYTNWLNPKRIEWNGMSNY YNKIYRKSNKESEGGKDY SMI
MAPTVIDYLNKRCHGEINGNYICCSCKNIGAYNTTSGTVNKKLQKKETECEEEKGPLDLMNE
VLNKMDKKYSAHKMKCTEVYLEHVEEQLNEIDNAIKDYKLYPLDRCFDDQTKMKVCDLIA
DAIGCKDKTKLDELDEWNDMDLRGTYNKHKGVLIPPRRRQLCFSRIVRGPANLRSLNEFKEE
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ILKGAQSEGKFLGNYYKEHKDKEKALEAMKNSFYDYEDIIKGTDMLTNIEFKDIKIKLDRLLE
KETNNTKKAEDWWKTNKKSIWNAMLCGYKKSGNKIIDPSWCTIPTTETPPQFLRWIKEWGT
NVCIQKQEHKEYVKSKCSNVTNLGAQASESNNCTSEIKKYQEWSRKRSIRWETISKRYKKYK
RMDILKDVKEPDANTYLREHCSKCPCGFNDMEEMNNNEDNEKEAFKQIKEQVKIPAELEDVI
YRIKHHEYDKGNDYICNKYKNIHDRMKKNNGNFVTDNFVKKSWEISNGVLIPPRRKNLFLYI
DPSKICEYKKDPKLFKDFIY WSAFTEVERLKKAYGGARAKVVHAMKY SFTDIGSIIKGDDMM
EKNSSDKIGKILGDTDGQNEKRKKWWDMNKYHIWESMLCGYREAEGDTETNENCRFPDIES
VPQFLRWFQEWSENFCDRRQKLYDKLNSECISAECITNGSVDNSKCTHACVNYKNYILTKKT
EYEIQTNKYDNEFKNKNSNDKDAPDYLKEKCNDNKCECLNKHIDDKNKTWKNPYETLEDTF
KSKCDCPKPLPSPIKPDDLPPQADEPFDPTILQTTIPFGIALALGSIAFLFMKVIYIYIYVCCICMY
VCMYVCMYVCMYVCMYVCMHVCMLCVY VIY VEKICIYIEKEKRKK

>BPT]I, protease inhibitor (SEQ ID NO:57)
RPDFCLEPPYTGPCKARIIRYFYNAKAGLCQTFVYGGCRAKRNNFKSAEDCMRTCGGA
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