SEQUENCE LISTING
<110> Accelerate Technologies

<120> METHODS FOR TERPENE SYNTHASES DISCOVERY AND APPLICATION IN
TERPENOID PRODUCTION

<130> 9869SG4986

<160> 180

<170> Patentln version 3.5

<210> 1

<211> 384

<212> PRT

<213> Agrocybe aegerita

<400> 1

Met His Ser Ser Thr Gln Leu Phe Thr His Ser Pro Thr Lys Met Gln
1 5 10 15

Ile Ile Leu Pro Asp Leu Leu Cys Ser Trp Gly Tyr Lys Gly Phe Leu
20 25 30

Asn Pro His Tyr Glu Gly Ala Lys Ala Glu Ser Asn Thr Trp Ile Arg
35 40 45

Pro Leu Val Val Lys Leu Phe Asp Glu Arg Gly Gln Lys Ala Phe Ala
50 55 60

Lys Asp Tyr Thr Gly Leu Leu Ala Ser Met Thr Tyr Pro His His Asn
65 70 75 80

Lys Glu Phe Leu Cys Val Ala Cys Asp Met Met Asn Leu Phe Phe Val
85 90 95

Tyr Asp Glu Tyr Thr Asp Ile Thr Pro Pro Glu Thr Ala Gln Arg Leu
100 105 110

Ala Lys Ile Val Val Asn Ala Met Arg Asn Pro Asp Glu Ile Ala Ala
115 120 125

Leu Gly Glu Asp Ser Ile Gly Thr Met Thr Lys Gln Phe Trp Arg Arg
130 135 140



Ala Met Thr Leu Leu Pro Pro Asn Gly Cys Asn Ser Glu Ser Cys Ile
145 150 155 160

Gln His Phe Ile Asp Tyr Thr Glu Glu Tyr Leu Thr Ala Val Thr Arg
165 170 175

Glu Ala Cys Asp Arg Ser Ser Gly Ser Val His Ala Val Lys Asp Tyr
180 185 190

Leu Ala Met Arg Arg Ala Thr Ser Gly Ala Gly Leu Met Val Gly Leu
195 200 205

Leu Glu Phe Gly Leu Asp Leu Pro Glu Glu Val Met Lys His Glu Val
210 215 220

Ile Gln Glu Leu Ser Thr Gly Ala Ile Asp Met Tyr Cys Leu Leu Asn
225 230 235 240

Asp Met His Ser Tyr Ala Ser Glu Leu Ser Ser Gly Gln Ala Ser His
245 250 255

Asn Val Ile Thr Val Val Met His Glu Arg Asn Leu Ser Leu Gln Glu
260 265 270

Ala Phe Asp Trp Leu Ala Ser Tyr Ala Ala Gly Val Val Lys Gly Phe
275 280 285

Lys Thr Asn Leu Asn Arg Val Pro Ser Phe Ser Glu Leu Glu Asp His
290 295 300

Ser Leu His Gly Glu Gly Met Leu Arg Asp Arg Ile Gln Arg Tyr Ile
305 310 315 320

Asp Gly Leu Gly Gln Ala Val Arg Ala Glu Asp Asp Trp Ala Phe Glu
325 330 335

Thr Thr Arg Tyr His Gly Gln Asn Gly Pro Gln Ile Lys Leu Thr Arg
340 345 350

Met Leu Thr Ile Arg Pro Gln Val Lys Asp Asn Tyr Ala Lys GIn Ala
355 360 365



Pro Arg Val Glu Ala Pro Glu Arg Pro Met Leu Leu Glu Val Arg Ser
370 375 380

<210> 2

<211> 343

<212> PRT

<213> Agrocybe pediades

<400> 2
Met Ser Gln Phe Ile Ile Pro Asp Leu Leu Ser Thr Trp Pro Trp Gln
1 5 10 15

Arg Val Ser Asn Pro Met Trp Arg Glu Ile Asp Glu Glu Ala Asn Ala
20 25 30

Trp Val Gln Ser Phe Asp Leu Phe Glu Pro Ser Gln Phe Glu Lys Phe
35 40 45

Lys Met Cys Asp Phe Asn Leu Leu Gly Ser Met Ile Gly Thr Val Glu
50 55 60

Thr Lys Asp His Leu Arg Ile Ser Cys Asp Leu Met Asn Phe Tyr Phe
65 70 75 80

Ala Phe Asp Glu Tyr Thr Asp Met Ala Ser Lys Asp Glu Ala Arg Lys
85 90 95

Ile Ala Arg Asp Val Met Asp Ala Phe Arg Asn Thr Glu Lys Pro Ala
100 105 110

His Asn GIn Ile Thr Glu Met Ala Arg Gln Phe Phe Lys Arg Thr Ile
115 120 125

Asp Thr Val Gly Lys Asp Leu Pro Gly Val Glu Arg Phe Ile Ala Asp
130 135 140

Phe Asp Ala Tyr Thr His Ser Val Ile Gln Glu Ala Asp Asp Arg Ala
145 150 155 160

Thr Gly His Ile Arg Ser Val Asn Asp Tyr Phe Thr Leu Arg Arg Asp
165 170 175



Thr Cys Gly Ala Lys Pro Ser Phe Ser Phe Phe Gly Leu Gly Leu Asn
180 185 190

Ile Pro Asp Glu Val Phe His His Pro Val Val Ile Ser Met Ile Glu
195 200 205

Gly Ala Thr Asp Leu Ile Ala Val Thr Asn Asp Met His Ser Tyr Asn
210 215 220

Leu Glu His Ser Arg Gly Leu Asp Gly His Asn Val Ile Thr Ala Ile
225 230 235 240

Met His Glu Tyr Gln Leu Asp Leu Gln Gly Ala Leu Tyr Trp Leu Ser
245 250 255

Gly Tyr Ala Thr His Thr Ile Ala Asn Phe Leu Ser Asn Arg Arg Asn
260 265 270

Leu Pro Ser Trp Gly Pro Ala Val Asp Lys Ala Val Glu Glu Phe Phe
275 280 285

Asp Arg Val Gly Arg Cys Val Arg Gly Tyr Asp Ala Trp Ser Tyr Glu
290 295 300

Thr Lys Arg Tyr Tyr Gly Lys Asn Gly Leu GIn Val Gln Lys Thr Arg
305 310 315 320

Arg Ile Thr Leu Arg Pro Arg Asp Ala Ser Tyr Ile Thr Lys Glu Gln
325 330 335

Leu Gln Val Ser Ile Lys Ala
340

<210> 3

<211> 344

<212> PRT

<213> Agrocybe pediades

<400> 3

Met Ser Ser Gln Ile Tyr Ile Pro Asp Leu Leu Ile Thr Trp Pro Trp
1 5 10 15



Gln Lys Val Arg Asn Pro Leu Leu GIn Glu Val Gln Asp Glu Ala Asn
20 25 30

Glu Trp Val Lys Ser Phe Val Leu Phe Glu Pro Glu GIn Phe Glu Lys
35 40 45

Phe Lys Ala Cys Asp Phe Asn Leu Leu Gly Ala Leu Val Gly Pro Leu
50 55 60

Gly Thr Lys Glu Glu Leu Arg Ile Ser Cys Asp Leu Met Asn Phe Tyr
65 70 75 80

Phe Ala Phe Asp Glu Tyr Thr Asp Leu Ala Ser Ala Asp Glu Ala Lys
85 90 95

Val Ile Ala Arg Asp Val Met Glu Ser Phe Arg His Thr Asp Lys Pro
100 105 110

Ser His Asn Lys Ile Thr Glu Met Ala Arg GIn Phe Phe Glu Arg Thr
115 120 125

Ile Asn Thr Val Gly Asn Asp Pro Thr Gly Ile Glu GIn Phe Ile Ala
130 135 140

Asp Phe Asp Ala Tyr Thr Thr Ser Ile Ile Gln Glu Ala Asp Asp Arg
145 150 155 160

Ala Ser Gly His Ile Arg Ser Val Glu Asp Tyr Phe Ile Leu Arg Arg
165 170 175

Asp Thr Cys Gly Gly Lys Pro Ser Phe Ser Phe Phe Gly Leu Gly Leu
180 185 190

Asn Ile Pro Lys Glu Val Phe Ala His Pro Met Phe Ile Ser Met Thr
195 200 205

Glu Ser Ala Thr Asp Leu Ile Ala Ile Thr Asn Asp Met His Ser Tyr
210 215 220

Asn Leu Glu GIn Ser Arg Gly Leu Asp Gly His Asn Val Ile Thr Ala



225 230 235 240

Ile Met His Glu Tyr Lys Ile Asn Leu Gln Gly Ala Leu Tyr Trp Leu
245 250 255

Ser Gly Tyr Ala Thr Lys Thr Ile Ala Lys Phe Ile Ser Asp Arg Lys
260 265 270

Asn Leu Pro Ser Trp Gly Pro Val Val Asp Arg Ala Val Glu Gln Tyr
275 280 285

Phe Asp Arg Val Gly Arg Cys Val Arg Gly Tyr Asp Ala Trp Ser Tyr
290 295 300

Glu Thr Lys Arg Tyr Tyr Gly Lys Asn Gly Leu Glu Ile Gln Lys Thr
305 310 315 320

Arg Gln Ile Thr Leu Arg Pro Leu Asp Pro Ala Tyr Val Thr Lys Glu
325 330 335

GIn Leu Gln Val Ser Met Lys Ala
340

<210> 4

<211> 343

<212> PRT

<213> Galerina marginata

<400> 4
Met Pro Ser Gln Phe Thr Ile Pro Asp Leu Leu Ile Thr Trp Pro Trp
1 5 10 15

Gln Glu Ile Thr Asn Pro Met Leu His Glu Val Asp Ala Glu Ala Asn
20 25 30

Glu Trp Val GIn Ser Leu Asn Leu Phe Glu Pro Lys Gln Phe Glu Lys
35 40 45

Phe Lys Ala Cys Asn Phe Asn Leu Leu Gly Ser Leu Val Gly Pro Leu
50 55 60

Pro Ser Arg Asp His Leu Arg Val Ser Cys Asp Leu Met Asn Phe Tyr



65 70 75 80

Phe Ala Phe Asp Glu Tyr Thr Asp Met Ala Asn Lys Asp Glu Ala Met
85 90 95

Arg Ile Ala Arg Asp Val Met Gln Ala Phe Arg Asn Thr Asp Thr Pro
100 105 110

Ser Asn Ser Lys Ile Thr Glu Met Ala Arg Gln Phe Phe Lys Arg Thr
115 120 125

Ile Glu Val Val Gly Glu Asp Leu Pro Gly Ile Glu Arg Phe Ile Ala
130 135 140

Asp Phe Asp Ala Tyr Thr Arg Ser Val Ile Gln Glu Ala Asp Asp Arg
145 150 155 160

Val Ala Gly His Ile Arg Asn Val Glu Asp Tyr Phe Ile Leu Arg Arg
165 170 175

Asp Thr Cys Gly Ala Lys Pro Ser Phe Ser Phe Tyr Gly Leu Gly Leu
180 185 190

Asn Ile Pro Thr Glu Val Phe Glu His Pro Leu Leu Ile Ser Met Val
195 200 205

Glu Ser Ala Thr Asp Leu Ile Ala Val Thr Asn Asp Met His Ser Tyr
210 215 220

Gly Leu Glu His Ser Arg Gly Leu Asp Gly His Asn Val Ile Thr Ala
225 230 235 240

Ile Met His Glu Tyr Gln Leu Asp Leu Gln Gly Ala Leu Tyr Trp Leu
245 250 255

Ser Gly Tyr Ala Thr Lys Thr Ile Ser Lys Phe Leu Thr Asp Arg Lys
260 265 270

Asn Leu Pro Ser Trp Gly Pro Thr Ile Asp Lys Ala Leu Glu Ile Tyr
275 280 285



Leu Asp Arg Leu Gly Arg Cys Val Arg Gly Tyr Asp Ala Trp Ser Tyr
290 295 300

Ser Thr Lys Arg Tyr Tyr Gly Lys Asn Gly Leu Lys Val Gln Lys Thr
305 310 315 320

Arg Arg Ile Thr Leu Lys Pro Arg Asp Ala Ala Tyr Ile Thr Lys Asp
325 330 335

Gln Leu Gln Val Ser Ile Ala
340

<210> 5

<211> 344

<212> PRT

<213> Hypholoma sublateritium

<400> 5
Met Ser Ala Gln Tyr Thr Ile Pro Asp Leu Leu Ala Asn Trp Pro Trp
1 5 10 15

Gln Arg Val Thr Asn Ser Met Leu Asp Glu Val Arg Asp Glu Ala Asn
20 25 30

Glu Trp Val Met Ser Leu Gly Leu Phe Glu Pro Ala Gln Phe Lys Lys
35 40 45

Phe Lys Ala Cys Asp Phe Asn Leu Leu Ala Ser Phe Ile Gly Pro Leu
50 55 60

Glu Ser Lys Glu His Leu Arg Val Ala Cys Asp Leu Met Asn Phe Tyr
65 70 75 80

Phe Ala Phe Asp Glu Tyr Thr Asp Val Ala Asn Arg Glu Glu Ala Lys
85 90 95

Lys Ile Ser Gln Gly Val Met His Ala Phe Lys Thr Arg Ser Ala Glu
100 105 110

Pro Ser Ser Ser Lys Ile Thr Glu Met Ala Arg Gln Phe Phe Arg Arg
115 120 125



Thr Val Asp Val Val Gly Glu Asp Ser Pro Ala Ile Asn Gln Phe Ile
130 135 140

Thr Asp Phe Asp Thr Tyr Thr Thr Ala Val Ile Gln Glu Ala Asp Asp
145 150 155 160

Arg Thr Glu Gly Thr Ile Arg Asn Val Glu Asp Tyr Phe Thr Leu Arg
165 170 175

Arg Asp Thr Cys Gly Ala Lys Pro Ser Phe Ser Phe Phe Ala Leu Gly
180 185 190

Leu Asn Met Pro Thr Glu Val Phe Glu His Pro Leu Ile Met Ser Leu
195 200 205

Val Glu Arg Ala Thr Asp Leu Ile Ala Ile Val Asn Asp Met His Ser
210 215 220

Tyr Gly Leu Glu Arg Ala Arg Gly Leu Asp Gly His Asn Val Val Thr
225 230 235 240

Ser Ile Met Tyr Glu His Gln Leu Asp Leu Gln Gly Ala Leu His Trp
245 250 255

Leu Ala Gly Tyr Ala Glu Asp Thr Ile Ala Lys Phe Leu Ser Glu Lys
260 265 270

Glu Arg Leu Pro Ser Trp Gly Pro Ala Val Asp Val Ser Val Gln Glu
275 280 285

Phe Val Asp Arg Leu Gly Arg Cys Val Arg Gly Tyr Asp Ala Trp Ser
290 295 300

Tyr Glu Thr Asn Arg Tyr Tyr Gly Ser His Gly Leu Gln Ile Arg Gln
305 310 315 320

Thr Arg Gln Ile Thr Leu Pro Ser Asn Asp Ser Gly Tyr Ile Thr Arg
325 330 335

Lys Gln Met Gly Val Ser Ile Ala
340



<210> 6

<211> 620

<212> PRT

<213> Escherichia coli

<400> 6
Met Ser Phe Asp Ile Ala Lys Tyr Pro Thr Leu Ala Leu Val Asp Ser
1 5 10 15

Thr Gln Glu Leu Arg Leu Leu Pro Lys Glu Ser Leu Pro Lys Leu Cys
20 25 30

Asp Glu Leu Arg Arg Tyr Leu Leu Asp Ser Val Ser Arg Ser Ser Gly
35 40 45

His Phe Ala Ser Gly Leu Gly Thr Val Glu Leu Thr Val Ala Leu His
50 55 60

Tyr Val Tyr Asn Thr Pro Phe Asp Gln Leu Ile Trp Asp Val Gly His
65 70 75 80

Gln Ala Tyr Pro His Lys Ile Leu Thr Gly Arg Arg Asp Lys Ile Gly
85 90 95

Thr Ile Arg Gln Lys Gly Gly Leu His Pro Phe Pro Trp Arg Gly Glu
100 105 110

Ser Glu Tyr Asp Val Leu Ser Val Gly His Ser Ser Thr Ser Ile Ser
115 120 125

Ala Gly Ile Gly Ile Ala Val Ala Ala Glu Lys Glu Gly Lys Asn Arg
130 135 140

Arg Thr Val Cys Val Ile Gly Asp Gly Ala Ile Thr Ala Gly Met Ala
145 150 155 160

Phe Glu Ala Met Asn His Ala Gly Asp Ile Arg Pro Asp Met Leu Val
165 170 175

Ile Leu Asn Asp Asn Glu Met Ser Ile Ser Glu Asn Val Gly Ala Leu
180 185 190



Asn Asn His Leu Ala Gln Leu Leu Ser Gly Lys Leu Tyr Ser Ser Leu
195 200 205

Arg Glu Gly Gly Lys Lys Val Phe Ser Gly Val Pro Pro Ile Lys Glu
210 215 220

Leu Leu Lys Arg Thr Glu Glu His Ile Lys Gly Met Val Val Pro Gly
225 230 235 240

Thr Leu Phe Glu Glu Leu Gly Phe Asn Tyr Ile Gly Pro Val Asp Gly
245 250 255

His Asp Val Leu Gly Leu Ile Thr Thr Leu Lys Asn Met Arg Asp Leu
260 265 270

Lys Gly Pro Gln Phe Leu His Ile Met Thr Lys Lys Gly Arg Gly Tyr
275 280 285

Glu Pro Ala Glu Lys Asp Pro Ile Thr Phe His Ala Val Pro Lys Phe
290 295 300

Asp Pro Ser Ser Gly Cys Leu Pro Lys Ser Ser Gly Gly Leu Pro Ser
305 310 315 320

Tyr Ser Lys Ile Phe Gly Asp Trp Leu Cys Glu Thr Ala Ala Lys Asp
325 330 335

Asn Lys Leu Met Ala Ile Thr Pro Ala Met Arg Glu Gly Ser Gly Met
340 345 350

Val Glu Phe Ser Arg Lys Phe Pro Asp Arg Tyr Phe Asp Val Ala Ile
355 360 365

Ala Glu GIn His Ala Val Thr Phe Ala Ala Gly Leu Ala Ile Gly Gly
370 375 380

Tyr Lys Pro Ile Val Ala Ile Tyr Ser Thr Phe Leu Gln Arg Ala Tyr
385 390 395 400

Asp Gln Val Leu His Asp Val Ala Ile GIn Lys Leu Pro Val Leu Phe
405 410 415



Ala Ile Asp Arg Ala Gly Ile Val Gly Ala Asp Gly GIn Thr His GIn
420 425 430

Gly Ala Phe Asp Leu Ser Tyr Leu Arg Cys Ile Pro Glu Met Val Ile
435 440 445

Met Thr Pro Ser Asp Glu Asn Glu Cys Arg Gln Met Leu Tyr Thr Gly
450 455 460

Tyr His Tyr Asn Asp Gly Pro Ser Ala Val Arg Tyr Pro Arg Gly Asn
465 470 475 480

Ala Val Gly Val Glu Leu Thr Pro Leu Glu Lys Leu Pro Ile Gly Lys
485 490 495

Gly Ile Val Lys Arg Arg Gly Glu Lys Leu Ala Ile Leu Asn Phe Gly
500 505 510

Thr Leu Met Pro Glu Ala Ala Lys Val Ala Glu Ser Leu Asn Ala Thr
515 520 525

Leu Val Asp Met Arg Phe Val Lys Pro Leu Asp Glu Ala Leu Ile Leu
530 535 540

Glu Met Ala Ala Ser His Glu Ala Leu Val Thr Val Glu Glu Asn Ala
545 550 555 560

Ile Met Gly Gly Ala Gly Ser Gly Val Asn Glu Val Leu Met Ala His
565 570 575

Arg Lys Pro Val Pro Val Leu Asn Ile Gly Leu Pro Asp Phe Phe Ile
580 585 590

Pro GIn Gly Thr Gln Glu Glu Met Arg Ala Glu Leu Gly Leu Asp Ala
595 600 605

Ala Gly Met Glu Ala Lys Ile Lys Ala Trp Leu Ala
610 615 620

<210> 7



<211> 336
<212> PRT
<213> Aurtificial Sequence

<220>
<223> Agrped1_689675_mutl

<400> 7
Met Ser Ser Gln Ile Tyr Ile Pro Asp Leu Leu Ile Thr Trp Pro Trp
1 5 10 15

Gln Lys Val Arg Asn Pro Leu Leu Gln Glu Val Gln Asp Glu Ala Asn
20 25 30

Glu Trp Val Lys Ser Phe Val Leu Phe Glu Pro Glu Gln Phe Glu Lys
35 40 45

Phe Lys Ala Cys Asp Phe Asn Leu Leu Gly Ala Leu Val Gly Pro Leu
50 55 60

Gly Thr Lys Glu Glu Leu Arg Ile Ser Cys Asp Leu Met Asn Phe Tyr
65 70 75 80

Phe Ala Phe Asp Glu Tyr Thr Asp Leu Ala Ser Ala Asp Glu Ala Lys
85 90 95

Val Ile Ala Arg Asp Val Met Glu Ser Phe Arg His Thr Asp Lys Pro
100 105 110

Ser His Asn Lys Ile Thr Glu Met Ala Arg Gln Phe Phe Glu Arg Thr
115 120 125

Ile Asn Thr Val Gly Asn Asp Pro Thr Gly Ile Glu Gln Phe Ile Ala
130 135 140

Asp Phe Asp Ala Tyr Thr Thr Ser Ile Ile Gln Glu Ala Asp Asp Arg
145 150 155 160

Ala Ser Gly His Ile Arg Ser Val Glu Asp Tyr Phe Ile Leu Arg Arg
165 170 175

Asp Thr Cys Gly Gly Lys Pro Ser Phe Ser Phe Phe Gly Leu Gly Leu
180 185 190



Asn Ile Pro Lys Glu Val Phe Ala His Pro Met Phe Ile Ser Met Thr
195 200 205

Glu Ser Ala Thr Asp Leu Ile Ala Ile Thr Asn Asp Met His Ser Tyr
210 215 220

Asn Leu Glu GIn Ser Arg Gly Leu Asp Gly His Asn Val Ile Thr Ala
225 230 235 240

Ile Met His Glu Tyr Lys Ile Asn Leu Gln Gly Ala Leu Tyr Trp Leu
245 250 255

Ser Gly Tyr Ala Thr Lys Thr Ile Ala Lys Phe Ile Ser Asp Arg Lys
260 265 270

Asn Leu Pro Ser Trp Gly Pro Val Val Asp Arg Ala Val Glu Gln Tyr
275 280 285

Phe Asp Arg Val Gly Arg Cys Val Arg Gly Tyr Asp Ala Trp Ser Tyr
290 295 300

Glu Thr Lys Arg Tyr Tyr Gly Lys Asn Gly Leu Glu Ile Gln Lys Thr
305 310 315 320

Arg Gln Ile Thr Leu Arg Pro Leu Asp Pro Ala Tyr Val Thr Lys Glu
325 330 335

<210> 8

<211> 325

<212> PRT

<213> Aurtificial Sequence

<220>
<223> Agrpedl_689675_mut2

<400> 8
Met Ser Ser GlIn Ile Tyr Ile Pro Asp Leu Leu Ile Thr Trp Pro Trp
1 5 10 15

Gln Lys Val Arg Asn Pro Leu Leu GIn Glu Val Gln Asp Glu Ala Asn
20 25 30



Glu Trp Val Lys Ser Phe Val Leu Phe Glu Pro Glu Gln Phe Glu Lys
35 40 45

Phe Lys Ala Cys Asp Phe Asn Leu Leu Gly Ala Leu Val Gly Pro Leu
50 55 60

Gly Thr Lys Glu Glu Leu Arg Ile Ser Cys Asp Leu Met Asn Phe Tyr
65 70 75 80

Phe Ala Phe Asp Glu Tyr Thr Asp Leu Ala Ser Ala Asp Glu Ala Lys
85 90 95

Val Ile Ala Arg Asp Val Met Glu Ser Phe Arg His Thr Asp Lys Pro
100 105 110

Ser His Asn Lys Ile Thr Glu Met Ala Arg Gln Phe Phe Glu Arg Thr
115 120 125

Ile Asn Thr Val Gly Asn Asp Pro Thr Gly Ile Glu Gln Phe Ile Ala
130 135 140

Asp Phe Asp Ala Tyr Thr Thr Ser Ile Ile Gln Glu Ala Asp Asp Arg
145 150 155 160

Ala Ser Gly His Ile Arg Ser Val Glu Asp Tyr Phe Ile Leu Arg Arg
165 170 175

Asp Thr Cys Gly Gly Lys Pro Ser Phe Ser Phe Phe Gly Leu Gly Leu
180 185 190

Asn Ile Pro Lys Glu Val Phe Ala His Pro Met Phe Ile Ser Met Thr
195 200 205

Glu Ser Ala Thr Asp Leu Ile Ala Ile Thr Asn Asp Met His Ser Tyr
210 215 220

Asn Leu Glu Gln Ser Arg Gly Leu Asp Gly His Asn Val Ile Thr Ala
225 230 235 240

Ile Met His Glu Tyr Lys Ile Asn Leu Gln Gly Ala Leu Tyr Trp Leu
245 250 255



Ser Gly Tyr Ala Thr Lys Thr Ile Ala Lys Phe Ile Ser Asp Arg Lys
260 265 270

Asn Leu Pro Ser Trp Gly Pro Val Val Asp Arg Ala Val Glu Gln Tyr
275 280 285

Phe Asp Arg Val Gly Arg Cys Val Arg Gly Tyr Asp Ala Trp Ser Tyr
290 295 300

Glu Thr Lys Arg Tyr Tyr Gly Lys Asn Gly Leu Glu Ile Gln Lys Thr
305 310 315 320

Arg Gln Ile Thr Leu
325

<210> 9

<211> 303

<212> PRT

<213> Aurtificial Sequence

<220>
<223> Agrpedl_689675_mut3

<400> 9
Met Ser Ser GlIn Ile Tyr Ile Pro Asp Leu Leu Ile Thr Trp Pro Trp
1 5 10 15

GIn Lys Val Arg Asn Pro Leu Leu GIn Glu Val Gln Asp Glu Ala Asn
20 25 30

Glu Trp Val Lys Ser Phe Val Leu Phe Glu Pro Glu GIn Phe Glu Lys
35 40 45

Phe Lys Ala Cys Asp Phe Asn Leu Leu Gly Ala Leu Val Gly Pro Leu
50 55 60

Gly Thr Lys Glu Glu Leu Arg Ile Ser Cys Asp Leu Met Asn Phe Tyr
65 70 75 80

Phe Ala Phe Asp Glu Tyr Thr Asp Leu Ala Ser Ala Asp Glu Ala Lys
85 90 95



Val Ile Ala Arg Asp Val Met Glu Ser Phe Arg His Thr Asp Lys Pro
100 105 110

Ser His Asn Lys Ile Thr Glu Met Ala Arg Gln Phe Phe Glu Arg Thr
115 120 125

Ile Asn Thr Val Gly Asn Asp Pro Thr Gly Ile Glu Gln Phe Ile Ala
130 135 140

Asp Phe Asp Ala Tyr Thr Thr Ser Ile Ile Gln Glu Ala Asp Asp Arg
145 150 155 160

Ala Ser Gly His Ile Arg Ser Val Glu Asp Tyr Phe Ile Leu Arg Arg
165 170 175

Asp Thr Cys Gly Gly Lys Pro Ser Phe Ser Phe Phe Gly Leu Gly Leu
180 185 190

Asn Ile Pro Lys Glu Val Phe Ala His Pro Met Phe Ile Ser Met Thr
195 200 205

Glu Ser Ala Thr Asp Leu Ile Ala Ile Thr Asn Asp Met His Ser Tyr
210 215 220

Asn Leu Glu Gln Ser Arg Gly Leu Asp Gly His Asn Val Ile Thr Ala
225 230 235 240

Ile Met His Glu Tyr Lys Ile Asn Leu Gln Gly Ala Leu Tyr Trp Leu
245 250 255

Ser Gly Tyr Ala Thr Lys Thr Ile Ala Lys Phe Ile Ser Asp Arg Lys
260 265 270

Asn Leu Pro Ser Trp Gly Pro Val Val Asp Arg Ala Val Glu Gln Tyr
275 280 285

Phe Asp Arg Val Gly Arg Cys Val Arg Gly Tyr Asp Ala Trp Ser
290 295 300

<210> 10
<211> 332



<212> PRT
<213> Aurtificial Sequence

<220>
<223> Agrpedl_689675_mut4

<400> 10
Met Trp Pro Trp Gln Lys Val Arg Asn Pro Leu Leu Gln Glu Val Gln
1 5 10 15

Asp Glu Ala Asn Glu Trp Val Lys Ser Phe Val Leu Phe Glu Pro Glu
20 25 30

Gln Phe Glu Lys Phe Lys Ala Cys Asp Phe Asn Leu Leu Gly Ala Leu
35 40 45

Val Gly Pro Leu Gly Thr Lys Glu Glu Leu Arg Ile Ser Cys Asp Leu
50 55 60

Met Asn Phe Tyr Phe Ala Phe Asp Glu Tyr Thr Asp Leu Ala Ser Ala
65 70 75 80

Asp Glu Ala Lys Val Ile Ala Arg Asp Val Met Glu Ser Phe Arg His
85 90 95

Thr Asp Lys Pro Ser His Asn Lys Ile Thr Glu Met Ala Arg GIn Phe
100 105 110

Phe Glu Arg Thr Ile Asn Thr Val Gly Asn Asp Pro Thr Gly Ile Glu
115 120 125

Gln Phe Ile Ala Asp Phe Asp Ala Tyr Thr Thr Ser Ile Ile Gln Glu
130 135 140

Ala Asp Asp Arg Ala Ser Gly His Ile Arg Ser Val Glu Asp Tyr Phe
145 150 155 160

Ile Leu Arg Arg Asp Thr Cys Gly Gly Lys Pro Ser Phe Ser Phe Phe
165 170 175

Gly Leu Gly Leu Asn Ile Pro Lys Glu Val Phe Ala His Pro Met Phe
180 185 190



Ile Ser Met Thr Glu Ser Ala Thr Asp Leu Ile Ala Ile Thr Asn Asp
195 200 205

Met His Ser Tyr Asn Leu Glu Gln Ser Arg Gly Leu Asp Gly His Asn
210 215 220

Val Ile Thr Ala Ile Met His Glu Tyr Lys Ile Asn Leu Gln Gly Ala
225 230 235 240

Leu Tyr Trp Leu Ser Gly Tyr Ala Thr Lys Thr Ile Ala Lys Phe Ile
245 250 255

Ser Asp Arg Lys Asn Leu Pro Ser Trp Gly Pro Val Val Asp Arg Ala
260 265 270

Val Glu GIn Tyr Phe Asp Arg Val Gly Arg Cys Val Arg Gly Tyr Asp
275 280 285

Ala Trp Ser Tyr Glu Thr Lys Arg Tyr Tyr Gly Lys Asn Gly Leu Glu
290 295 300

Ile GIn Lys Thr Arg Gln Ile Thr Leu Arg Pro Leu Asp Pro Ala Tyr
305 310 315 320

Val Thr Lys Glu GIn Leu GIn Val Ser Met Lys Ala
325 330

<210> 11

<211> 316

<212> PRT

<213> Aurtificial Sequence

<220>
<223> Agrpedl_689675_mut5

<400> 11
Met Glu Ala Asn Glu Trp Val Lys Ser Phe Val Leu Phe Glu Pro Glu
1 5 10 15

Gln Phe Glu Lys Phe Lys Ala Cys Asp Phe Asn Leu Leu Gly Ala Leu
20 25 30



Val Gly Pro Leu Gly Thr Lys Glu Glu Leu Arg Ile Ser Cys Asp Leu
35 40 45

Met Asn Phe Tyr Phe Ala Phe Asp Glu Tyr Thr Asp Leu Ala Ser Ala
50 55 60

Asp Glu Ala Lys Val Ile Ala Arg Asp Val Met Glu Ser Phe Arg His
65 70 75 80

Thr Asp Lys Pro Ser His Asn Lys Ile Thr Glu Met Ala Arg GIn Phe
85 90 95

Phe Glu Arg Thr Ile Asn Thr Val Gly Asn Asp Pro Thr Gly Ile Glu
100 105 110

Gln Phe Ile Ala Asp Phe Asp Ala Tyr Thr Thr Ser Ile Ile Gln Glu
115 120 125

Ala Asp Asp Arg Ala Ser Gly His Ile Arg Ser Val Glu Asp Tyr Phe
130 135 140

Ile Leu Arg Arg Asp Thr Cys Gly Gly Lys Pro Ser Phe Ser Phe Phe
145 150 155 160

Gly Leu Gly Leu Asn Ile Pro Lys Glu Val Phe Ala His Pro Met Phe
165 170 175

Ile Ser Met Thr Glu Ser Ala Thr Asp Leu Ile Ala Ile Thr Asn Asp
180 185 190

Met His Ser Tyr Asn Leu Glu Gln Ser Arg Gly Leu Asp Gly His Asn
195 200 205

Val Ile Thr Ala Ile Met His Glu Tyr Lys Ile Asn Leu Gln Gly Ala
210 215 220

Leu Tyr Trp Leu Ser Gly Tyr Ala Thr Lys Thr Ile Ala Lys Phe Ile
225 230 235 240

Ser Asp Arg Lys Asn Leu Pro Ser Trp Gly Pro Val Val Asp Arg Ala
245 250 255



Val Glu Gln Tyr Phe Asp Arg Val Gly Arg Cys Val Arg Gly Tyr Asp
260 265 270

Ala Trp Ser Tyr Glu Thr Lys Arg Tyr Tyr Gly Lys Asn Gly Leu Glu
275 280 285

Ile GIn Lys Thr Arg Gln Ile Thr Leu Arg Pro Leu Asp Pro Ala Tyr
290 295 300

Val Thr Lys Glu GIn Leu GIn Val Ser Met Lys Ala
305 310 315

<210> 12

<211> 344

<212> PRT

<213> Aurtificial Sequence

<220>
<223> Agrpedl_689675_mut6

<400> 12
Met Ser Ser Gln Ile Tyr Ile Pro Asp Leu Leu Ile Thr Trp Pro Trp
1 5 10 15

Gln Lys Val Arg Asn Pro Leu Leu Gln Glu Val Gln Asp Glu Ala Asn
20 25 30

Glu Trp Val Lys Ser Phe Val Leu Phe Glu Pro Glu Gln Phe Glu Lys
35 40 45

Phe Lys Ala Cys Asp Phe Asn Leu Leu Gly Ala Leu Val Gly Pro Leu
50 55 60

Gly Thr Lys Glu Glu Leu Arg Ile Ser Cys Asp Leu Met Asn Phe Tyr
65 70 75 80

Phe Ala Phe Asp Glu Tyr Thr Asp Leu Ala Ser Ala Asp Glu Ala Lys
85 90 95

Val Ile Ala Arg Asp Val Met Glu Ser Phe Arg His Thr Asp Lys Pro
100 105 110



Ser His Asn Lys Ile Thr Glu Met Ala Arg GIn Phe Phe Glu Arg Thr
115 120 125

Ile Asn Thr Val Gly Asn Asp Pro Thr Gly Ile Glu GIn Phe Ile Ala
130 135 140

Asp Phe Asp Ala Tyr Thr Thr Ser Ile Ile Gln Glu Ala Asp Asp Arg
145 150 155 160

Ala Ser Gly His Ile Arg Ser Val Glu Asp Tyr Phe Ile Leu Arg Arg
165 170 175

Asp Thr Cys Gly Gly Lys Pro Ser Phe Ser Phe Phe Gly Leu Gly Leu
180 185 190

Asn Ile Pro Lys Glu Val Phe Ala His Pro Met Gly Ile Ser Met Thr
195 200 205

Glu Ser Ala Thr Asp Leu Ile Ala Ile Thr Asn Asp Met His Ser Tyr
210 215 220

Asn Leu Glu GIn Ser Arg Gly Leu Asp Gly His Asn Val Ile Thr Ala
225 230 235 240

Ile Met His Glu Tyr Lys Ile Asn Leu Gln Gly Ala Leu Tyr Trp Leu
245 250 255

Ser Gly Tyr Ala Thr Lys Thr Ile Ala Lys Phe Ile Ser Asp Arg Lys
260 265 270

Asn Leu Pro Ser Trp Gly Pro Val Val Asp Arg Ala Val Glu Gln Tyr
275 280 285

Phe Asp Arg Val Gly Arg Cys Val Arg Gly Tyr Asp Ala Trp Ser Tyr
290 295 300

Glu Thr Lys Arg Tyr Tyr Gly Lys Asn Gly Leu Glu Ile Gln Lys Thr
305 310 315 320

Arg Gln Ile Thr Leu Arg Pro Leu Asp Pro Ala Tyr Val Thr Lys Glu
325 330 335



Gln Leu Gln Val Ser Met Lys Ala
340

<210> 13

<211> 344

<212> PRT

<213> Aurtificial Sequence

<220>
<223> Agrpedl_689675_mut7

<400> 13
Met Ser Ser Gln Ile Tyr Ile Pro Asp Leu Leu Ile Thr Trp Pro Trp
1 5 10 15

Gln Lys Val Arg Asn Pro Leu Leu Gln Glu Val Gln Asp Glu Ala Asn
20 25 30

Glu Trp Val Lys Ser Phe Val Leu Phe Glu Pro Glu Gln Phe Glu Lys
35 40 45

Phe Lys Ala Cys Asp Phe Asn Leu Leu Gly Ala Leu Val Gly Pro Leu
50 55 60

Gly Thr Lys Glu Glu Leu Arg Ile Ser Cys Asp Leu Met Asn Phe Tyr
65 70 75 80

Phe Ala Phe Asp Glu Tyr Thr Asp Leu Ala Ser Ala Asp Glu Ala Lys
85 90 95

Val Ile Ala Arg Asp Val Met Glu Ser Phe Arg His Thr Asp Lys Pro
100 105 110

Ser His Asn Lys Ile Thr Glu Met Ala Arg Gln Phe Phe Glu Arg Thr
115 120 125

Ile Asn Thr Val Gly Asn Asp Pro Thr Gly Ile Glu Gln Phe Ile Ala
130 135 140

Asp Phe Asp Ala Tyr Thr Thr Ser Ile Ile Gln Glu Ala Asp Asp Arg
145 150 155 160



Ala Ser Gly His Ile Arg Ser Val Glu Asp Tyr Phe Ile Leu Arg Arg
165 170 175

Asp Thr Cys Gly Gly Lys Pro Ser Phe Ser Phe Phe Gly Leu Gly Leu
180 185 190

Asn Ile Pro Lys Glu Val Phe Ala His Pro Met Val Ile Ser Met Thr
195 200 205

Glu Ser Ala Thr Asp Leu Ile Ala Ile Thr Asn Asp Met His Ser Tyr
210 215 220

Asn Leu Glu GIn Ser Arg Gly Leu Asp Gly His Asn Val Ile Thr Ala
225 230 235 240

Ile Met His Glu Tyr Lys Ile Asn Leu Gln Gly Ala Leu Tyr Trp Leu
245 250 255

Ser Gly Tyr Ala Thr Lys Thr Ile Ala Lys Phe Ile Ser Asp Arg Lys
260 265 270

Asn Leu Pro Ser Trp Gly Pro Val Val Asp Arg Ala Val Glu Gln Tyr
275 280 285

Phe Asp Arg Val Gly Arg Cys Val Arg Gly Tyr Asp Ala Trp Ser Tyr
290 295 300

Glu Thr Lys Arg Tyr Tyr Gly Lys Asn Gly Leu Glu Ile Gln Lys Thr
305 310 315 320

Arg Gln Ile Thr Leu Arg Pro Leu Asp Pro Ala Tyr Val Thr Lys Glu
325 330 335

Gln Leu Gln Val Ser Met Lys Ala
340

<210> 14

<211> 344

<212> PRT

<213> Aurtificial Sequence

<220>
<223> Agrpedl_689675_mut8



<400> 14
Met Ser Ser Gln Ile Tyr Ile Pro Asp Leu Leu Ile Thr Trp Pro Trp
1 5 10 15

GIn Lys Val Arg Asn Pro Leu Leu Gln Glu Val Gln Asp Glu Ala Asn
20 25 30

Glu Trp Val Lys Ser Phe Val Leu Phe Glu Pro Glu Gln Phe Glu Lys
35 40 45

Phe Lys Ala Cys Asp Phe Asn Leu Leu Gly Ala Leu Val Gly Pro Leu
50 55 60

Gly Thr Lys Glu Glu Leu Arg Ile Ser Cys Asp Leu Met Asn Phe Tyr
65 70 75 80

Phe Ala Phe Asp Glu Tyr Thr Asp Leu Ala Ser Ala Asp Glu Ala Lys
85 90 95

Val Ile Ala Arg Asp Val Met Glu Ser Phe Arg His Thr Asp Lys Pro
100 105 110

Ser His Asn Lys Ile Thr Glu Met Ala Arg Gln Phe Phe Glu Arg Thr
115 120 125

Ile Asn Thr Val Gly Asn Asp Pro Thr Gly Ile Glu Gln Phe Ile Ala
130 135 140

Asp Phe Asp Ala Tyr Thr Thr Ser Ile Ile Gln Glu Ala Asp Asp Arg
145 150 155 160

Ala Ser Gly His Ile Arg Ser Val Glu Asp Tyr Phe Ile Leu Arg Arg
165 170 175

Asp Thr Cys Gly Gly Lys Pro Ser Phe Ser Phe Phe Gly Leu Gly Leu
180 185 190

Asn Ile Pro Lys Glu Val Phe Ala His Pro Met Ile Ile Ser Met Thr
195 200 205



Glu Ser Ala Thr Asp Leu Ile Ala Ile Thr Asn Asp Met His Ser Tyr
210 215 220

Asn Leu Glu GIn Ser Arg Gly Leu Asp Gly His Asn Val Ile Thr Ala
225 230 235 240

Ile Met His Glu Tyr Lys Ile Asn Leu Gln Gly Ala Leu Tyr Trp Leu
245 250 255

Ser Gly Tyr Ala Thr Lys Thr Ile Ala Lys Phe Ile Ser Asp Arg Lys
260 265 270

Asn Leu Pro Ser Trp Gly Pro Val Val Asp Arg Ala Val Glu Gln Tyr
275 280 285

Phe Asp Arg Val Gly Arg Cys Val Arg Gly Tyr Asp Ala Trp Ser Tyr
290 295 300

Glu Thr Lys Arg Tyr Tyr Gly Lys Asn Gly Leu Glu Ile Gln Lys Thr
305 310 315 320

Arg Gln Ile Thr Leu Arg Pro Leu Asp Pro Ala Tyr Val Thr Lys Glu
325 330 335

Gln Leu Gln Val Ser Met Lys Ala
340

<210> 15

<211> 344

<212> PRT

<213> Aurtificial Sequence

<220>
<223> Agrpedl_689675_mut9

<400> 15
Met Ser Ser GlIn Ile Tyr Ile Pro Asp Leu Leu Ile Thr Trp Pro Trp
1 5 10 15

Gln Lys Val Arg Asn Pro Leu Leu GIn Glu Val Gln Asp Glu Ala Asn
20 25 30

Glu Trp Val Lys Ser Phe Val Leu Phe Glu Pro Glu GIn Phe Glu Lys



35 40 45

Phe Lys Ala Cys Asp Phe Asn Leu Leu Gly Ala Leu Val Gly Pro Leu
50 55 60

Gly Thr Lys Glu Glu Leu Arg Ile Ser Cys Asp Leu Met Asn Phe Tyr
65 70 75 80

Phe Ala Phe Asp Glu Tyr Thr Asp Leu Ala Ser Ala Asp Glu Ala Lys
85 90 95

Val Ile Ala Arg Asp Val Met Glu Ser Phe Arg His Thr Asp Lys Pro
100 105 110

Ser His Asn Lys Ile Thr Glu Met Ala Arg Gln Phe Phe Glu Arg Thr
115 120 125

Ile Asn Thr Val Gly Asn Asp Pro Thr Gly Ile Glu Gln Phe Ile Ala
130 135 140

Asp Phe Asp Ala Tyr Thr Thr Ser Ile Ile Gln Glu Ala Asp Asp Arg
145 150 155 160

Ala Ser Gly His Ile Arg Ser Val Glu Asp Tyr Phe Ile Leu Arg Arg
165 170 175

Asp Thr Cys Gly Gly Lys Pro Ser Phe Ser Phe Phe Gly Leu Gly Leu
180 185 190

Asn Ile Pro Lys Glu Val Phe Ala His Pro Met Asp Ile Ser Met Thr
195 200 205

Glu Ser Ala Thr Asp Leu Ile Ala Ile Thr Asn Asp Met His Ser Tyr
210 215 220

Asn Leu Glu Gln Ser Arg Gly Leu Asp Gly His Asn Val Ile Thr Ala
225 230 235 240

Ile Met His Glu Tyr Lys Ile Asn Leu GIn Gly Ala Leu Tyr Trp Leu
245 250 255



Ser Gly Tyr Ala Thr Lys Thr Ile Ala Lys Phe Ile Ser Asp Arg Lys
260 265 270

Asn Leu Pro Ser Trp Gly Pro Val Val Asp Arg Ala Val Glu Gln Tyr
275 280 285

Phe Asp Arg Val Gly Arg Cys Val Arg Gly Tyr Asp Ala Trp Ser Tyr
290 295 300

Glu Thr Lys Arg Tyr Tyr Gly Lys Asn Gly Leu Glu Ile Gln Lys Thr
305 310 315 320

Arg Gln Ile Thr Leu Arg Pro Leu Asp Pro Ala Tyr Val Thr Lys Glu
325 330 335

Gln Leu Gln Val Ser Met Lys Ala
340

<210> 16

<211> 344

<212> PRT

<213> Aurtificial Sequence

<220>
<223> Agrpedl_689675_mutl0

<400> 16
Met Ser Ser GlIn Ile Tyr Ile Pro Asp Leu Leu Ile Thr Trp Pro Trp
1 5 10 15

Gln Lys Val Arg Asn Pro Leu Leu GIn Glu Val Gln Asp Glu Ala Asn
20 25 30

Glu Trp Val Lys Ser Phe Val Leu Phe Glu Pro Glu GIn Phe Glu Lys
35 40 45

Phe Lys Ala Cys Asp Phe Asn Leu Leu Gly Ala Leu Val Gly Pro Leu
50 55 60

Gly Thr Lys Glu Glu Leu Arg Ile Ser Cys Asp Leu Met Asn Phe Tyr
65 70 75 80

Phe Ala Phe Asp Glu Tyr Thr Asp Leu Ala Ser Ala Asp Glu Ala Lys



85 90 95

Val Ile Ala Arg Asp Val Met Glu Ser Phe Arg His Thr Asp Lys Pro
100 105 110

Ser His Asn Lys Ile Thr Glu Met Ala Arg Gln Phe Phe Glu Arg Thr
115 120 125

Ile Asn Thr Val Gly Asn Asp Pro Thr Gly Ile Glu Gln Phe Ile Ala
130 135 140

Asp Phe Asp Ala Tyr Thr Thr Ser Ile Ile Gln Glu Ala Asp Asp Arg
145 150 155 160

Ala Ser Gly His Ile Arg Ser Val Glu Asp Tyr Phe Ile Leu Arg Arg
165 170 175

Asp Thr Cys Gly Gly Lys Pro Ser Phe Ser Phe Phe Gly Leu Gly Leu
180 185 190

Asn Ile Pro Lys Glu Val Phe Ala His Pro Met Leu Ile Ser Met Thr
195 200 205

Glu Ser Ala Thr Asp Leu Ile Ala Ile Thr Asn Asp Met His Ser Tyr
210 215 220

Asn Leu Glu Gln Ser Arg Gly Leu Asp Gly His Asn Val Ile Thr Ala
225 230 235 240

Ile Met His Glu Tyr Lys Ile Asn Leu Gln Gly Ala Leu Tyr Trp Leu
245 250 255

Ser Gly Tyr Ala Thr Lys Thr Ile Ala Lys Phe Ile Ser Asp Arg Lys
260 265 270

Asn Leu Pro Ser Trp Gly Pro Val Val Asp Arg Ala Val Glu Gln Tyr
275 280 285

Phe Asp Arg Val Gly Arg Cys Val Arg Gly Tyr Asp Ala Trp Ser Tyr
290 295 300



Glu Thr Lys Arg Tyr Tyr Gly Lys Asn Gly Leu Glu Ile Gln Lys Thr
305 310 315 320

Arg Gln Ile Thr Leu Arg Pro Leu Asp Pro Ala Tyr Val Thr Lys Glu
325 330 335

Gln Leu Gln Val Ser Met Lys Ala
340

<210> 17

<211> 344

<212> PRT

<213> Aurtificial Sequence

<220>
<223> Agrpedl_689675_mutl1

<400> 17
Met Ser Ser GlIn Ile Tyr Ile Pro Asp Leu Leu Ile Thr Trp Pro Trp
1 5 10 15

GIn Lys Val Arg Asn Pro Leu Leu GIn Glu Val Gln Asp Glu Ala Asn
20 25 30

Glu Trp Val Lys Ser Phe Val Leu Phe Glu Pro Glu GIn Phe Glu Lys
35 40 45

Phe Lys Ala Cys Asp Phe Asn Leu Leu Gly Ala Leu Val Gly Pro Leu
50 55 60

Gly Thr Lys Glu Glu Leu Arg Ile Ser Cys Asp Leu Met Asn Phe Tyr
65 70 75 80

Phe Ala Phe Asp Glu Tyr Thr Asp Leu Ala Ser Ala Asp Glu Ala Lys
85 90 95

Val Ile Ala Arg Asp Val Met Glu Ser Phe Arg His Thr Asp Lys Pro
100 105 110

Ser His Asn Lys Ile Thr Glu Met Ala Arg GIn Phe Phe Glu Arg Thr
115 120 125

Ile Asn Thr Val Gly Asn Asp Pro Thr Gly Ile Glu GIn Phe Ile Ala



130 135 140

Asp Phe Asp Ala Tyr Thr Thr Ser Ile Ile Gln Glu Ala Asp Asp Arg
145 150 155 160

Ala Ser Gly His Ile Arg Ser Val Glu Asp Tyr Phe Ile Leu Arg Arg
165 170 175

Asp Thr Cys Gly Gly Lys Pro Ser Phe Ser Phe Phe Gly Leu Gly Leu
180 185 190

Asn Ile Pro Lys Glu Val Phe Ala His Pro Met Arg Ile Ser Met Thr
195 200 205

Glu Ser Ala Thr Asp Leu Ile Ala Ile Thr Asn Asp Met His Ser Tyr
210 215 220

Asn Leu Glu Gln Ser Arg Gly Leu Asp Gly His Asn Val Ile Thr Ala
225 230 235 240

Ile Met His Glu Tyr Lys Ile Asn Leu Gln Gly Ala Leu Tyr Trp Leu
245 250 255

Ser Gly Tyr Ala Thr Lys Thr Ile Ala Lys Phe Ile Ser Asp Arg Lys
260 265 270

Asn Leu Pro Ser Trp Gly Pro Val Val Asp Arg Ala Val Glu Gln Tyr
275 280 285

Phe Asp Arg Val Gly Arg Cys Val Arg Gly Tyr Asp Ala Trp Ser Tyr
290 295 300

Glu Thr Lys Arg Tyr Tyr Gly Lys Asn Gly Leu Glu Ile Gln Lys Thr
305 310 315 320

Arg Gln Ile Thr Leu Arg Pro Leu Asp Pro Ala Tyr Val Thr Lys Glu
325 330 335

GIn Leu Gln Val Ser Met Lys Ala
340



<210> 18

<211> 331

<212> PRT

<213> Aurtificial Sequence

<220>
<223> Agrpedl_689675_mutl2

<400> 18
Met His His His His His His Ser Ser GIn Ile Tyr Ile Pro Asp Leu
1 5 10 15

Leu Ile Thr Trp Pro Trp Gln Lys Val Arg Asn Pro Leu Leu Gln Glu
20 25 30

Val GIn Asp Glu Ala Asn Glu Trp Val Lys Ser Phe Val Leu Phe Glu
35 40 45

Pro Glu GIn Phe Glu Lys Phe Lys Ala Cys Asp Phe Asn Leu Leu Gly
50 55 60

Ala Leu Val Gly Pro Leu Gly Thr Lys Glu Glu Leu Arg Ile Ser Cys
65 70 75 80

Asp Leu Met Asn Phe Tyr Phe Ala Phe Asp Glu Tyr Thr Asp Leu Ala
85 90 95

Ser Ala Asp Glu Ala Lys Val Ile Ala Arg Asp Val Met Glu Ser Phe
100 105 110

Arg His Thr Asp Lys Pro Ser His Asn Lys Ile Thr Glu Met Ala Arg
115 120 125

Gln Phe Phe Glu Arg Thr Ile Asn Thr Val Gly Asn Asp Pro Thr Gly
130 135 140

Ile Glu GIn Phe Ile Ala Asp Phe Asp Ala Tyr Thr Thr Ser Ile Ile
145 150 155 160

Gln Glu Ala Asp Asp Arg Ala Ser Gly His Ile Arg Ser Val Glu Asp
165 170 175

Tyr Phe Thr Leu Arg Arg Asp Thr Cys Gly Ala Lys Pro Ser Phe Ser



180 185 190

Phe Phe Gly Leu Gly Leu Asn Ile Pro Asp Glu Val Phe His His Pro
195 200 205

Val Val Ile Ser Met Ile Glu Gly Ala Thr Asp Leu Ile Ala Val Thr
210 215 220

Asn Asp Met His Ser Tyr Asn Leu Glu His Ser Arg Gly Leu Asp Gly
225 230 235 240

His Asn Val Ile Thr Ala Ile Met His Glu Tyr Gln Leu Asp Leu Gln
245 250 255

Gly Ala Leu Tyr Trp Leu Ser Gly Tyr Ala Thr His Thr Ile Ala Asn
260 265 270

Phe Leu Ser Asn Arg Arg Asn Leu Pro Ser Trp Gly Pro Ala Val Asp
275 280 285

Lys Ala Val Glu Glu Phe Phe Asp Arg Val Gly Arg Cys Val Arg Gly
290 295 300

Tyr Asp Ala Trp Ser Tyr Glu Thr Lys Arg Tyr Tyr Gly Lys Asn Gly
305 310 315 320

Leu GIn Val GIn Lys Thr Arg Arg Ile Thr Leu
325 330

<210> 19

<211> 343

<212> PRT

<213> Aurtificial Sequence

<220>
<223> Agrped]_689675_mutl3

<400> 19
Met Ser Gln Phe Ile Ile Pro Asp Leu Leu Ser Thr Trp Pro Trp Gln
1 5 10 15

Arg Val Ser Asn Pro Met Trp Arg Glu Ile Asp Glu Glu Ala Asn Ala
20 25 30



Trp Val Gln Ser Phe Asp Leu Phe Glu Pro Ser Gln Phe Glu Lys Phe
35 40 45

Lys Met Cys Asp Phe Asn Leu Leu Gly Ser Met Ile Gly Thr Val Glu
50 55 60

Thr Lys Asp His Leu Arg Ile Ser Cys Asp Leu Met Asn Phe Tyr Phe
65 70 75 80

Ala Phe Asp Glu Tyr Thr Asp Met Ala Ser Lys Asp Glu Ala Arg Lys
85 90 95

Ile Ala Arg Asp Val Met Asp Ala Phe Arg Asn Thr Glu Lys Pro Ala
100 105 110

His Asn GlIn Ile Thr Glu Met Ala Arg Gln Phe Phe Lys Arg Thr Ile
115 120 125

Asp Thr Val Gly Lys Asp Leu Pro Gly Val Glu Arg Phe Ile Ala Asp
130 135 140

Phe Asp Ala Tyr Thr His Ser Val Ile Gln Glu Ala Asp Asp Arg Ala
145 150 155 160

Thr Gly His Ile Arg Ser Val Asn Asp Tyr Phe Ile Leu Arg Arg Asp
165 170 175

Thr Cys Gly Gly Lys Pro Ser Phe Ser Phe Phe Gly Leu Gly Leu Asn
180 185 190

Ile Pro Lys Glu Val Phe Ala His Pro Met Phe Ile Ser Met Thr Glu
195 200 205

Ser Ala Thr Asp Leu Ile Ala Ile Thr Asn Asp Met His Ser Tyr Asn
210 215 220

Leu Glu GIn Ser Arg Gly Leu Asp Gly His Asn Val Ile Thr Ala Ile
225 230 235 240

Met His Glu Tyr Lys Ile Asn Leu Gln Gly Ala Leu Tyr Trp Leu Ser



245 250 255

Gly Tyr Ala Thr Lys Thr Ile Ala Lys Phe Ile Ser Asp Arg Lys Asn
260 265 270

Leu Pro Ser Trp Gly Pro Val Val Asp Arg Ala Val Glu Gln Tyr Phe
275 280 285

Asp Arg Val Gly Arg Cys Val Arg Gly Tyr Asp Ala Trp Ser Tyr Glu
290 295 300

Thr Lys Arg Tyr Tyr Gly Lys Asn Gly Leu Glu Ile Gln Lys Thr Arg
305 310 315 320

Gln Ile Thr Leu Arg Pro Leu Asp Pro Ala Tyr Val Thr Lys Glu Gln
325 330 335

Leu GIn Val Ser Met Lys Ala
340

<210> 20

<211> 356

<212> PRT

<213> Aurtificial Sequence

<220>
<223> AAE3_109435_mutl

<400> 20
Met His Ser Ser Thr Gln Leu Phe Thr His Ser Pro Thr Lys Met Gln
1 5 10 15

Ile Ile Leu Pro Asp Leu Leu Cys Ser Trp Gly Tyr Lys Gly Phe Leu
20 25 30

Asn Pro His Tyr Glu Gly Ala Lys Ala Glu Ser Asn Thr Trp Ile Arg
35 40 45

Pro Leu Val Val Lys Leu Phe Asp Glu Arg Gly GIn Lys Ala Phe Ala
50 55 60

Lys Asp Tyr Thr Gly Leu Leu Ala Ser Met Thr Tyr Pro His His Asn
65 70 75 80



Lys Glu Phe Leu Cys Val Ala Cys Asp Met Met Asn Leu Phe Phe Val
85 90 95

Tyr Asp Glu Tyr Thr Asp Ile Thr Pro Pro Glu Thr Ala Gln Arg Leu
100 105 110

Ala Lys Ile Val Val Asn Ala Met Arg Asn Pro Asp Glu Ile Ala Ala
115 120 125

Leu Gly Glu Asp Ser Ile Gly Thr Met Thr Lys Gln Phe Trp Arg Arg
130 135 140

Ala Met Thr Leu Leu Pro Pro Asn Gly Cys Asn Ser Glu Ser Cys Ile
145 150 155 160

Gln His Phe Ile Asp Tyr Thr Glu Glu Tyr Leu Thr Ala Val Thr Arg
165 170 175

Glu Ala Cys Asp Arg Ser Ser Gly Ser Val His Ala Val Lys Asp Tyr
180 185 190

Leu Ala Met Arg Arg Ala Thr Ser Gly Ala Gly Leu Met Val Gly Leu
195 200 205

Leu Glu Phe Gly Leu Asp Leu Pro Glu Glu Val Met Lys His Glu Val
210 215 220

Ile Gln Glu Leu Ser Thr Gly Ala Ile Asp Met Tyr Cys Leu Leu Asn
225 230 235 240

Asp Met His Ser Tyr Ala Ser Glu Leu Ser Ser Gly Gln Ala Ser His
245 250 255

Asn Val Ile Thr Val Val Met His Glu Arg Asn Leu Ser Leu Gln Glu
260 265 270

Ala Phe Asp Trp Leu Ala Ser Tyr Ala Ala Gly Val Val Lys Gly Phe
275 280 285

Lys Thr Asn Leu Asn Arg Val Pro Ser Phe Ser Glu Leu Glu Asp His



290 295 300

Ser Leu His Gly Glu Gly Met Leu Arg Asp Arg Ile Gln Arg Tyr Ile
305 310 315 320

Asp Gly Leu Gly Gln Ala Val Arg Ala Glu Asp Asp Trp Ala Phe Glu
325 330 335

Thr Thr Arg Tyr His Gly Gln Asn Gly Pro Gln Ile Lys Leu Thr Arg
340 345 350

Met Leu Thr Ile
355

<210> 21

<211> 324

<212> PRT

<213> Aurtificial Sequence

<220>
<223> Agrpedl_689671_mutl

<400> 21
Met Ser Gln Phe Ile Ile Pro Asp Leu Leu Ser Thr Trp Pro Trp Gln
1 5 10 15

Arg Val Ser Asn Pro Met Trp Arg Glu Ile Asp Glu Glu Ala Asn Ala
20 25 30

Trp Val Gln Ser Phe Asp Leu Phe Glu Pro Ser Gln Phe Glu Lys Phe
35 40 45

Lys Met Cys Asp Phe Asn Leu Leu Gly Ser Met Ile Gly Thr Val Glu
50 55 60

Thr Lys Asp His Leu Arg Ile Ser Cys Asp Leu Met Asn Phe Tyr Phe
65 70 75 80

Ala Phe Asp Glu Tyr Thr Asp Met Ala Ser Lys Asp Glu Ala Arg Lys
85 90 95

Ile Ala Arg Asp Val Met Asp Ala Phe Arg Asn Thr Glu Lys Pro Ala
100 105 110



His Asn GlIn Ile Thr Glu Met Ala Arg Gln Phe Phe Lys Arg Thr Ile
115 120 125

Asp Thr Val Gly Lys Asp Leu Pro Gly Val Glu Arg Phe Ile Ala Asp
130 135 140

Phe Asp Ala Tyr Thr His Ser Val Ile Gln Glu Ala Asp Asp Arg Ala
145 150 155 160

Thr Gly His Ile Arg Ser Val Asn Asp Tyr Phe Thr Leu Arg Arg Asp
165 170 175

Thr Cys Gly Ala Lys Pro Ser Phe Ser Phe Phe Gly Leu Gly Leu Asn
180 185 190

Ile Pro Asp Glu Val Phe His His Pro Val Val Ile Ser Met Ile Glu
195 200 205

Gly Ala Thr Asp Leu Ile Ala Val Thr Asn Asp Met His Ser Tyr Asn
210 215 220

Leu Glu His Ser Arg Gly Leu Asp Gly His Asn Val Ile Thr Ala Ile
225 230 235 240

Met His Glu Tyr Gln Leu Asp Leu Gln Gly Ala Leu Tyr Trp Leu Ser
245 250 255

Gly Tyr Ala Thr His Thr Ile Ala Asn Phe Leu Ser Asn Arg Arg Asn
260 265 270

Leu Pro Ser Trp Gly Pro Ala Val Asp Lys Ala Val Glu Glu Phe Phe
275 280 285

Asp Arg Val Gly Arg Cys Val Arg Gly Tyr Asp Ala Trp Ser Tyr Glu
290 295 300

Thr Lys Arg Tyr Tyr Gly Lys Asn Gly Leu GIn Val Gln Lys Thr Arg
305 310 315 320

ArgIle Thr Leu



<210> 22

<211> 325

<212> PRT

<213> Aurtificial Sequence

<220>
<223> Galma_223690_mutl

<400> 22
Met Pro Ser Gln Phe Thr Ile Pro Asp Leu Leu Ile Thr Trp Pro Trp
1 5 10 15

Gln Glu Ile Thr Asn Pro Met Leu His Glu Val Asp Ala Glu Ala Asn
20 25 30

Glu Trp Val Gln Ser Leu Asn Leu Phe Glu Pro Lys Gln Phe Glu Lys
35 40 45

Phe Lys Ala Cys Asn Phe Asn Leu Leu Gly Ser Leu Val Gly Pro Leu
50 55 60

Pro Ser Arg Asp His Leu Arg Val Ser Cys Asp Leu Met Asn Phe Tyr
65 70 75 80

Phe Ala Phe Asp Glu Tyr Thr Asp Met Ala Asn Lys Asp Glu Ala Met
85 90 95

Arg Ile Ala Arg Asp Val Met Gln Ala Phe Arg Asn Thr Asp Thr Pro
100 105 110

Ser Asn Ser Lys Ile Thr Glu Met Ala Arg Gln Phe Phe Lys Arg Thr
115 120 125

Ile Glu Val Val Gly Glu Asp Leu Pro Gly Ile Glu Arg Phe Ile Ala
130 135 140

Asp Phe Asp Ala Tyr Thr Arg Ser Val Ile Gln Glu Ala Asp Asp Arg
145 150 155 160

Val Ala Gly His Ile Arg Asn Val Glu Asp Tyr Phe Ile Leu Arg Arg
165 170 175



Asp Thr Cys Gly Ala Lys Pro Ser Phe Ser Phe Tyr Gly Leu Gly Leu
180 185 190

Asn Ile Pro Thr Glu Val Phe Glu His Pro Leu Leu Ile Ser Met Val
195 200 205

Glu Ser Ala Thr Asp Leu Ile Ala Val Thr Asn Asp Met His Ser Tyr
210 215 220

Gly Leu Glu His Ser Arg Gly Leu Asp Gly His Asn Val Ile Thr Ala
225 230 235 240

Ile Met His Glu Tyr Gln Leu Asp Leu GIn Gly Ala Leu Tyr Trp Leu
245 250 255

Ser Gly Tyr Ala Thr Lys Thr Ile Ser Lys Phe Leu Thr Asp Arg Lys
260 265 270

Asn Leu Pro Ser Trp Gly Pro Thr Ile Asp Lys Ala Leu Glu Ile Tyr
275 280 285

Leu Asp Arg Leu Gly Arg Cys Val Arg Gly Tyr Asp Ala Trp Ser Tyr
290 295 300

Ser Thr Lys Arg Tyr Tyr Gly Lys Asn Gly Leu Lys Val Gln Lys Thr
305 310 315 320

Arg Arg Ile Thr Leu
325

<210> 23

<211> 326

<212> PRT

<213> Aurtificial Sequence

<220>
<223> Hypsu_148385_mutl

<400> 23

Met Ser Ala Gln Tyr Thr Ile Pro Asp Leu Leu Ala Asn Trp Pro Trp
1 5 10 15



Gln Arg Val Thr Asn Ser Met Leu Asp Glu Val Arg Asp Glu Ala Asn
20 25 30

Glu Trp Val Met Ser Leu Gly Leu Phe Glu Pro Ala Gln Phe Lys Lys
35 40 45

Phe Lys Ala Cys Asp Phe Asn Leu Leu Ala Ser Phe Ile Gly Pro Leu
50 55 60

Glu Ser Lys Glu His Leu Arg Val Ala Cys Asp Leu Met Asn Phe Tyr
65 70 75 80

Phe Ala Phe Asp Glu Tyr Thr Asp Val Ala Asn Arg Glu Glu Ala Lys
85 90 95

Lys Ile Ser Gln Gly Val Met His Ala Phe Lys Thr Arg Ser Ala Glu
100 105 110

Pro Ser Ser Ser Lys Ile Thr Glu Met Ala Arg Gln Phe Phe Arg Arg
115 120 125

Thr Val Asp Val Val Gly Glu Asp Ser Pro Ala Ile Asn Gln Phe Ile
130 135 140

Thr Asp Phe Asp Thr Tyr Thr Thr Ala Val Ile Gln Glu Ala Asp Asp
145 150 155 160

Arg Thr Glu Gly Thr Ile Arg Asn Val Glu Asp Tyr Phe Thr Leu Arg
165 170 175

Arg Asp Thr Cys Gly Ala Lys Pro Ser Phe Ser Phe Phe Ala Leu Gly
180 185 190

Leu Asn Met Pro Thr Glu Val Phe Glu His Pro Leu Ile Met Ser Leu
195 200 205

Val Glu Arg Ala Thr Asp Leu Ile Ala Ile Val Asn Asp Met His Ser
210 215 220

Tyr Gly Leu Glu Arg Ala Arg Gly Leu Asp Gly His Asn Val Val Thr
225 230 235 240



Ser Ile Met Tyr Glu His Gln Leu Asp Leu Gln Gly Ala Leu His Trp
245 250 255

Leu Ala Gly Tyr Ala Glu Asp Thr Ile Ala Lys Phe Leu Ser Glu Lys
260 265 270

Glu Arg Leu Pro Ser Trp Gly Pro Ala Val Asp Val Ser Val Gln Glu
275 280 285

Phe Val Asp Arg Leu Gly Arg Cys Val Arg Gly Tyr Asp Ala Trp Ser
290 295 300

Tyr Glu Thr Asn Arg Tyr Tyr Gly Ser His Gly Leu Gln Ile Arg Gln
305 310 315 320

Thr Arg Gln Ile Thr Leu
325

<210> 24

<211> 620

<212> PRT

<213> Aurtificial Sequence

<220>
<223> Ec.dxs_SL3

<400> 24
Met Ser Phe Asp Ile Ala Lys Tyr Pro Thr Leu Ala Leu Val Asp Ser
1 5 10 15

Thr Gln Glu Leu Arg Leu Leu Pro Lys Glu Ser Leu Pro Lys Leu Cys
20 25 30

Asp Glu Leu Arg Arg Tyr Leu Leu Asp Ser Val Ser Arg Ser Ser Gly
35 40 45

His Phe Ala Ser Gly Leu Gly Thr Val Glu Leu Thr Val Ala Leu His
50 55 60

Tyr Val Tyr Asn Thr Pro Phe Asp Gln Leu Ile Trp Asp Val Gly His
65 70 75 80



Gln Ala Tyr Pro His Lys Ile Leu Thr Gly Arg Arg Asp Lys Ile Gly
85 90 95

Thr Ile Arg Gln Lys Gly Gly Leu Thr Pro Phe Pro Trp Arg Gly Glu
100 105 110

Ser Glu Tyr Asp Val Leu Ser Val Gly His Ser Ser Thr Ser Ile Ser
115 120 125

Ala Gly Ile Gly Ile Ala Val Ala Ala Glu Lys Glu Gly Lys Asn Arg
130 135 140

Arg Thr Val Cys Val Ile Gly Asp Gly Ala Ile Thr Ala Gly Met Ala
145 150 155 160

Phe Glu Ala Met Asn His Ala Gly Asp Ile Arg Pro Asp Met Leu Val
165 170 175

Ile Leu Asn Asp Asn Glu Met Ser Ile Ser Glu Asn Val Gly Ala Leu
180 185 190

Asn Asn His Leu Ala Gln Leu Leu Ser Gly Lys Leu Tyr Ser Ser Leu
195 200 205

Arg Glu Gly Gly Lys Lys Val Phe Ser Gly Val Pro Pro Ile Lys Glu
210 215 220

Leu Leu Lys Arg Thr Glu Glu His Ile Lys Gly Met Val Val Pro Gly
225 230 235 240

Thr Leu Phe Glu Glu Leu Gly Phe Asn Tyr Ile Gly Pro Val Asp Gly
245 250 255

His Asp Val Leu Gly Leu Ile Thr Thr Leu Lys Asn Met Arg Asp Leu
260 265 270

Lys Gly Pro Gln Phe Leu His Ile Met Thr Lys Lys Gly Arg Gly Tyr
275 280 285

Glu Pro Ala Glu Lys Asp Pro Ile Thr Phe His Ala Val Pro Lys Phe
290 295 300



Asp Pro Ser Ser Gly Cys Leu Pro Lys Ser Ser Gly Gly Leu Pro Ser
305 310 315 320

Tyr Ser Lys Ile Phe Gly Asp Trp Leu Cys Glu Thr Ala Ala Lys Asp
325 330 335

Asn Lys Leu Met Ala Ile Thr Pro Ala Met Arg Glu Gly Ser Gly Met
340 345 350

Val Glu Phe Ser Arg Lys Phe Pro Asp Arg Tyr Phe Asp Val Ala Ile
355 360 365

Ala Glu Gln His Ala Val Thr Phe Ala Ala Gly Leu Ala Ile Gly Gly
370 375 380

Tyr Lys Pro Ile Val Ala Ile Tyr Ser Thr Phe Leu Gln Arg Ala Tyr
385 390 395 400

Asp GIn Val Leu His Asp Val Ala Ile Gln Lys Leu Pro Val Leu Phe
405 410 415

Ala Ile Asp Arg Ala Gly Ile Val Gly Ala Asp Gly Gln Thr His GIn
420 425 430

Gly Ala Phe Asp Leu Ser Tyr Leu Arg Cys Ile Pro Glu Met Val Ile
435 440 445

Met Thr Pro Ser Asp Glu Asn Glu Cys Arg Gln Met Leu Tyr Thr Gly
450 455 460

Tyr His Tyr Asn Asp Gly Pro Ser Ala Val Arg Tyr Pro Arg Gly Asn
465 470 475 480

Ala Val Gly Val Glu Leu Thr Pro Leu Glu Lys Leu Pro Ile Gly Lys
485 490 495

Gly Ile Val Lys Arg Arg Gly Glu Lys Leu Ala Ile Leu Asn Phe Gly
500 505 510

Thr Leu Met Pro Glu Ala Ala Lys Val Ala Glu Ser Leu Asn Ala Thr



515 520 525

Leu Val Asp Met Arg Phe Val Lys Pro Leu Asp Glu Ala Leu Ile Leu
530 535 540

Glu Met Ala Ala Ser His Glu Ala Leu Val Thr Val Glu Glu Asn Ala
545 550 555 560

Ile Met Gly Gly Ala Gly Ser Gly Val Asn Glu Val Leu Met Ala His
565 570 575

Arg Lys Pro Val Pro Val Leu Asn Ile Gly Leu Pro Asp Phe Phe Ile
580 585 590

Pro Gln Gly Thr Gln Glu Glu Met Arg Ala Glu Leu Gly Leu Asp Ala
595 600 605

Ala Gly Met Glu Ala Lys Ile Lys Ala Trp Leu Ala
610 615 620

<210> 25

<211> 620

<212> PRT

<213> Aurtificial Sequence

<220>
<223> Ec.dxs_SL5

<400> 25
Met Ser Phe Asp Ile Ala Lys Tyr Pro Thr Leu Ala Leu Val Asp Ser
1 5 10 15

Thr Gln Glu Leu Arg Leu Leu Pro Lys Glu Ser Leu Pro Lys Leu Cys
20 25 30

Asp Glu Leu Arg Arg Tyr Leu Leu Asp Ser Val Ser Arg Ser Ser Gly
35 40 45

His Phe Ala Ser Gly Leu Gly Thr Val Glu Leu Thr Val Ala Leu His
50 55 60

Tyr Val Tyr Asn Thr Pro Phe Asp Gln Leu Ile Trp Asp Val Gly His
65 70 75 80



Gln Ala Tyr Pro His Lys Ile Leu Thr Gly Arg Arg Asp Lys Ile Gly
85 90 95

Thr Ile Arg Gln Lys Gly Gly Leu Phe Pro Phe Pro Trp Arg Gly Glu
100 105 110

Ser Glu Tyr Asp Val Leu Ser Val Gly His Ser Ser Thr Ser Ile Ser
115 120 125

Ala Gly Ile Gly Ile Ala Val Ala Ala Glu Lys Glu Gly Lys Asn Arg
130 135 140

Arg Thr Val Cys Val Ile Gly Asp Gly Ala Ile Thr Ala Gly Met Ala
145 150 155 160

Phe Glu Ala Met Asn His Ala Gly Asp Ile Arg Pro Asp Met Leu Val
165 170 175

Ile Leu Asn Asp Asn Glu Met Ser Ile Ser Glu Asn Val Gly Ala Leu
180 185 190

Asn Asn His Leu Ala Gln Leu Leu Ser Gly Lys Leu Tyr Ser Ser Leu
195 200 205

Arg Asp Gly Gly Lys Lys Val Phe Ser Gly Val Pro Pro Ile Lys Glu
210 215 220

Leu Leu Lys Arg Thr Glu Glu His Ile Lys Gly Met Val Val Pro Gly
225 230 235 240

Thr Leu Phe Glu Glu Leu Gly Phe Asn Tyr Ile Gly Pro Val Asp Gly
245 250 255

His Asp Val Leu Gly Leu Ile Thr Thr Leu Lys Asn Met Arg Asp Leu
260 265 270

Lys Gly Pro GIn Phe Leu His Ile Met Thr Lys Lys Gly Arg Gly Tyr
275 280 285

Glu Pro Ala Glu Lys Asp Pro Ile Thr Phe His Ala Val Pro Lys Phe



290 295 300

Asp Pro Ser Ser Gly Cys Leu Pro Lys Ser Ser Gly Gly Leu Pro Ser
305 310 315 320

Tyr Ser Lys Ile Phe Gly Asp Trp Leu Cys Glu Thr Ala Ala Lys Asp
325 330 335

Asn Lys Leu Met Ala Ile Thr Pro Ala Met Arg Glu Gly Ser Gly Met
340 345 350

Val Glu Phe Ser Arg Lys Phe Pro Asp Arg Tyr Phe Asp Val Ala Ile
355 360 365

Ala Glu GlIn His Ala Val Thr Phe Ala Ala Gly Leu Ala Ile Gly Gly
370 375 380

Tyr Lys Pro Ile Val Ala Ile Tyr Ser Thr Phe Leu Gln Arg Ala Tyr
385 390 395 400

Asp GIn Val Leu His Asp Val Ala Ile Gln Lys Leu Pro Val Thr Phe
405 410 415

Ala Ile Asp Arg Ala Gly Ile Val Gly Ala Asp Gly Gln Thr His Gln
420 425 430

Gly Ala Phe Asp Leu Ser Tyr Leu Arg Cys Ile Pro Glu Met Val Ile
435 440 445

Met Thr Pro Ser Asp Glu Asn Glu Cys Arg Leu Met Leu Tyr Thr Gly
450 455 460

Tyr His Tyr Asn Asp Gly Pro Ser Ala Val Arg Tyr Pro Arg Gly Asn
465 470 475 480

Ala Val Gly Val Glu Leu Thr Pro Leu Glu Lys Leu Pro Ile Gly Lys
485 490 495

Gly Ile Val Lys Arg Arg Gly Glu Lys Leu Ala Ile Leu Asn Phe Gly
500 505 510



Thr Leu Met Pro Glu Ala Ala Lys Val Ala Glu Ser Leu Asn Ala Thr
515 520 525

Leu Val Asp Met Arg Phe Val Lys Pro Leu Asp Glu Ala Leu Ile Leu
530 535 540

Glu Met Ala Ala Ser His Glu Ala Leu Val Thr Val Glu Glu Asn Ala
545 550 555 560

Ile Met Gly Gly Ala Gly Ser Gly Val Asn Glu Val Leu Met Ala His
565 570 575

Arg Lys Pro Val Pro Val Leu Asn Ile Gly Leu Pro Asp Phe Phe Ile
580 585 590

Pro GIn Gly Thr Gln Glu Glu Met Arg Ala Glu Leu Gly Leu Asp Ala
595 600 605

Ala Gly Met Glu Ala Lys Ile Lys Ala Trp Leu Ala
610 615 620

<210> 26

<211> 659

<212> PRT

<213> Agrocybe aegerita

<400> 26
Met Pro Gly Ser Ala Asn Trp Thr Ala Asp Arg Phe Tyr Ile Pro Asp
1 5 10 15

Thr Leu Ala Asn Trp Pro Trp Pro Arg Ala Ile Asn Pro Ala Tyr Glu
20 25 30

Glu Cys Lys Ala Ala Ser Ala Ala Trp Cys Glu Lys Tyr Gly Ala Phe
35 40 45

Ser Ala Arg Ala Gln Lys Ala Phe Asn Leu Cys Asp Phe Asn Leu Leu
50 55 60

Ala Ser Leu Ala Tyr Ala Gly Leu Pro Ala Asp Val Asn Arg Val Gly
65 70 75 80



Cys Asp Leu Met Asn Leu Phe Phe Val Val Asp Glu His Thr Asp Ala
85 90 95

Met Asp Ala Arg Ser Val Gln Asp Trp Val Asp Ile Val Val Asp Ala
100 105 110

Leu His His Pro Arg Thr Pro Arg Pro Ala Gly Glu Pro Lys Val Gly
115 120 125

Glu Ile Ala Arg Thr Phe Trp Glu Asn Gly Ile Lys Cys Met Gly Pro
130 135 140

Thr Ala Gln Arg Arg Phe Val Glu Thr Phe Thr Thr Tyr Leu Gln Ser
145 150 155 160

Val Val Thr Gln Ala Gln Asp Arg Asp Lys His Leu Phe Arg Asp Val
165 170 175

Asp Ser Tyr Met Glu Val Arg Arg Asp Thr Ile Gly Ala Lys Pro Ser
180 185 190

Phe Ala Leu Leu Glu His Asp Met Glu Leu Pro Asp Asp Val Phe Tyr
195 200 205

His Pro Leu Leu Glu Lys Leu Arg Glu Trp Ala Ile Asp Met Leu Ile
210 215 220

Leu Gly Asn Asp Leu Cys Ser Tyr Asn Val Glu Gln Ser Arg Gly Asp
225 230 235 240

Asp Gly His Asn Ile Ile Arg Leu Ala Met Leu Gln Glu Asn Thr Asn
245 250 255

Val His Gly Ala Leu Arg Phe Val Ser Lys Met His Asp Asp Leu Ala
260 265 270

Glu Lys Phe Leu Ser Asn Tyr Gln Gly Met Pro Ser Phe Thr Pro GIn
275 280 285

Ile Asp Ala Trp Val Thr Arg Tyr Ile Asp Gly Leu Gly Asn Trp Val
290 295 300



Arg Ala Asn Asp Ser Trp Ser Phe Glu Ser Trp Arg Tyr Phe Lys Gly
305 310 315 320

Asp Val Leu Arg Val Gln Ala Glu Arg Trp Val Glu Leu Leu Pro Pro
325 330 335

Ala Pro Lys Asp Glu Leu Thr Ser Ser Ile Pro Pro Glu Ser Arg Trp
340 345 350

Ile Lys Pro Ala Val Glu Pro Ser Arg Ala Arg Pro Asn Asn Val Gly
355 360 365

Ile Val Ala Leu Asp Thr Tyr Thr Pro Thr Ser Glu Asp Asp Phe Gln
370 375 380

Thr Leu Ala Val Lys Thr Val Ser Ser Leu Leu Ser Lys Tyr Asn Ile
385 390 395 400

Asn Pro Val Ser Val Gly Arg Leu Asp Ile Cys Ile Glu Arg Ala Ala
405 410 415

Asp Pro Tyr Ile Ile Tyr Ala Leu Arg Asp Ala Phe Ala Ser Ala Gly
420 425 430

Asn Thr Asp Val Glu Ala Ile Val Ser Ser Ser Lys Ser Val Val Gly
435 440 445

Leu Phe Asn Ala Ile Asn Trp Val Glu Ser Ser Ser Trp Asp Gly Arg
450 455 460

Tyr Ala Ile Val Phe Ala Gly Asp Leu Ser Ser Gly Val Ser Ala Ala
465 470 475 480

Leu Val Gly Pro Asp Ala Pro Ile Val Val Glu Pro Thr Arg Gly Thr
485 490 495

Tyr Leu Gly Asp Pro Ile Ala Ser Thr Asp Glu Ala Gln Gly Ser Tyr
500 505 510

Ile Asp Ser Leu Phe Gln Ser Tyr Ser His Tyr Arg Lys Lys His Pro
515 520 525



Gln Phe Ser Lys Thr Ser Gly Ala Pro Asn Gly Ala His Thr Pro Thr
530 535 540

Thr Thr Asn Gly Ser Ile Lys Ser Asn Gly Phe Val Ser Gly Asp Thr
545 550 555 560

Asn Gly His Ala Asn Gly Asn Gly His Val Gln Thr Arg Ser Ser Thr
565 570 575

Pro Ser Ser Ser Ser Ser Ser Thr Ser Ser Pro Ser Phe Asp Tyr Met
580 585 590

Ile Leu His Asp Arg His Gly Lys Ile Pro Thr Gly Ala Gly Ser Ile
595 600 605

Tyr Leu Gly Leu Ala Ser Leu Ile Thr Asp Ile Ala Pro Glu Thr Leu
610 615 620

Ala Gly Lys Ser Ile Gly Val Phe Gly Phe Ala Asn Ser Thr Ser Thr
625 630 635 640

Phe Phe Gly Ile Arg Val Ala Gly Asp Cys Ser Val Ile Cys Lys Gln
645 650 655

Leu Gln Ala

<210> 27

<211> 353

<212> PRT

<213> Agrocybe aegerita

<400> 27
Met Ser Glu Gln Gln Tyr Thr Leu Pro Asp Leu Leu Gln Asn Trp Pro
1 5 10 15

Trp Asn Arg His Leu Ser Pro Tyr Tyr Glu Glu Ala Lys Arg Glu Ser
20 25 30

Ser Ala Trp Val Glu Ser Phe Lys Pro Phe Asp Gln Asp Gly Gln Arg
35 40 45



Ala Phe Asp Ala Tyr Leu Leu Ala Ser Leu Thr Tyr Ser His Gly Ser
50 55 60

Arg Glu Phe Val Arg Leu Gly Cys Asp Leu Met Asn Phe Tyr Phe Val
65 70 75 80

Tyr Asp Glu Tyr Thr Asp Val Ser Asp Ser Ala Val Ala Asp Arg Leu
85 90 95

Ala Asn Ile Val Ile Asp Ala Met Arg Asn Pro Glu Asn Ser Ser Gln
100 105 110

Ser Gly Asp His Leu Leu Gly Lys Met Thr Lys His Phe Trp Thr Arg
115 120 125

Ala Leu Ala Met Ala Pro Ala Gly Ser Pro Cys Phe Glu His Phe Ile
130 135 140

Thr Thr Ser Glu Thr Tyr Leu Arg Ala Val Thr Gln Glu Ala Glu Asp
145 150 155 160

Arg Ala Asn Lys Arg Val Arg Lys Val Asp Asp Tyr Leu Arg Leu Arg
165 170 175

Arg Asp Thr Cys Gly Ala Arg Pro Thr Leu Ala Leu Ile Glu Phe Gly
180 185 190

Leu Asn Leu Pro Asn Glu Val Val Arg His Pro Ser Leu Val Ala Leu
195 200 205

Thr Glu Ala Ala Val Asp Leu Ile Ile Leu Val Asn Asp Met His Ser
210 215 220

Tyr Val Arg Glu Leu Ser Cys Gly His Glu Asn His Asn Leu Ile Thr
225 230 235 240

Ala Ile Met Leu Glu His Arg Leu Asn Gln Gln Asp Ala Phe His Trp
245 250 255

Leu Gly Ser His Cys Ser Arg Val Val Asp Gln Phe Leu Ser Asp Leu



260 265 270

Asp Glu Leu Pro Ser Trp Gly Glu Pro Thr Asp Ser Gly Val Arg Asp
275 280 285

Tyr Ile Asn Gly Leu Gly Gln Trp Val Arg Gly Asn Asp Asp Trp Ser
290 295 300

Thr Glu Ser Lys Arg Tyr Tyr Gly Glu Asp Gly Glu Thr Ile Arg Gln
305 310 315 320

Glu Arg Leu Val Thr Thr Arg Ser Gly Glu Ser Asn Tyr Ile Lys Phe
325 330 335

Gly GIn Val Gly Val Gln Asp Ser Val Arg Ile Gln Pro Ile Glu Ala
340 345 350

Asn

<210> 28

<211> 346

<212> PRT

<213> Agrocybe aegerita

<400> 28
Met Cys Ala Ser Ala Thr Arg Pro Gln Pro Ser Ala Ser Asn Asn Val
1 5 10 15

Lys Lys Ile Ile Leu Pro Asp Leu Val Ser His Cys Thr Phe Lys Leu
20 25 30

Arg His Asn Arg His Arg Lys Gln Val Thr Thr Glu Thr Lys Lys Trp
35 40 45

Leu Phe Lys Asp Gly Asn Leu Leu Gly GIn Lys Glu Arg Ala Tyr His
50 55 60

Gly Leu Lys Cys Gly Leu Leu Thr Ser Met Cys Tyr Pro Asp Ala Gly
65 70 75 80

Tyr Pro Gln Leu Arg Val Val Asn Asp Phe Leu Thr Tyr Leu Phe His



85 90 95

Leu Asp Asn Leu Ser Asp Glu Met Asp Asn Arg Gly Thr Thr Thr Thr
100 105 110

Ala Asp Glu Val Leu Asn Ser Leu Tyr His Pro His Thr Trp Arg Ser
115 120 125

Ser Ala Arg Val Gly Lys Met Thr Arg Asp Phe Tyr Lys Arg Leu Val
130 135 140

Leu Thr Ala Ser Pro Gly Ala Gln Gln Arg Phe Ile Glu Thr Phe Asp
145 150 155 160

Phe Phe Phe GIn Ser Val Thr Gln Gln Ala Leu Asp Arg Ala Ser Gly
165 170 175

Val Ile Pro Asp Leu Glu Ser Tyr Ile Ser Leu Arg Arg Asp Thr Ser
180 185 190

Gly Cys Lys Pro Cys Trp Ala Met Ile Glu Tyr Ala Asn Asn Leu Asp
195 200 205

Ile Pro Asp Glu Val Met Asp His Pro Ile Ile Arg Ser Leu Gly Glu
210 215 220

Ala Thr Asn Asp Leu Val Thr Trp Ser Asn Asp Ile Phe Ser Tyr Ser
225 230 235 240

Val Glu GIn Ser Lys Gly His Thr His Asn Met Ile Pro Val Val Met
245 250 255

Tyr Gln Glu Gly Leu Asp Leu Gln Ala Ala Val Asp Phe Val Gly Asp
260 265 270

Met Cys Arg Gln Ser Ile Asn Arg Phe Val Glu Glu Lys Ala Arg Leu
275 280 285

Pro Ser Trp Gly Pro Lys Ile Asp Gln Asp Val Ala Ile Tyr Val Gln
290 295 300



Gly Leu Ala Asp Trp Ile Val Gly Ser Leu His Trp Ser Phe Glu Thr
305 310 315 320

Glu Arg Tyr Phe Gly Lys Ser Gly Arg Gln Val Lys Ala Ser Arg Ile
325 330 335

Val Asp Leu Leu Pro Arg Gln Arg Leu Pro
340 345

<210> 29

<211> 372

<212> PRT

<213> Agrocybe aegerita

<400> 29
Met Thr Ala Ala Pro Leu Thr Phe Thr Leu Pro Asp Leu Leu Ala Asn
1 5 10 15

Phe Pro Trp Lys Arg Asn Leu Ser Glu Tyr Tyr Pro Glu Cys Lys Thr
20 25 30

Glu Ser Ser Ala Trp Thr Glu Ser Phe His Pro Phe Asp Asp Glu Gly
35 40 45

Leu Lys Gly Phe Asn Leu Cys Asp Phe Asn Leu Leu Ala Ser Leu Ala
50 55 60

Tyr Ser Pro Arg Glu Arg Glu Ile Ile Arg Leu Gly Cys Asp Leu Met
65 70 75 80

Asn Ile Phe Tyr Val Phe Asp Glu Tyr Thr Asp Ile Ala Asp Gly Asp
85 90 95

Gly Ala Asp Lys Ile Arg Asp Ile Ile Met Asp Ala Phe Arg Asn Pro
100 105 110

His Lys Pro Arg Pro Glu Gly Glu Leu Leu Val Gly Glu Met Ala Arg
115 120 125

Asp Phe Trp Ile Arg Ala Ser Gly Tyr Val Ser Pro Asp Ala His Cys
130 135 140



Leu Thr His Phe Leu Arg Asp Phe Asp Thr Tyr Thr Ala Ala Val Val
145 150 155 160

Arg Glu Ala Asp Asp Arg Ala Lys Arg Val Tyr Arg Thr Phe Glu Asp
165 170 175

Tyr Leu Ser Ile Arg Arg Asp Ser Ser Gly Cys Leu Pro Ser Phe Ala
180 185 190

Leu Cys Glu Phe Gly Leu Asp Leu Pro Glu Glu Ala Tyr His His Pro
195 200 205

Arg Met Ala Ala Leu Arg Glu Gln Ser Thr Asp Leu Ile Ala Ile Gly
210 215 220

Asn Asp Ile Asp Ser Tyr Ala Met Glu Lys Ala Arg Gly Leu Glu Leu
225 230 235 240

His Asn Ser Val Glu Leu Ile Ile Asn Glu His Gly Leu Asp Val Gln
245 250 255

Gly Ala Ile Asn Trp Leu Glu Arg Tyr Ala Ala Gly Val His Ala Ser
260 265 270

Phe Leu Asp Asn Val Ala Asn Met Pro Ser Trp Gly Glu Asp Val Asp
275 280 285

Arg Arg Val Lys Met Tyr Ile Asp Gly Leu Ala GIn Trp Val Arg Gly
290 295 300

Asn Asp Asp Trp Thr Phe Glu Ser Gly Arg Tyr Phe Gly Asp Lys Gly
305 310 315 320

Leu Glu Val Gln Lys Thr Arg Val Met Ser Leu Leu Pro Ala Ser Lys
325 330 335

Val Ser Leu Arg Ser Arg Pro Lys Ala Val Gly His Val Pro Lys Lys
340 345 350

Leu Leu Arg Tyr Phe Arg Tyr Ser Thr Met Tyr Phe Phe Gly Phe His
355 360 365



Val Leu Ala Lys
370

<210> 30

<211> 342

<212> PRT

<213> Agrocybe aegerita

<400> 30
Met Ser Ala Leu Pro Ser Gln Phe Lys Leu Pro Asp Leu Leu Ser Thr
1 5 10 15

Cys Pro Leu Lys Asp Gly Thr Asn Pro Ala Tyr Lys Lys Ala Ala Ala
20 25 30

Glu Ser Arg Ala Trp Ile Gly Ser Tyr Asn Met Phe Ala Asp Arg Lys
35 40 45

Arg Ala Phe Phe Ile Gln Gly Gln Asn Glu Leu Leu Cys Ser His Val
50 55 60

Tyr Cys Tyr Ala Gly Tyr Glu GIn Leu Arg Thr Thr Cys Asp Phe Val
65 70 75 80

Asn Leu Leu Phe Val Val Asp Glu Val Ser Asp Glu Gln Ser Gly Glu
85 90 95

Asp Ala Arg Ala Thr Gly Gln Val Phe Val Asn Ala Met Lys Tyr Ala
100 105 110

Asp Trp His Asp Gly Ser Lys Leu Ala Lys Leu Thr Lys Asp Phe Arg
115 120 125

Val Arg Phe Leu Arg Leu Ala Gly Pro Lys Asn Val Ala Arg Phe Val
130 135 140

Ala Leu Cys Glu Ser Tyr Thr Ala Cys Val Gly Lys Glu Ala Glu Leu
145 150 155 160

Arg Glu Ser Gly GIn Val Leu Gly Val Lys Glu Phe Ile Pro Leu Arg
165 170 175



Arg GIn Asn Ser Ala Val Leu Leu Cys Phe Ser Leu Val Glu Tyr Ile
180 185 190

Leu Gly Ile Asp Leu Asp Asp Glu Val Tyr Arg Asp Glu Asn Phe Leu
195 200 205

Asn Ala Tyr Trp Ala Ala Cys Asp His Val Cys Trp Ala Asn Asp Val
210 215 220

Tyr Ser Tyr Asp Met Glu Gln Ser Lys Gly Leu Ser Asn Asn Asn Ile
225 230 235 240

Val Thr Val Leu Met Glu Glu Asn His Thr Ser Leu Gln Asp Thr Ser
245 250 255

Asp Tyr lle Gly Glu Lys Cys Ala Glu Phe Val GIn Ile Tyr Leu Thr
260 265 270

Ser Lys Lys Arg Leu Ser Pro Ser Leu Gly Pro Asp Ala Ala Leu Phe
275 280 285

Leu Glu Ser Ile Gly Ser Trp Met Val Gly Asn Leu Ala Trp Ser Phe
290 295 300

Glu Thr Ser Arg Tyr Phe Gly Ser Arg His Leu Glu Val Lys Glu Thr
305 310 315 320

Gly Ile Val Ile Leu Arg Pro Arg Glu Leu Pro Glu Asp Gly Ser Ser
325 330 335

Ser Asp Ser Asp Glu Glu
340

<210> 31

<211> 387

<212> PRT

<213> Agrocybe aegerita

<400> 31

Met Ser Phe Phe Lys Ser Ser Gln Pro Thr Ile Tyr Ile Pro Asp Thr
1 5 10 15



Leu Arg Asn Trp Pro Trp Pro Arg Glu Ile Asn Pro His Tyr Glu Glu
20 25 30

Cys Lys Arg Glu Ser Ala Ala Trp Val Glu Lys Phe Gly Ala Phe Ser
35 40 45

Ala Lys Ala GIn Lys Ala Phe Asn Lys Cys Asp Phe Asn Leu Leu Ala
50 55 60

Ser Leu Ala Trp Ser Arg Val Asn Arg Asp Gly Cys Arg Ile Gly Cys
65 70 75 80

Asp Leu Met Asn Leu Phe Phe Val Phe Asp Glu Trp Ser Asp Val Ser
85 90 95

Asp Ala Glu Glu Thr Arg Arg Met Ala Asp Ile Ile Met Asp Ala Leu
100 105 110

Tyr Asp Pro His Lys Pro Arg Pro Thr Gly Glu Trp Val Gly Gly Glu
115 120 125

Val Thr Arg Gln Tyr Trp Leu Asn Ala Ile Arg Thr Ala Thr Pro Ser
130 135 140

Ala Gln Lys Arg Phe Ile Lys Ala Phe Lys Leu Tyr Thr Asp Ser Val
145 150 155 160

Val Gln GIn Ser Ala Asp Arg Asp Lys His Leu Ile Arg Asp Ile Asp
165 170 175

Ser Tyr Phe Glu Val Arg Arg Asp Thr Ile Gly Ala Lys Pro Ser Phe
180 185 190

Ala Ile Asn Glu Val His Met Asn Leu Pro Asp Tyr Val Met Glu His
195 200 205

Pro Val Ile Lys Asn Leu Thr Ala Tyr Cys Ile Asp Met Leu Cys Ile
210 215 220

Gly Asn Asp Leu Cys Ser Tyr Asn Val Glu Gln Ser Arg Gly Asp Asp
225 230 235 240



Gly His Asn Leu Val Thr Ile Val Met His Gln Leu Asn Leu Asp Val
245 250 255

Gln Gly Ala Phe Asp Trp Ile Gly Lys Leu His Asp Glu Leu Val Asp
260 265 270

Lys Phe Leu Glu Glu Tyr Lys Asn Val Pro Thr Phe Lys Asp Lys Gln
275 280 285

Val Thr Lys Glu Cys Ala Glu Tyr Ala Phe Gly Leu Gly Asn Trp Val
290 295 300

Arg Gly Asn Asp GIn Trp Ser Phe Glu Ser Glu Arg Tyr Phe Gly Lys
305 310 315 320

Asp Gly Met Arg Val Leu Thr Glu Arg Thr Val Val Leu Leu Pro Lys
325 330 335

Lys Arg Glu Pro Pro Pro Lys Pro Leu Asp Glu Asp Pro Ile Tyr Ser
340 345 350

Ala Leu Pro Trp Trp Gly Trp Thr Ala Leu Phe Gly Phe Leu Ala Thr
355 360 365

Ala Phe Thr Phe Ser Ala Arg GIn Leu Ser Thr Arg Ile Ser Ala Asn
370 375 380

Leu Ile Ala
385

<210> 32

<211> 430

<212> PRT

<213> Agrocybe aegerita

<400> 32
Met Ala Ser Ser Leu Leu Glu Pro Ser Leu Ala Ala Ile Ala Leu Val
1 5 10 15

Ile Leu Leu Ala Ser Val Ser Leu Ser Arg Lys Lys Arg Pro Ala Ala
20 25 30



Pro Glu Pro GIn Gly Leu Ser Val Leu Gly Asn Leu Phe Asp Ile Pro
35 40 45

Lys Arg Ala Ser Ser Ile Ile Tyr Leu Ala Leu Gly Lys Pro Tyr Asn
50 55 60

Thr Leu Thr Lys Arg Ala Val Ser Gln Leu GIn Gly Tyr Thr Pro Gly
65 70 75 80

Ser His Ile Asp Ala Thr Ser His Ser Pro Arg Val Phe Arg Leu Pro
85 90 95

Asn Leu Glu Glu Thr Phe Ser Val Phe Pro Asp His Gly Leu Asn Pro
100 105 110

Asn Tyr Thr Ser Ala Arg Thr Asp Ser Arg Ala Trp Ile Asn Gln Tyr
115 120 125

Thr Lys Val Val Cys Gly Pro Lys Met Val Ala Phe Met Asn Asn Cys
130 135 140

Glu Phe Glu Leu Ser Asn Ser His Cys Tyr Pro Tyr Ala Gly Tyr Lys
145 150 155 160

Gly Leu Lys Ala Thr Met Asp Leu Thr Asn Ile Leu Trp Leu Tyr Asp
165 170 175

Glu Tyr Thr Asp Thr Gly Ser Gly Ala Glu Ala Val Lys Ala Ala Gly
180 185 190

Ile Val Ala Arg Ala Leu Arg Glu Pro Asp Tyr Asp Asp Gly Thr Trp
195 200 205

Val Cys Arg Met Met Lys Ser Phe Lys Gln Asn His Ile Asp Lys Ala
210 215 220

Gly Pro Gly Val Ala Arg Arg Phe Ile Asp Asn Phe Cys Asn Tyr Val
225 230 235 240

Glu Val Val Gly Arg Glu Ala Glu Leu Arg Glu Lys Asn Glu Val Leu



245 250 255

Asp Ile Pro Asn Tyr Val Thr Phe Arg Arg Glu Thr Ser Ala Val Arg
260 265 270

Thr Cys Phe Asp Leu Val Glu Tyr Cys Leu Asp Leu Asp Leu Pro Gln
275 280 285

Tyr Val His Asp Asp Pro Val Phe Ile Ser Gly Tyr Asn Ala Gly Met
290 295 300

Asp Leu Val Phe Trp Ala Asn Asp Leu Val Ser Tyr Asn Met Glu Gln
305 310 315 320

Ser Lys Gly His Ser Gly Ala Asn Val Val Thr Val Ile Met Lys Ser
325 330 335

Lys Gly Val Asp Leu Gln Thr Ala Val Asp Phe Leu Gly Gly Tyr Cys
340 345 350

Glu Ala Leu Thr Ala GIn Leu Leu Glu Ala Lys Arg Ile Leu Gln Ala
355 360 365

Arg Ser Asp Ala Ala Tyr Ser Arg Asp Val Val Arg Leu Met Asp Ala
370 375 380

Phe Gly Asp Trp Val Arg Gly Asn Val Ala Trp Ser Phe Glu Thr Glu
385 390 395 400

Arg Tyr Phe Gly Lys Glu Asn Lys Arg Val Lys Glu Thr Leu Leu Val
405 410 415

Glu Leu Lys Glu Pro Phe Val Gly Ala Leu Ala Leu Lys Glu
420 425 430

<210> 33

<211> 358

<212> PRT

<213> Agrocybe aegerita

<400> 33

Met Asn Ala Ser Pro Phe Leu Asn Glu Ser Ser Pro Thr Arg Pro Thr



1 5 10 15

Ser Phe Val Leu Pro Asp Leu Val Ser His Cys Lys Phe Pro Leu Ser
20 25 30

Tyr His Pro Asn Gly Asp Glu Ile Ala Gln Glu Ser Val Asp Trp Leu
35 40 45

Asp Ser Ser Cys Pro Asp Leu Thr Ala Lys Gln Arg Arg Ala Leu Arg
50 55 60

Val Leu Gln Ser Gly Glu Leu Thr Ala Tyr Cys Tyr Asn Gln Ala Thr
65 70 75 80

Ser Pro Glu Arg Leu Arg Val Val Ser Asp Phe Leu Thr Tyr Leu Phe
85 90 95

His Leu Asp Asn Ile Ser Asp Gly Met Met Thr Arg Glu Thr Asp Val
100 105 110

Leu Ala Asp Val Val Met Asn Ala Phe Trp Phe Thr Asp Lys Tyr Met
115 120 125

Pro Thr Arg Gly Pro Gly Lys Glu GIn Leu Asp Glu Glu Leu Asn Pro
130 135 140

Gly Lys Leu Ala Arg Asp Phe Trp Ser Arg Ala Ile Ala Asp Cys Gly
145 150 155 160

Val Gly Val Gln Ala Arg Phe Lys Glu Thr Met Gly Leu Phe Phe Glu
165 170 175

Ala Val Asn Ile Gln Ala Arg Met Arg Asp Glu Asp Thr Ile Pro Asp
180 185 190

Leu Glu Ser Tyr Ile Asp Val Arg Arg Asp Thr Ser Gly Cys Lys Pro
195 200 205

Ser Trp Val Leu Ile Glu Tyr Ala Leu Gly Ile Asp Leu Pro Asp His
210 215 220



Val Val Asp His Pro Ile Met Gln Ala Leu Asn Gln Gly Thr Asn Asp
225 230 235 240

Leu Val Thr Trp Ser Asn Asp Ile Phe Ser Tyr Asn Val Glu Gln Ser
245 250 255

Arg Gly Asp Thr His Asn Met Ile Val Ile Leu Met Glu Tyr His Gly
260 265 270

His Thr Leu Gln Ser Ala Val Asp Tyr Val Gly Glu Leu Cys Ala Gln
275 280 285

Thr Ile Asp Thr Phe Cys Glu Asn Lys Glu Arg Leu Pro Ser Trp Gly
290 295 300

Pro Glu Ile Asp Asp Met Val Ala Arg Tyr Val Lys Gly Leu Gln Asp
305 310 315 320

Trp Ile Val Gly Ser Leu His Trp Ser Phe Gln Thr Gln Arg Tyr Phe
325 330 335

Gly Lys Asp Gly Leu Asp Ile Lys Lys His Arg Phe Val Lys Leu Leu

340 345 350
Pro Leu Glu Ala Ala Lys
355
<210> 34
<211> 389
<212> PRT

<213> Agrocybe aegerita

<400> 34

Met Val Trp Asp Phe Val Leu Ser Leu Phe His Ser Leu Leu Ala Ala
1 5 10 15

Phe Gln Thr Leu Thr Ser Trp Leu Thr Gly Ser Phe Leu Phe Asn Asn
20 25 30

Lys Met Ala Pro Ala Pro Asn Pro Ala Pro Val Thr Phe Ile Leu Pro
35 40 45



Asp Leu Glu Lys Thr Phe Asn Ser Leu Pro Asp Asp Gly Leu Asn Pro
50 55 60

His His Asp Val Ala Cys Ala Glu Ser Arg Glu Trp Phe Ala Lys Tyr
65 70 75 80

Asn Lys Lys Val Leu Gly Ala Gln Met Gln Glu Phe Phe Arg Arg Cys
85 90 95

Lys Phe Glu Leu Ile Thr Ser Tyr Thr Tyr Pro Tyr Val Asp Lys Glu
100 105 110

Gly Leu Arg Ala Thr Met Asp Trp His Asn Ile Leu Trp Phe Phe Asp
115 120 125

Glu Val Thr Asp Thr Glu Thr Gly Lys Asp Ala His Lys Ser Ala Ile
130 135 140

Ile Thr Ile Arg Thr Leu Arg Glu Pro Asp Phe Asp Asp Gly Ser Ser
145 150 155 160

Leu Cys Arg Met Val Arg Asp Phe Arg Leu Ser His Leu Ser Arg Ala
165 170 175

Gly Pro Glu Cys Thr Arg Arg Phe Leu Glu His Cys Asp Val Ala Phe
180 185 190

His Ala Gly Ala Val Glu Ala Glu Leu Arg Glu Lys Gly Glu Val Leu
195 200 205

Ser Ile Glu Gly Tyr Leu Lys Leu Arg Arg Glu Thr Ser Gly Ala Arg
210 215 220

Thr Cys Phe Asp Met Ala Glu Tyr Leu Met Asp Ile Asp Leu Pro GIn
225 230 235 240

Asp Met Tyr Asp Asp Pro Val Phe GIn Lys Gly Tyr Ile Ala Ala Leu
245 250 255

Asp Leu Ile Phe Leu Ala Asn Asp Leu Tyr Ser Tyr Asn Met Glu Gln
260 265 270



Ala Lys Gly His Asn Gly Ala Asn Val Leu Thr Val Val Met Lys Glu
275 280 285

Thr Lys Leu Asn Leu Gln Ser Ala Ala Asp Tyr Val Gly Val Leu Cys
290 295 300

Glu Lys Leu Ile Lys Gln Phe Gln Glu Ala Lys Ser Thr Leu Glu Asn
305 310 315 320

Arg Leu Ala Lys Glu Lys Asn Pro Ala Lys Ala Ala Ala Leu Lys Asp
325 330 335

Ala Ile Arg Ser Leu Val Gly Tyr Gly His Trp Val Arg Gly Asn Val
340 345 350

Glu Trp Ser Phe Glu Thr Glu Arg Tyr Phe Gly Lys Lys Asn Lys Glu
355 360 365

Ile Lys Lys Ser Arg Val Val Thr Leu Thr Pro Thr Asn Ser Val Asn
370 375 380

Arg Ala Leu Lys Ala
385

<210> 35

<211> 1173

<212> DNA

<213> Agrocybe aegerita

<400> 35
atgcatcacc atcaccatca ccacagctcg acccagctgt tcactcacte tccgaccaaa 60

atgcagatca tcctgeegga tetgetgtge tectggggat ataaagggtt tctcaacect 120
cactatgagg gcgctaaggce ggaatccaac acctggatte geeegetegt agtgaaactt 180
ttcgacgaac gtggccagaa agegttcgee aaagattaca ceggtetget ggegtetatg 240
acttacccgc accacaacaa agaattcctg tgtgtggctt gegatatgat gaacctgtte 300
tttgtttatg acgagtatac cgatattacc ccgecggaaa ccgegeageg tetggetaaa 360
atcgttgtaa atgctatgcg caatccggat gagatcgecg ctctgggtga agacageatc 420

ggtactatga ccaagcagtt ctggegeege getatgacte tgetgecace gaacggttgt 480



aactctgaat cttgtatcca gcacttcatt gactacaccg aagaatatct gactgcagtg 540
acgcgtgaag cttgtgatcg tagcageggce tctgtccacg ctgtaaaaga ctatctggeg 600
atgcgtcgtg caacctctgg cgegggtctg atggttggtt tactggaatt tggectcgat 660
ctgccggaag aagtcatgaa acatgaagtg atccaggaac tgtctactgg cgegatcgac 720
atgtactgtc tgctgaacga catgcatage tacgcatctg aactgtcgte tggtcaggee 780
tctcacaacg ttattaccgt cgtgatgcac gaacgtaacc tgtccctgea agaagetttt 840
gattggctgg cctcttacge ggcaggegta gtgaagggtt tcaaaaccaa cctgaaccge 900
gttecttett ttagcgaact ggaggaccac tctctgeacg gegaaggeat getcegtgat 960
cgcattcagc gttacatcga cggectgggt caggeggttc gecgeggaaga tgattggget 1020
tttgaaacta cccgctatca cggtcagaac ggeccgeaga ttaaactgac ccgtatgetg 1080
accatccgtc cgcaggttaa ggacaactac gctaaacagg cteegegegt cgaggetect 1140
gaacgcccga tgttactgga agtgcgtagt taa 1173

<210> 36

<211> 1050

<212> DNA

<213> Agrocybe pediades

<400> 36
atgcatcacc atcaccatca ctcccaattt attatcccgg atctgttate cacttggect 60

tggcagcgeg tgtctaacce gatgtggegt gagattgatg aagaagcaaa cgegtgggtg 120
cagtctttcg acctgtttga accgtcccag ttcgagaaat tcaagatgtg tgatttcaac 180
ctgetgggct cgatgattgg taccgtggaa accaaagate atctgegeat cagttgegac 240
ctgatgaact tctatttcgc attcgacgaa tacacggaca tggcatccaa agacgaageg 300
cgtaagatcg cccgtgacgt gatggatgea tttcgcaaca ccgaaaaacc agetcacaac 360
caaatcaccg aaatggcccg ccagtttttt aaacgtacga tcgacactgt aggtaaagac 420
ttgccgggeg tggaacgttt tatcgetgac ttcgatgett atacgeatte cgtgatccag 480
gaggccgacg accgtgetac tggecacate cgeagegtca acgactattt cacgttacge 540
cgcgacactt gcggegegaa accaagcette agettetttg gectgggtct gaacatteccg 600
gatgaggttt tccaccatce tgtggttatt tccatgatcg aaggegecac cgatctgatt 660

gctgttacga atgacatgca ctcatataac ctcgaacact ccegtggtet ggatggacac 720



aacgtaatca ctgctatcat gcacgaatac cagctggacc tgcagggege actgtactgg 780
ctatccggtt acgctaccca tacgattget aacttectgt cgaaccgeeg taacctgecg 840
tcctggggee cggetgtcga taaageggta gaagaatttt tcgacegtgt tggtegttgt 900
gttegtggct acgacgettg gagctacgaa accaaacgct attacgggaa aaacggectg 960
caggtgcaga agacccgtcg tatcaccctg cgeccgegtg acgegtctta cattactaag 1020
gagcagctge aggtatctat caaagcataa 1050

<210> 37

<211> 1053

<212> DNA

<213> Agrocybe pediades

<400> 37
atgcatcacc atcaccatca ctcctctcag atctatatce cggacctect gatcacctgg 60

ccgtggcaaa aggtgegeaa cccactgetg caagaagtgce aggatgaggce gaacgaatgg 120
gtgaaatctt tcgtgetgtt cgaaccggaa cagtttgaga aatttaagge atgtgatttc 180
aacctgctgg gtgeactggt tggtcegetg ggtaccaagg aagaactgeg cattagetgt 240
gacctgatga acttctactt cgecttcgat gagtacaccg acctggetag cgetgacgaa 300
gccaaagtaa tcgegegega tgtgatggaa agetteegte acacagataa gecaagecac 360
aacaaaatta ctgaaatggc ccgtcaattc ttcgaacgta ctatcaacac ggttggtaac 420
gatccgactg geattgaaca atttattgeg gatttcgacg catacaccac ctctatcatc 480
caagaagctg atgatcgtge gtctggtcac attcgtageg ttgaggatta cttcattctg 540
cgeegtgaca cctgtggtgg gaaaccgteg ttetegttct teggtetggg cctgaacate 600
ccgaaagaag tcttcgcaca cccgatgtte atctccatga ccgaatecge gactgatetg 660
atcgcaatta ccaacgatat gcactcttat aacctggage aatccegegg cttggatggt 720
cacaatgtaa ttaccgcgat catgcacgaa tacaaaatta atctccaggg tgegetgtac 780
tggctgtcgg gttacgctac taaaactatt gcgaaattta tetctgaccg taaaaatttg 840
ccgagcetggg geccagtggt tgaccgegec gttgaacaat actttgaceg tgttggtegt 900
tgcgttcgtg getacgatge ctggtcttac gaaaccaaac gttattacgg taaaaatgge 960
ctggaaatcc agaaaactcg tcagatcacc ctgegeecge tggacccgge gtacgtgace 1020

aaagaacagc tgcaggtatc catgaaggca taa 1053



<210> 38

<211> 1050

<212> DNA

<213> Galerina marginata

<400> 38
atgcatcacc atcaccatca cccgagecag ttcaccatce ctgacctget gatcacttgg 60

ccatggcagg aaatcaccaa cccgatgetg cacgaagtag acgctgaage caatgaatgg 120
gttcagtcac tgaacctgtt cgaaccgaaa cagttcgaaa agttcaaagc ctgtaacttc 180
aacctgctgg getcectggt tggaccgetg ccaagecgtg accacctteg tgtgtectge 240
gacctgatga acttctactt cgctttcgat gagtacacgg acatggcaaa caaagatgaa 300
gctatgegta tcgecegtga cgtaatgcaa geattcegta acactgacac gectagcaac 360
tctaaaatca ctgaaatgge acgtcaattc ttcaaacgta ccatcgaggt tgtaggcgaa 420
gacctgeegg geatcgaacg tttcatcgee gatttcgatg catacactcg ttecgtgatt 480
caggaagcag atgatcgtgt tgcaggtcac attcgtaacg tggaggacta cttcattctg 540
cgcegtgata cgtgeggtge taaaccgage ttetctttct acggtetggg tctgaacatc 600
ccgaccgagg tctttgaaca cccgetgetg atttctatgg ttgaaagege aactgacctg 660
attgctgtca ccaatgacat geactcttac ggtctggage attctcgtgg cctggacggt 720
cacaatgtta tcaccgccat tatgcacgaa tatcagctgg acctacaggg tgeectgtac 780
tggctgtecg getacgeaac taaaaccate tccaaattee tgactgateg taaaaacctg 840
ccgtectggg geccaaccat tgacaaaget ctcgaaatct acctggaccg tttaggtegt 900
tgcgtgegtg getacgatge ttggtectac ageactaage gttactatgg taaaaacggt 960
ctgaaggttc aaaaaacccg ccgtatcact ttgaaaccge gtgatgcage ctacatcacg 1020
aaggatcagc tgcaggtgtc tatcgcttaa 1050

<210> 39

<211> 1053

<212> DNA

<213> Hypholoma sublateritium

<400> 39
atgcatcacc atcaccatca ctccgetcag tacaccatcc ctgacttact ggcgaactgg 60

ccgtggcage gegtgaccaa cageatgetg gacgaggtge gecgacgaage aaacgagtgg 120

gtgatgtccc tgggectgtt tgagecggct cagtttaaaa aattcaaage atgegacttc 180



aaccttctgg caagctttat tggtccgetg gaaagtaaag aacacctteg tgttgettge 240
gatctgatga atttctattt cgctttcgat gagtacactg acgttgctaa ccgtgaagag 300
gctaaaaaaa tctctcaggg cgttatgeac gegtttaaaa ctegttetge agagecgtce 360
agctccaaaa ttacggaaat ggegegteag ttetttegte gtaccgttga cgtegteggt 420
gaagattccc cggecatcaa ccagttcatt accgacttcg acacctacac cacggetgtg 480
atccaggaag cagacgatcg caccgaaggt accatccgta atgttgagga ctatttcacc 540
ctcegtegeg acacctgegg cgecaaacct tetttttegt tettegeeet gggeetgaac 600
atgccgaccg aagtcttcga acaccctctg atcatgtete tggtagageg tgcaaccgac 660
ctgatcgcga ttgtgaacga catgeactcc tacggtctgg aacgtgeteg tggectggat 720
ggtcataacg tagtaacgtc catcatgtac gagcatcage tggacctgea gggtgegetg 780
cactggctgg ccggttatge cgaagacaca atcgecaagt tcctgtcgga aaaagaacgt 840
ctcecgtect ggggteegge ggtagatgta tecgtgeagg aatttgttga cegtetggge 900
cgttgegtge gtggttacga cgettggtee tatgaaacga accgetatta cggecagecac 960
ggtctacaga ttcgtcagac tcgtcaaatc accctgecat ccaacgactce tggetacatc 1020
actcgcaagc agatgggcgt ttctatcget taa 1053

<210> 40

<211> 1980

<212> DNA

<213> Agrocybe aegerita

<400> 40
atgcctggat cagcgaactg gactgcggac cgattttaca ttcctgacac cctggetaat 60

tggecttgge cgagagecat caatcccgeg tacgaggagt gcaaggegge ctecgetgee 120
tggtgcgaga aatatggegc tttetetget cgegeccaga aggecttcaa cetetgegac 180
ttcaatttat tggcctcttt ggegtatget ggecteectg cagacgtcaa tcgagtagga 240
tgtgacctca tgaacctatt ttttgtcgtc gacgagcaca cagacgctat ggatgetcgg 300
tcegttcagg actgggtaga catcgtcgtg gatgecctce atcatcctca cacgeccgaga 360
cctgegggtg aaccgaaggt cggggagata geccgeacct tetgggaaaa tggeatcaaa 420
tgcatgggac ccaccgecca acgecgattt gttgaaacat tcaccaccta ccttcagagt 480

gtcgtgactc aagcccaaga tcgegacaag catctcttec gegatgtgga cagetacatg 540



gaggttcgge gagacaccat cggagccaag ccctegtteg ccttgettga geacgacatg 600
gagcttccgg acgatgtett ctatcaccct ctcctggaga agttgaggga gtgggegatc 660
gacatgctga tccttggaaa tgacttgtge tcctacaatg tcgageaatc acgaggegac 720
gacggccaca acatcatccg actcgcaatg cttcaagaaa acaccaacgt ccacggeget 780
ctcegctttg tctcaaagat gcacgacgac ctcgecgaga agttectttc caactaccaa 840
ggcatgecegt ctttcactce acaaatcgac geatgggtca ccaggtacat cgacggecte 900
ggtaactggg ttcgcgcaaa cgattcatgg agettcgaga gttggaggta tttcaaggga 960
gacgtgttge gtgtccagge agagegttgg gtcgaattge tcectccage cccaaaggat 1020
gagctaacgt catcaatcce gectgaatce cggtggatca aacctgeggt cgagecttcg 1080
cgtgegaggc caaataatgt cggtatcgtg gecactggata cctacacacc gacttcagag 1140
gatgatttcc agaccttggc tgtcaaaact gtgtcttcge tcctctcgaa gtacaacatc 1200
aaccccgtct ctgteggeeg getcgacate tgtattgaga gggetgeaga tecttacata 1260
atttatgctc tgcgagacgc cttcgectee getggeaaca cggacgtcega ggegattgta 1320
agctecteca agtetgtegt cggattgttc aacgcaataa attgggtcga gtcatcgage 1380
tgggacggcc gttacgecat cgtattcgeg ggagatctct cttegggagt atctgcaget 1440
ttggttggee cagacgegec catagtegtg gaacctactc gaggaaccta tctcggegat 1500
cccatcgceat caacagacga ggcacagggg tcatacattg attctctett ccaatcatac 1560
tcgcattatc gcaaaaagca cccccagtte tccaagacct ctggtgetee caacggageg 1620
cacactccca caacaacgaa cggeageatt aaatccaacg gattcgtcag tggagacacc 1680
aacggccacg cgaatgggaa tggecacgtt cagacccgtt cgtccaccce ctettettct 1740
tcttecteca cgtetteccc atctttcgac tacatgatcce tccacgaceg ccatggcaag 1800
attcccaccg gegetgggte catctatcte gggetggect cgcttattac ggatatcgca 1860
ccggagacge tggegggcaa gagcatcggt gtatttgggt ttgcgaacag caccagcace 1920
ttcttcggta ttcgegttge gggtgactge agtgttatct gcaagcagcet tcaggectaa 1980
<210> 41

<211> 1062

<212> DNA
<213> Agrocybe aegerita



<400> 41
atgtccgaac agcagtacac tcttccegac ctecttcaaa attggecatg gaaccgtcat 60

ctcagccctt attacgaaga ggcgaagagg gagtcgagtg catgggtcga atcattcaag 120
ccatttgatc aggatgggca gagggecttc gacgcttate tectcgecag cctgacctat 180
tcacatggga gcagggaatt tgtgegtctc ggatgegate tcatgaactt ctacttegte 240
tacgatgaat acaccgacgt ttccgactcc geggtggegg acaggetgge caacattgtg 300
atcgatgcca tgagaaaccc cgaaaattca tctcaaagtg gagatcacct cctagggaag 360
atgactaaac atttctggac tcgagegcta gegatggeac cggeaggate accctgttte 420
gagcatttca tcaccacatc ggagacatac ctacgcgeag taacccaaga agceggaagac 480
agagcgaaca agcgegtgeg taaggtggac gactacctee gacttcgeeg ggatacgtgt 540
ggcgeacgtc cgacgetcge actgatcgag tttgggetca atttgectaa tgaggtagtt 600
cgceatcctt ctttggtage ccttacggaa geggetgtgg atttgatcat cctegttaac 660
gatatgcact cgtacgtgcg ggaattgtct tgtggacacg aaaaccacaa cctcatcact 720
gctattatge ttgageatcg tctcaatcgg caagacgcect tccattgget gggatcacac 780
tgcagcaggg ttgtggatca atttctctct gacttggacg agctaccgte ctggggagag 840
cctaccgatt ctggagtgag ggattacatc aacggectgg gacaatgggt tegtggaaac 900
gacgattgga gtaccgagag caaaagatat tacggagaag atggggaaac aatacgacag 960
gagcgcttgg tcacaactcg ctccggggag tcgaattaca tcaaattcgg gecaagttgge 1020
gtacaagact cggtgcgcat ccaaccaatc gaagccaact ga 1062

<210> 42

<211> 1041

<212> DNA

<213> Agrocybe aegerita

<400> 42
atgtgtgcct ccgecacgeg cccccageca tcggegteca acaacgtgaa gaagattate 60

ctgcecgacc tegtetcaca ttgeaccttt aagcttcgte ataatcgeca caggaaacaa 120
gttaccaccg agacgaagaa gtggctgttc aaggacggea atctcctagg ccagaaggaa 180
agggcgtacc acggactcaa atgtggcctc ctcacatcta tgtgctacee ggatgcaggg 240
tacccccaac tgegegtegt caacgactte ctcacctatc tcttccacct cgataactta 300

tcagacgaga tggacaatag gggcacaacc acgaccgctg atgaggttct aaactctctc 360



taccaccctc acacttggeg ttcgtcggeg agagttggga agatgacgeg ggatttctat 420
aagcggctcg ttcttacage gtegectggg getcageage gtttcattga gacgtttgat 480
ttettcttce agagtgtaac tcaacaaget ttggatcgtg cgagtggagt aatacccgac 540
ctcgagtctt acatctccct gegtcgegat acctcagget gcaageectg ctgggegatg 600
atcgaatatg caaacaatct cgatatccct gatgaagtca tggatcatce cattattcgc 660
agtctcggag aagctacgaa cgatttggtg acatggtcta acgacatctt ttcctacagt 720
gtagaacagt cgaaggggea tacacataat atgatccccg tggtcatgta ccaagaagge 780
ttggaccttc aagctgeegt ggacttegte ggegatatgt gcaggeagte gatcaatcge 840
tttgttgagg aaaaggegceg tettecttea tggggeecta agatcgacca ggacgtggee 900
atctacgtcc aaggtctcge cgactggate gteggttcte tccactggte cttcgaaaca 960
gaacgctact ttggcaaatc aggccgecag gtgaaggect cacggatagt tgacctectt 1020
cccagacaac ggttacctta a 1041

<210> 43

<211> 1119

<212> DNA

<213> Agrocybe aegerita

<400> 43
atgaccgctg caccactcac tttcactctt cctgaccttc tggegaattt tecttggaag 60

cgcaacttaa gcgaatacta tcccgaatge aagacagagt ccagegeatg gactgagtce 120
tttcacccgt tcgacgacga gggtctcaaa gggttcaatc tctgtgattt caatctgetc 180
gcttctttgg catattcgece ccgtgagega gagatcatca ggetcgggtg cgatctcatg 240
aacatcttct acgtcttcga cgagtacacc gacatcgcgg acggtgacgg tgccgacaaa 300
attcgagaca tcatcatgga tgctttccgt aatcctcaca agectaggee cgaaggagag 360
ctgctagtcg gegaaatgge acgegactte tggattcggg cgtecggeta cgtgtcccee 420
gacgcccact gectgaccca ctttcteegt gatttcgaca cctacacgge tgeggtegtg 480
cgggaagecg acgaccgege caaacgcegte tatcgeacct tcgaagatta tctctccatc 540
cgecgggatt cctcaggetg cctgeccage ttcgegctcet gtgagttegg gettgacetg 600
cccgaagagg catatcacca cccgegaatg getgecctte gecgaacaaag cactgatcta 660

atcgctatcg gaaacgacat tgattcgtac gccatggaga aggcacgegg getggaacte 720



cataactccg ttgagctcat cataaatgag cacggcecttg atgtccaagg cgctatcaac 780
tggctcgaac gttatgeege aggggtecac geategttee tcgacaacgt cgegaacatg 840
ccttegtggg gegaggacgt tgatcgacgt gtcaagatgt acattgatgg cctcgegcaa 900
tgggtcegtg gtaatgatga ttggactttt gagageggge getattttgg cgacaaagge 960
ctggaagtcc agaagacgag agtcatgtcc ctectgeccg ctagcaaggt ttcgttaaga 1020
agtcggecta aagecegtcgg acacgtacce aagaaactct taagatattt ccgatactct 1080
acgatgtatt tttttggttt tcatgtacta gcgaaatga 1119

<210> 44

<211> 1029

<212> DNA

<213> Agrocybe aegerita

<400> 44
atgtctgegt tgeectctea gttcaaactg cctgacctec tetccacctg cecgttgaag 60

gacggcacca atcccgecta caagaaageg gecgeagagt cacgagceatg gatcggcage 120
tacaatatgt tcgccgacag aaagcgegct ttetttattc agggacagaa cgagetectt 180
tgctcecatg tctactgeta tgegggttat gaacagetee gtactacctg cgacttcgtg 240
aatctcctgt ttgttgttga cgaggtcage gatgaacaaa geggtgaaga cgeacgggeg 300
acgggccaag ttttcgtgaa cgecatgaaa tacgctgatt ggcacgatgg ctcaaaactc 360
gcgaagctca ctaaagactt ccgtgtgege ttcctacgec tggecggace caaaaatgtt 420
gceegatttg ttgeectctg cgaaagttac actgeatgeg tcggcaaaga ggecgaattg 480
cgcgaaagcg gtcaagtcct cggegtcaaa gaatttatee ccttacggeg gcaaaacage 540
geagtcttge tctgettctc tettgtggag tacattctcg geatcgacct cgacgatgag 600
gtttaccggg atgagaactt tttgaacgcc tactgggegg cttgtgacca cgtetgetgg 660
gcgaatgacg tctactccta cgacatggag cagtccaagg ggetgageaa caacaacatc 720
gtcaccgtac tcatggaaga aaaccacacc tcgctgcaag acacctecga ttacattgga 780
gagaagtgcg cagagtttgt gcaaatttat ttgacctcca aaaagcegtct ctcgecatcc 840
ctcggtcctg atgcagecct tttcctcgaa tcgatagggt cgtggatggt tggtaacctt 900
gegtggagtt tcgagacttc ccgetacttc ggttetegte acctcgaggt gaaagagaca 960

ggaatcgtca ttcttcgece acgagaactt ccagaagacg geagttctte tgactcggat 1020



gaagagtaa 1029

<210> 45

<211> 1164

<212> DNA

<213> Agrocybe aegerita

<400> 45
atgagcttct tcaagtcttc gcagccgacg atctacattc ccgacaccct cagaaactgg 60

ccttggecca gggaaattaa cccccattac gaggaatgea agegagagte agecgectgg 120
gttgagaagt tcggggcctt cagegetaag gcccagaaag cgttcaacaa atgegactte 180
aatcttttgg cctcgettge atggtctcga gtaaaccgeg acggetgeag gattggatge 240
gacttgatga atttgttctt cgtcttcgat gaatggtcgg acgtttccga cgeggaagag 300
acaagacgca tggecgacat cattatggac gecctctacg atcctcataa acctcgecca 360
actggagaat gggtcggtgg cgaagttact agacagtact ggcttaacge catccgcact 420
gctactcect ctgetcagaa gaggttcatc aaggegttca agetctacac cgactetgtt 480
gtccageagt ccgecgaccg cgataageac ctcattcgeg atatcgacag ttacttcgag 540
gtcaggcgeg acactatcgg cgegaagecg tecttcgeea tcaacgaggt gecacatgaac 600
cttccggact atgttatgga gcacccggte atcaagaacc tcacggeata ctgcatcgac 660
atgctttgca tcggcaacga tttgtgctct tacaacgtcg aacaaagecg cggggatgat 720
gggcacaacc ttgtcactat cgtcatgcac cagctcaacc tcgacgtcca aggegeattc 780
gattggatcg gaaagctcca cgacgagtta gtcgacaagt tcctcgaaga atacaagaat 840
gtcectacgt ttaaggacaa acaagtcacc aaggaatgeg ctgagtatge ctteggtcte 900
ggcaattggg tccgaggaaa cgaccaatgg agettcgaga gtgagegcta tttcaggaaa 960
gacggcatga gggtcctgac agageggact gtegttctee tgeccaagaa gegegaaccg 1020
cccccgaage cectcgatga agatccaatc tacagegcete tgeegtggtg gggttggacg 1080
gctetcetttg gatttttgge cacagecttc acgttctccg cccgtcaact ctcaactcgt 1140
atttcggcga acctcattgce ttaa 1164

<210> 46

<211> 1170

<212> DNA
<213> Agrocybe aegerita



<400> 46
atggtttggg acttcgtact ctccctctte cattccctte tcgeegegtt ccagaccttg 60

acatcctggce tgacgggtag tttcttgttc aacaacaaga tggccccage tccaaatcca 120
gcteeegtta ccttcatect tcccgaccte gaaaagacgt tcaactcget acccgacgac 180
ggactcaacc cacatcacga cgtcgettge gcagagtcge gtgaatggtt cgcaaaatac 240
aacaagaagg ttctcggtge ccagatgcaa gagttcttca ggegetgeaa gttcgaactc 300
atcacgtcgt acacctatcc ctacgtggac aaggaaggtc tcagagegac tatggattgg 360
cacaatatcc tctggttctt cgacgaggtt acagacaccg aaactggcaa ggacgctcac 420
aaatccgceca tcatcactat ccgeacccte cgegageecg acttcgatga cggatcatca 480
ctgtgcagaa tggtcaggga cttccgectc agtcacctct ctcgegeegg tcccgaatgt 540
actcgccgat tcctagagcea ctgegatgtt gegtttcacg cgggtgeggt ggaagetgaa 600
ctccgtgaga aaggcegaagt getctcgate gaaggatace tcaaactecg tcgegagacg 660
agcggagege geacctgcett cgatatggee gaatacctca tggacattga ccttcecccag 720
gacatgtatg acgaccccgt attccagaag ggctacatcg ctgetcttga cctcatcttc 780
ctcgctaacg atctttattc ttacaacatg gaacaagcta aggggeacaa cggtgeccaac 840
gttctgaccg tegtcatgaa agagaccaag ctgaacctce aatccgetge tgactacgte 900
ggtgttcttt gtgagaagct catcaagcaa ttccaagagg caaagagcac getcgagaat 960
cgectcgega aggagaagaa ccccgctaag geegetgege tgaaggatge aatccgeteg 1020
ttggtcgggt acggacactg ggttcggggc aacgtcgaat ggagettcga gacagagaga 1080
tatttcggga agaagaacaa ggagatcaag aagtctcggg ttgtgaccct gacgectacg 1140
aacagtgtta atcgcgctct caaggectag 1170

<210> 47

<211> 1077

<212> DNA

<213> Agrocybe aegerita

<400> 47
atgaacgcat cgectttctt gaacgagtct tcgccaacgce ggeccacgtc cttegtgett 60

cctgatcteg tetegeactg caagtteccg ctttcttate atcccaacgg ggacgagatc 120

gcgeaggagt ctgttgattg getcgatagt agetgeccag acctgaccge gaaacagegg 180



cgtgegctte gtgtectgea gtcgggegaa ctcacagect actgetataa ccaggegace 240
tccccagaac gectacgegt cgtgtcegac tttetgacat acctctttea tttggacaac 300
atcagcgatg gaatgatgac gcgegagacg gatgtgctcg cagacgtegt catgaatgeg 360
ttttggttca ccgataagta tatgccgact cggggecccg gaaaggaaca getggacgaa 420
gagcttaatc ctggcaaact ggcacgagat ttctggtcge gggctattge agactgtgga 480
gttggagtgc aageccggtt caaagaaaca atgggactgt tctttgaage cgtcaacatc 540
caggctagaa tgcgagatga agacaccata ccggacttgg agtcgtatat cgatgtccgg 600
agagacacgt cagggtgcaa accatcttgg gtgctaatcg aatatgcact cggaattgat 660
cttccggacc atgtcgttga ccatccgata atgcaagcgce taaaccaagg tactaatgac 720
cttgtaacct ggtctaatga catattctct tataacgtcg aacaatcacg aggcgacacg 780
cataatatga ttgttattct tatggaatat catggtcata ccctgcagag tgctgttgat 840
tatgttggeg agttatgcge gecaaaccatc gacacctttt gcgaaaacaa ggaacgtctt 900
ccgtcttggg gtcccgaaat cgacgatatg gttgetcgtt acgttaaggg tcttcaggac 960
tggattgttg gttctttgca ttggagtttt caaacccaac ggtatttcgg caaagacgge 1020
ttagacatca agaagcatag atttgtcaag ctcttacctt tggaagctge aaaataa 1077
<210> 48

<211> 1341

<212> DNA

<213> Agrocybe aegerita

<400> 48
atgggtcgtt cttctgtggt tegttcattt tttttgtcgg tacaagecat ggeetettce 60

ttgcttgage catctttgge cgctatcgeg ctegtcatet tgetcgegte tgtttcecte 120
tctcgaaaga agegeccage tgetccagag ccacaggggc tgteggtget cggeaatett 180
ttcgacatcc cgaagagagc gtcatccata atttacctcg ccttaggaaa gecgtataat 240
acgctcacca agagagctgt ctcacaactt cagggttaca ctcctgggag tcacatcgac 300
gctacttcee actctcegeg tgtetteegt cteccgaate tggaagagac attctcegte 360
ttcccegacc atggettgaa ccccaactac acgtccgece gtaccgacte cagageatgg 420
atcaatcagt ataccaaggt ggtctgtggg cccaagatgg tcgecttcat gaacaactge 480

gaatttgagc tttctaactc tcactgctac ccgtacgecg getacaaagg actcaagget 540



acaatggatc ttacaaatat cctctggctc tatgacgagt ataccgatac cggatccgge 600
gcggaagetg tcaaggegge aggtattgtt getcgegete tgegagagece agactacgat 660
gatggaactt gggtctgeeg catgatgaaa tccttcaaac aaaaccacat tgataaageg 720
ggeectggtg tcgetegeeg cttcatcgac aacttctgea actacgttga agttgtcggt 780
agagaagcag agcttcgaga aaagaacgag gtgcttgaca tccccaacta cgtcacttte 840
cgtcgtgaga caagtgccgt tcgeacttge ttcgacttgg tggaatattg cctegatctt 900
gaccttccec aatacgtgea cgatgatcct gtcttcatca gtggetacaa cgecaggeatg 960
gatctcgtct tctgggetaa cgacctcgtc tcttacaaca tggagcaate taagggacac 1020
agtggagcca acgtcgtgac cgtgatcatg aagtccaaag gtgtcgatct tcaaacggee 1080
gtcgatttct tgggaggata ctgcgaggca cttaccgcac agetgetcga ggegaagege 1140
attcttcagg ctcgttccga tgetgettac tccagagatg tagtccgect tatggatget 1200
ttcggtgatt gggtgagagg aaacgttgcg tggagctttg agacagagag gtatttcgga 1260
aaggaaaaca agagagtcaa ggagacactg cttgttgaac tcaaggagcec gttegttggt 1320
gcactcgect tgaaagagta a 1341

<210> 49

<211> 1155

<212> DNA

<213> Agrocybe aegerita

<400> 49
atgcactcaa gcactcaact attcactcac tcgccaacga agatgcaaat tatcctgect 60

gacctectet getcttgggg gtacaaaggt ttectgaace cgeactatga aggegecaag 120
gcagagtcca atacctggat acggeccttg gtcgttaaac tetttgatga gagaggacaa 180
aaagctttcg cgaaggacta caccggcectce cttgegagta tgacgtacce ccatcacaac 240
aaggaatttc tttgegtcge atgegacatg atgaacctct tettcgtgta cgatgagtac 300
acagacatca ccccaccaga aactgcacaa agactcgeca agattgtegt caacgecatg 360
aggaaccccg acgagatage cgeectcgge gaagactcea taggaactat gacgaagcag 420
ttctggagac gggegatgac actcctgeca cccaacggat gtaattccga gtcatgcata 480
cagcacttca tcgattacac agaagagtac ttgaccgecg tcacacgega agettgegat 540

cgtagctcgg gtagegteca tgecgtgaaa gactaccttg caatgegacg agegacgage 600



ggegeeggec tgatggtagg getgetcgag tttggattgg acttgectga agaagtcatg 660
aagcacgagg taatccaaga gctctccacce ggegecatcg acatgtactg cctactgaac 720
gatatgcatt cgtatgcgag cgagctctct tccgggeagg cgagecacaa cgtcataaca 780
gttgtaatgc atgagaggaa tctttccctt caagaagcat ttgactggtt agettcctac 840
gcagctggeg tggtcaaggg tttcaagacg aatctgaacc gagtgecate gttttccgag 900
ctggaggacc actctttgca cggcgaaggg atgctgagag ataggataca gagatatatc 960
gatggcctcg gecaggeggt cagggeggag gacgactggg catttgagac gacgagatac 1020
catggacaga atggcccaca gatcaagctt acgaggatgt tgaccattcg acctcaggtc 1080
aaggacaatt acgcgaagca ggcgecgagg gtcgaggege ctgagaggcec tatgettctg 1140
gaagtcagga gttga 1155

<210> 50

<211> 1887

<212> DNA

<213> Escherichia coli

<400> 50
atgcatcatc atcaccatca cgagctcagt tttgatattg ccaaataccc gaccctggca 60

ctggtcgact ccacccagga gttacgactg ttgccgaaag agagtttace gaaactctge 120
gacgaactgc gecgetattt actcgacage gtgagecgtt ccagegggea cttegeetee 180
gggctgggca cggtegaact gaccgtggeg ctgeactatg tetacaacac ceegtttgac 240
caattgattt gggatgtggg gcatcaggct tatccgeata aaattttgac cggacgecge 300
gacaaaatcg gcaccatccg tcagaaaggc ggtctgeace cgtteeegtg gegeggegaa 360
agcgaatatg acgtattaag cgtcgggceat tcatcaacct ccatcagtge cggaattggt 420
attgcggttg ctgecgaaaa agaaggcaaa aatcgeegea cegtetgtgt cattggegat 480
ggcgegatta ccgeaggeat ggegtttgaa gegatgaate acgegggega tateegtect 540
gatatgctgg tgattctcaa cgacaatgaa atgtcgattt ccgaaaatgt cggegegete 600
aacaaccatc tggcacagct getttccggt aagcetttact cttcactgeg cgaaggeggg 660
aaaaaagttt tctctggegt geegecaatt aaagagetge tcaaacgeac cgaagaacat 720
attaaaggca tggtagtgce tggcacgttg tttgaagage tgggetttaa ctacatcgge 780

ccggtggacg gtcacgatgt getggggctt atcaccacge taaagaacat gegegacctg 840



aaaggccecge agttcctgea tatcatgacc aaaaaaggte gtggttatga accggcagaa 900
aaagacccga tcactttcca cgecgtgect aaatttgatc cctccagegg ttgtttgecg 960
aaaagtagcg geggtttgee gagctattca aaaatctttg gecgactggtt gtgcgaaacg 1020
gcagcgaaag acaacaagct gatggegatt actccggega tgegtgaagg ttccggeatg 1080
gtcgagtttt cacgtaaatt cccggatcge tacttcgacg tggcaattge cgagcaacac 1140
gcggtgacct ttgetgeggg tetggegatt ggtgggtaca aacccattgt cgegatttac 1200
tccactttec tgcaacgege ctatgatcag gtgetgeatg acgtggegat tcaaaagett 1260
ccggtectgt tcgecatega ccgegegggc attgttggtg ctgacggtea aacccatcag 1320
ggtgcttttg atctctctta cctgegetge ataccggaaa tggtcattat gaccccgage 1380
gatgaaaacg aatgtcgcca gatgctctat accggctatc actataacga tggececgtca 1440
geggtgeget accegegtgg caacgeggte ggegtggaac tgacgecget ggaaaaacta 1500
ccaattggca aaggcattgt gaagegtcgt ggcgagaaac tggegatect taactttggt 1560
acgctgatgc cagaagcggce gaaagtcgec gaatcgetga acgecacget ggtcgatatg 1620
cgttttgtga aaccgcttga tgaagcgtta attctggaaa tggccgecag ccatgaageg 1680
ctggtcaccg tagaagaaaa cgccattatg ggcggegeag geageggegt gaacgaagtg 1740
ctgatggccc atcgtaaacc agtacccgtg ctgaacattg gectgecgga cttetttatt 1800
ccgcaaggaa ctcaggaaga aatgegegec gaactcggec tcgatgeege tggtatggaa 1860
gccaaaatca aggectggct ggcataa 1887

<210> 51

<211> 1881

<212> DNA

<213> Aurtificial Sequence

<220>
<223> Ec.dxs_SL3

<400> 51
atgcatcatc atcaccatca cagttttgat attgccaaat acccgaccct ggcactggtc 60

gactccaccc aggagttacg actgttgecg aaagagagtt taccgaaact ctgcgacgaa 120
ctgcgeegcet atttactcga cagegtgage cgttccageg ggeacttege cteegggetg 180
ggcacggtcg aactgaccgt ggegetgeac tatgtctaca acaccecgtt tgaccaattg 240

atttgggatg tggggcatca ggcttatccg cataaaattt tgaccggacg ccgcgacaaa 300



atcggcacca tccgtcagaa aggeggtctg tacccattce cgtggegegg cgaaagegaa 360
tatgacgtat taagcgtcgg geattcatca acctccatca gtgecggaat tggtattgeg 420
gttgctgecg aaaaagaagg caaaaatcge cgeaccgtct gtgtcattgg cgatggegeg 480
attaccgcag gcatggegtt tgaagcgatg aatcacgegg gegatatceg tectgatatg 540
ctggtgattc tcaacgacaa tgaaatgtcg atttccgaaa atgtcggege getcaacaac 600
catctggcac agctgctttc cggtaagctt tactcttcac tgecgegaagg cgggaaaaaa 660
gttttctetg gegtgeegec aattaaagag ctgetcaaac gcaccgaaga acatattaaa 720
ggcatggtag tgectggeac gttgtttgaa gagctggget ttaactacat cggeceggtg 780
gacggtcacg atgtgetggg gettatcacc acgctaaaga acatgegega cctgaaagge 840
ccgeagttee tgcatatcat gaccaaaaaa ggtcgtggtt atgaaccgge agaaaaagac 900
ccgatcactt tccacgeegt gectaaattt gatcectcca geggttgttt gecgaaaagt 960
agcggceggtt tgecgagceta ttcaaaaate tttggegact ggttgtgega aacggeageg 1020
aaagacaaca agctgatggc gattactceg gegatgegtg aaggttcegg catggtcgag 1080
ttttcacgta aattcccgga tcgetacttc gacgtggcaa ttgecgagea acacgeggtg 1140
acctttgctg cgggtcetgge gattggtggg tacaaaccca ttgtcgegat ttactccact 1200
ttcctgcaac gegectatga tcaggtgetg catgacgtgg cgattcaaaa gettceggte 1260
ctgttcgeca tcgaccgege gggcattgtt ggtgctgacg gtcaaaccca tcagggtget 1320
tttgatctct cttacctgcg ctgeataccg gaaatggtca ttatgacccc gagegatgaa 1380
aacgaatgtc gccagatgct ctataccgge tatcactata acgatggece gtcageggtg 1440
cgctacccge gtggeaacge ggteggegtg gaactgacge cgetggaaaa actaccaatt 1500
ggcaaaggea ttgtgaagceg tcgtggegag aaactggega tecttaactt tggtacgetg 1560
atgccagaag cggcgaaagt cgecgaatcg ctgaacgeca cgetggtega tatgegtttt 1620
gtgaaaccgc ttgatgaagc gttaattctg gaaatggccg ccagecatga agegetggte 1680
accgtagaag aaaacgccat tatgggegge geaggeageg gegtgaacga agtgetgatg 1740
gcccategta aaccagtace cgtgetgaac attggectge cggacttctt tattccgcaa 1800
ggaactcagg aagaaatgcg cgecgaacte ggectcgatg ccgetggtat ggaagecaaa 1860

atcaaggcct ggctggcata a 1881



<210> 52

<211> 1860

<212> DNA

<213> Aurtificial Sequence

<220>
<223> Ec.dxs_SL5

<400> 52
atgcatcatc atcaccatca cagttttgat attgccaaat acccgaccct ggcactggtc 60

gactccaccc aggagttacg actgttgecg aaagagagtt taccgaaact ctgcgacgaa 120
ctgcgeegcet atttactcga cagegtgage cgttccageg ggeacttege cteegggetg 180
ggcacggtcg aactgaccgt ggegetgeac tatgtctaca acaccecgtt tgaccaattg 240
atttgggatg tggggcatca ggcttatccg cataaaattt tgaccggacg ccgcgacaaa 300
atcggcacca tccgtcagaa aggeggtetg cacccgttee cgtggegegg cgaaagegaa 360
tatgacgtat taagcgtcgg geattcatca acctccatca gtgecggaat tggtattgeg 420
gttgctgeeg aaaaagaagg caaaaatcge cgeaccgtct gtgtcattgg cgatggegeg 480
attaccgcag gcatggegtt tgaagcgatg aatcacgcgg gegatatceg tcctgatatg 540
ctggtgattc tcaacgacaa tgaaatgtcg atttccgaaa atgtcggege getcaacaac 600
catctggcac agctgctttc cggtaagctt tactcttcac tgegegatgg cgggaaaaaa 660
gttttctctg gegtgecgece aattaaagag ctgetcaaac gecaccgaaga acatattaaa 720
ggcatggtag tgcctggtac gttgtttgaa gagetgggct ttaactacat cggeeeggtg 780
gacggtcacg atgtgctggg gettatcacc acgctaaaga acatgegega cctgaaagge 840
ccgcagttce tgcatatcat gaccaaaaaa ggtcgtggtt atgaaccgge agaaaaagac 900
ccgatcactt tccacgccgt gectaaattt gatcectcca geggttgttt gccgaaaagt 960
agcggeggtt tgccgagceta ttcaaaaatc tttggegact ggttgtgega aacggecageg 1020
aaagacaaca agctgatggc gattactccg gegatgegtg aaggttccgg catggtcgag 1080
ttttcacgta aattcccgga tcgetacttc gacgtggceaa ttgecgagea acacgeggtg 1140
acctttgetg cgggtctgge gattggtggg tacaaaccca ttgtcgegat ttactccact 1200
ttcctgcaac gegectatga tcaggtgcetg catgacgtgg cgattcaaaa gettceggte 1260
accttcgeca tcgaccgege gggeattgtt ggtgctgacg gtcaaaccca tcagggtget 1320

tttgatctct cttacctgeg ctgeataccg gaaatggtca ttatgacccc gagegatgaa 1380



aacgaatgtc gcctgatgct ctataccgge tatcactata acgatggecc gtcageggtg 1440
cgctaccege gtggeaacge ggteggegtg gaactgacge cgetggaaaa actaccaatt 1500
ggcaaaggea ttgtgaagceg tcgtggegag aaactggega tecttaactt tggtacgetg 1560
atgccagaag cggcgaaagt cgecgaatcg ctgaacgeca cgetggtega tatgegtttt 1620
gtgaaaccgc ttgatgaagc gttaattctg gaaatggecg ccagecatga agegetggte 1680
accgtagaag aaaacgccat tatgggegge geaggeageg gegtgaacga agtgetgatg 1740
gcccategta aaccagtace cgtgetgaac attggectge cggacttctt tattccgcaa 1800
ggaactcagg aagaaatgcg cgecgaactc ggectcgatg ccgetggtat ggaagecaaa 1860
<210> 53

<211> 1173

<212> DNA

<213> Agrocybe aegerita

<400> 53
atgcatcacc atcaccatca ccacagctcg acccagetgt tcactcacte tccgaccaaa 60

atgcagatca tcctgecgga tetgetgtge tectggggat ataaagggtt tctcaaccet 120
cactatgagg gcgctaagge ggaatccaac acctggattc gccegetegt agtgaaactt 180
ttcgacgaac gtggccagaa agcgttcgec aaagattaca ccggtctget ggegtctatg 240
acttacccgc accacaacaa agaattcctg tgtgtggctt gegatatgat gaacctgtte 300
tttgtttatg acgagtatac cgatattacc ccgccggaaa ccgegeageg tctggetaaa 360
atcgttgtaa atgctatgcg caatccggat gagatcgecg ctetgggtga agacagecate 420
ggtactatga ccaagcagtt ctggcgeege getatgacte tgetgecace gaacggttgt 480
aactctgaat cttgtatcca gcacttcatt gactacaccg aagaatatct gactgcagtg 540
acgcgtgaag cttgtgatcg tagcageggce tctgtccacg ctgtaaaaga ctatctggeg 600
atgcgtcgtg caacctctgg cgegggtctg atggttggtt tactggaatt tggectcgat 660
ctgccggaag aagtcatgaa acatgaagtg atccaggaac tgtctactgg cgegatcgac 720
atgtactgtc tgctgaacga catgcatage tacgcatctg aactgtcgte tggtcaggee 780
tctcacaacg ttattaccgt cgtgatgcac gaacgtaacc tgtccctgea agaagetttt 840
gattggctgg cctcttacge ggcaggegta gtgaagggtt tcaaaaccaa cctgaaccge 900

gttecttett ttagcgaact ggaggaccac tctctgeacg gegaaggeat getcegtgat 960



cgcattcagc gttacatcga cggectgggt caggeggttc gecgeggaaga tgattggget 1020
tttgaaacta cccgctatca cggtcagaac ggeccgeaga ttaaactgac cegtatgetg 1080
accatccgtc cgcaggttaa ggacaactac gctaaacagg ctccgegegt cgaggeteet 1140
gaacgcccga tgttactgga agtgegtagt taa 1173

<210> 54

<211> 1050

<212> DNA

<213> Agrocybe pediades

<400> 54
atgcatcacc atcaccatca ctcccaattt attatccegg atctgttatc cacttggeet 60

tggcagcgeg tgtctaacce gatgtggegt gagattgatg aagaagcaaa cgegtgggtg 120
cagtctttcg acctgtttga accgtcccag ttcgagaaat tcaagatgtg tgatttcaac 180
ctgctgggct cgatgattgg taccgtggaa accaaagatc atctgegeat cagttgcgac 240
ctgatgaact tctatttcgc attcgacgaa tacacggaca tggcatccaa agacgaageg 300
cgtaagatcg cccgtgacgt gatggatgea tttcgcaaca ccgaaaaacc agctcacaac 360
caaatcaccg aaatggcccg ccagtttttt aaacgtacga tcgacactgt aggtaaagac 420
ttgccgggeg tggaacgttt tatcgetgac ttcgatgett atacgeatte cgtgatccag 480
gaggccgacg accgtgetac tggecacate cgcagegtca acgactattt cacgttacge 540
cgcgacactt gcggegegaa accaagette agcettctttg gectgggtet gaacattccg 600
gatgaggttt tccaccatcc tgtggttatt tccatgatcg aaggegecac cgatctgatt 660
gctgttacga atgacatgea ctcatataac ctcgaacact ccegtggtet ggatggacac 720
aacgtaatca ctgctatcat gcacgaatac cagctggacc tgcagggege actgtactgg 780
ctatccggtt acgctaccca tacgattget aacttectgt cgaaccgeeg taacctgecg 840
tcetggggec cggetgtega taaageggta gaagaatttt tcgacegtgt tggtegttgt 900
gttegtggct acgacgettg gagctacgaa accaaacgct attacgggaa aaacggectg 960
caggtgcaga agacccgtcg tatcaccctg cgeccgegtg acgegtctta cattactaag 1020
gagcagctge aggtatctat caaagcataa 1050

<210> 55
<211> 1053



<212> DNA
<213> Agrocybe pediades

<400> 55
atgcatcacc atcaccatca ctcctctcag atctatatce cggacctect gatcacctgg 60

ccgtggcaaa aggtgegeaa cccactgetg caagaagtge aggatgagge gaacgaatgg 120
gtgaaatctt tcgtgetgtt cgaaccggaa cagtttgaga aatttaagge atgtgatttc 180
aacctgctgg gtgcactggt tggtcegetg ggtaccaagg aagaactgeg cattagetgt 240
gacctgatga acttctactt cgccttcgat gagtacaccg acctggetag cgetgacgaa 300
gccaaagtaa tcgegegega tgtgatggaa agettcegtc acacagataa geccaagecac 360
aacaaaatta ctgaaatggc ccgtcaattc ttcgaacgta ctatcaacac ggttggtaac 420
gatccgactg geattgaaca atttattgeg gatttcgacg catacaccac ctctatcatc 480
caagaagctg atgatcgtgc gtctggtcac attcgtageg ttgaggatta cttcattctg 540
cgecgtgaca cctgtggtgg gaaaccgteg ttetegttet teggtetggg cctgaacatc 600
ccgaaagaag tcttcgcaca cccgatgtte atctccatga ccgaatccge gactgatctg 660
atcgcaatta ccaacgatat gcactcttat aacctggagce aatcccgegg cttggatggt 720
cacaatgtaa ttaccgcgat catgcacgaa tacaaaatta atctccaggg tgegetgtac 780
tggctgtcgg gttacgctac taaaactatt gcgaaattta tctctgaccg taaaaatttg 840
ccgagetggg geccagtggt tgaccgegec gttgaacaat actttgaceg tgttggtegt 900
tgcgttegtg getacgatge ctggtcttac gaaaccaaac gttattacgg taaaaatgge 960
ctggaaatcc agaaaactcg tcagatcacc ctgcgecege tggaccegge gtacgtgace 1020
aaagaacagc tgcaggtatc catgaaggca taa 1053

<210> 56

<211> 1050

<212> DNA

<213> Galerina marginata

<400> 56
atgcatcacc atcaccatca cccgagecag ttcaccatce ctgacctget gatcacttgg 60

ccatggcagg aaatcaccaa cccgatgetg cacgaagtag acgctgaage caatgaatgg 120
gttcagtcac tgaacctgtt cgaaccgaaa cagttcgaaa agttcaaagc ctgtaacttc 180

aacctgctgg getcectggt tggaccgetg ccaageegtg accacctteg tgtgtectge 240



gacctgatga acttctactt cgctttcgat gagtacacgg acatggcaaa caaagatgaa 300
gctatgegta tcgecegtga cgtaatgcaa geattcegta acactgacac gectagcaac 360
tctaaaatca ctgaaatggc acgtcaattc ttcaaacgta ccatcgaggt tgtaggcgaa 420
gacctgecgg geatcgaacg tttcatcgec gatttcgatg catacactcg ttecgtgatt 480
caggaagcag atgatcgtgt tgcaggtcac attcgtaacg tggaggacta cttcattctg 540
cgecgtgata cgtgeggtge taaaccgagce ttctetttct acggtetggg tetgaacatc 600
ccgaccgagg tctttgaaca cccgetgetg atttctatgg ttgaaagege aactgacctg 660
attgctgtca ccaatgacat geactcttac ggtctggage attctcgtgg cctggacggt 720
cacaatgtta tcaccgccat tatgcacgaa tatcagctgg acctacaggg tgcectgtac 780
tggctgtceg getacgeaac taaaaccatc tccaaattce tgactgatcg taaaaacctg 840
ccgtectggg geccaaccat tgacaaaget ctcgaaatct acctggacceg tttaggtcgt 900
tgcgtgcgtg getacgatgce ttggtectac ageactaage gttactatgg taaaaacggt 960
ctgaaggttc aaaaaacccg ccgtatcact ttgaaaccgc gtgatgcage ctacatcacg 1020
aaggatcagc tgcaggtgtc tatcgcttaa 1050

<210> 57

<211> 1053

<212> DNA

<213> Hypholoma sublateritium

<400> 57
atgcatcacc atcaccatca ctccgcetcag tacaccatce ctgacttact ggegaactgg 60

ccgtggeage gegtgaccaa cageatgetg gacgaggtge gegacgaage aaacgagtgg 120
gtgatgtcce tgggectgtt tgagecggcet cagtttaaaa aattcaaage atgegactte 180
aaccttctgg caagctttat tggtcegetg gaaagtaaag aacacctteg tgttgettge 240
gatctgatga atttctattt cgctttcgat gagtacactg acgttgctaa ccgtgaagag 300
gctaaaaaaa tctctcaggg cgttatgcac gegtttaaaa ctegttctge agagecgtee 360
agctccaaaa ttacggaaat ggegegteag ttetttegte gtaccgttga cgtegtcggt 420
gaagattcce cggecatcaa ccagttcatt accgacttcg acacctacac cacggetgtg 480
atccaggaag cagacgatcg caccgaaggt accatccgta atgttgagga ctatttcacc 540

ctcegtegeg acacctgegg cgecaaacct tetttttegt tettegeeet gggectgaac 600



atgccgaccg aagtcttcga acaccctctg atcatgtcte tggtagageg tgcaaccgac 660
ctgatcgcga ttgtgaacga catgcactcc tacggtctgg aacgtgeteg tggectggat 720
ggtcataacg tagtaacgtc catcatgtac gagcatcage tggacctgea gggtgegetg 780
cactggctgg ccggttatge cgaagacaca atcgccaagt tectgtcgga aaaagaacgt 840
ctceegtect ggggteegge ggtagatgta tecgtgeagg aatttgttga cegtetggge 900
cgttgegtge gtggttacga cgettggtec tatgaaacga accgetatta cggcageccac 960
ggtctacaga ttcgtcagac tcgtcaaatc accctgecat ccaacgacte tggetacatc 1020
actcgcaagc agatgggcgt ttctatcget taa 1053

<210> 58

<211> 1029

<212> DNA

<213> Aurtificial Sequence

<220>
<223> Agrped1_689675_mutl

<400> 58
atgcatcacc atcaccatca ctcctctcag atctatatce cggacctect gatcacctgg 60

ccgtggcaaa aggtgegeaa cccactgetg caagaagtge aggatgagge gaacgaatgg 120
gtgaaatctt tcgtgetgtt cgaaccggaa cagtttgaga aatttaagge atgtgatttc 180
aacctgctgg gtgcactggt tggtcegetg ggtaccaagg aagaactgeg cattagetgt 240
gacctgatga acttctactt cgccttcgat gagtacaccg acctggetag cgetgacgaa 300
gccaaagtaa tcgegegega tgtgatggaa agettcegtc acacagataa geccaagecac 360
aacaaaatta ctgaaatggc ccgtcaattc ttcgaacgta ctatcaacac ggttggtaac 420
gatccgactg geattgaaca atttattgeg gatttcgacg catacaccac ctctatcatc 480
caagaagctg atgatcgtgc gtctggtcac attcgtageg ttgaggatta cttcattctg 540
cgecgtgaca cctgtggtgg gaaaccgteg ttetegttet teggtetggg cctgaacatc 600
ccgaaagaag tcttcgcaca cccgatgtte atctccatga ccgaatccge gactgatctg 660
atcgcaatta ccaacgatat gcactcttat aacctggagce aatcccgegg cttggatggt 720
cacaatgtaa ttaccgcgat catgcacgaa tacaaaatta atctccaggg tgegetgtac 780
tggctgtcgg gttacgctac taaaactatt gcgaaattta tctctgaccg taaaaatttg 840

ccgagetggg geccagtggt tgaccgegec gttgaacaat actttgaceg tgttggtegt 900



tgcgttcgtg getacgatge ctggtettac gaaaccaaac gttattacgg taaaaatgge 960
ctggaaatcc agaaaactcg tcagatcacc ctgegeecge tggaceegge gtacgtgace 1020
aaagaataa 1029

<210> 59

<211> 996

<212> DNA

<213> Aurtificial Sequence

<220>
<223> Agrpedl_689675_mut2

<400> 59
atgcatcacc atcaccatca ctcctctcag atctatatce cggacctect gatcacctgg 60

ccgtggeaaa aggtgegeaa cccactgetg caagaagtge aggatgagge gaacgaatgg 120
gtgaaatctt tcgtgetgtt cgaaccggaa cagtttgaga aatttaagge atgtgatttc 180
aacctgctgg gtgeactggt tggtcegetg ggtaccaagg aagaactgeg cattagetgt 240
gacctgatga acttctactt cgecttcgat gagtacaccg acctggetag cgetgacgaa 300
gccaaagtaa tcgegegega tgtgatggaa agettcegte acacagataa gecaagecac 360
aacaaaatta ctgaaatggc ccgtcaattc ttcgaacgta ctatcaacac ggttggtaac 420
gatccgactg geattgaaca atttattgeg gatttcgacg catacaccac ctctatcatc 480
caagaagctg atgatcgtgce gtctggtcac attcgtageg ttgaggatta cttcattctg 540
cgcegtgaca cctgtggtgg gaaaccgteg ttetegttct teggtetggg cetgaacatc 600
ccgaaagaag tcttcgcaca cccgatgtte atctccatga ccgaatcege gactgatctg 660
atcgcaatta ccaacgatat gcactcttat aacctggagc aatccegegg cttggatggt 720
cacaatgtaa ttaccgcgat catgcacgaa tacaaaatta atctccaggg tgegetgtac 780
tggctgtegg gttacgetac taaaactatt gecgaaattta tctctgaccg taaaaatttg 840
ccgagetggg geccagtggt tgaccgegee gttgaacaat actttgaceg tgttggtegt 900
tgegttegtg getacgatge ctggtcttac gaaaccaaac gttattacgg taaaaatgge 960
ctggaaatcc agaaaactcg tcagatcacc ctgtaa 996

<210> 60

<211> 930
<212> DNA



<213> Aurtificial Sequence

<220>
<223> Agrpedl_689675_mut3

<400> 60
atgcatcacc atcaccatca ctcctctcag atctatatce cggacctect gatcacctgg 60

ccgtggcaaa aggtgegeaa cccactgetg caagaagtge aggatgagge gaacgaatgg 120
gtgaaatctt tcgtgetgtt cgaaccggaa cagtttgaga aatttaagge atgtgatttc 180
aacctgctgg gtgcactggt tggtcegetg ggtaccaagg aagaactgeg cattagetgt 240
gacctgatga acttctactt cgccttcgat gagtacaccg acctggetag cgetgacgaa 300
gccaaagtaa tcgegegega tgtgatggaa agettcegtc acacagataa gccaagecac 360
aacaaaatta ctgaaatggc ccgtcaattc ttcgaacgta ctatcaacac ggttggtaac 420
gatccgactg geattgaaca atttattgeg gatttcgacg catacaccac ctctatcatc 480
caagaagctg atgatcgtgc gtctggtcac attcgtageg ttgaggatta cttcattctg 540
cgecgtgaca cctgtggtgg gaaaccgteg ttetegttet teggtetggg cctgaacatc 600
ccgaaagaag tcttcgcaca cccgatgtte atctccatga ccgaatccge gactgatctg 660
atcgcaatta ccaacgatat gcactcttat aacctggagc aatcccgegg cttggatggt 720
cacaatgtaa ttaccgcgat catgcacgaa tacaaaatta atctccaggg tgegetgtac 780
tggctgtcgg gttacgctac taaaactatt gcgaaattta tctctgaccg taaaaatttg 840
ccgagetggg geccagtggt tgaccgegec gttgaacaat actttgaceg tgttggtegt 900
tgegttcgtg getacgatge ctggtcttaa 930

<210> 61

<211> 993

<212> DNA

<213> Aurtificial Sequence

<220>
<223> Agrpedl_689675_mut4

<400> 61
atgcatcacc atcaccatca ctggcegtgg caaaaggtge gcaacccact getgcaagaa 60

gtgcaggatg aggcgaacga atgggtgaaa tctttegtge tgttcgaacce ggaacagttt 120
gagaaattta aggcatgtga tttcaacctg ctgggtgcac tggttggtee getgggtace 180

aaggaagaac tgcgcattag ctgtgacctg atgaacttct acttcgectt cgatgagtac 240



accgacctgg ctagcgetga cgaagccaaa gtaatcgege gegatgtgat ggaaagette 300
cgtcacacag ataagccaag ccacaacaaa attactgaaa tggecegtca attcttcgaa 360
cgtactatca acacggttgg taacgatccg actggceattg aacaatttat tgeggattte 420
gacgcataca ccacctctat catccaagaa getgatgate gtgegtetgg tcacattegt 480
agcgttgagg attacttcat tctgegeegt gacacctgtg gtgggaaacc gtegttcteg 540
ttettcggte tgggectgaa catcccgaaa gaagtettcg cacacccgat gttcatctce 600
atgaccgaat ccgegactga tctgatcgea attaccaacg atatgeacte ttataacctg 660
gagcaatcce geggcttgga tggtcacaat gtaattaccg cgatcatgea cgaatacaaa 720
attaatctcc agggtgeget gtactggcetg tcgggttacg ctactaaaac tattgcgaaa 780
tttatctctg accgtaaaaa tttgecgage tggggeecag tggttgaceg cgeegttgaa 840
caatactttg accgtgttgg tcgttgegtt cgtggetacg atgectggte ttacgaaacc 900
aaacgttatt acggtaaaaa tggectggaa atccagaaaa ctcgtcagat caccctgege 960
ccgetggacc cggegtacgt gaccaaagaa taa 993

<210> 62

<211> 946

<212> DNA

<213> Aurtificial Sequence

<220>
<223> Agrpedl_689675_mut5

<400> 62
atgcatcacc atcaccatca cgaggcgaac gaatgggtga aatctttcgt getgttcgaa 60

ccggaacagt ttgagaaatt taaggcatgt gatttcaacc tgetgggtgc actggttggt 120
ccgetgggta ccaaggaaga actgegceatt agetgtgace tgatgaactt ctacttcgee 180
ttcgatgagt acaccgacct ggctageget gacgaageca aagtaatcge gegegatgtg 240
atggaaagct tccgtcacac agataageca agccacaaca aaattactga aatggeeegt 300
caattcttcg aacgtactat caacacggtt ggtaacgatc cgactggcat tgaacaattt 360
attgcggatt tcgacgcata caccacctct atcatccaag aagetgatga tegtgegtet 420
ggtcacattc gtagegttga ggattacttc attctgegec gtgacacctg tggtgggaaa 480

ccgtegttet cgttettegg tetgggectg aacatcccga aagaagtctt cgcacacccg 540



atgttcatct ccatgaccga atccgegact gatctgatcg caattaccaa cgatatgcac 600
tcttataacc tggagcaatc ccgeggcttg gatggtcaca atgtaattac cgegatcatg 660
cacgaataca aaattaatct ccagggtgcg ctgtactgge tgtcgggtta cgctactaaa 720
actattgcga aatttatctc tgaccgtaaa aatttgccga getggggece agtggttgac 780
cgegeegttg aacaatactt tgaccgtgtt ggtegttgeg ttcgtggceta cgatgectgg 840
tcttacgaaa ccaaacgtta ttacggtaaa aatggcctgg aaatccagaa aactcgtcag 900
atcaccctge geeegetgga cccggegtac gtgaccaaag aataaa 946
<210> 63

<211> 1053

<212> DNA

<213> Aurtificial Sequence

<220>
<223> Agrpedl_689675_mut6

<400> 63
atgcatcacc atcaccatca ctcctctcag atctatatce cggacctect gatcacctgg 60

ccgtggcaaa aggtgegeaa cccactgetg caagaagtge aggatgagge gaacgaatgg 120
gtgaaatctt tcgtgetgtt cgaaccggaa cagtttgaga aatttaagge atgtgatttc 180
aacctgctgg gtgcactggt tggtcegetg ggtaccaagg aagaactgeg cattagetgt 240
gacctgatga acttctactt cgccttcgat gagtacaccg acctggetag cgetgacgaa 300
gccaaagtaa tcgegegega tgtgatggaa agettcegtc acacagataa gccaagecac 360
aacaaaatta ctgaaatggc ccgtcaattc ttcgaacgta ctatcaacac ggttggtaac 420
gatccgactg geattgaaca atttattgeg gatttcgacg catacaccac ctctatcatc 480
caagaagctg atgatcgtgc gtctggtcac attcgtageg ttgaggatta cttcattctg 540
cgecgtgaca cctgtggtgg gaaaccgteg ttetegttet teggtetggg cctgaacatc 600
ccgaaagaag tcttcgcaca cccgatggge atctccatga ccgaatccge gactgatctg 660
atcgcaatta ccaacgatat gcactcttat aacctggagc aatcccgegg cttggatggt 720
cacaatgtaa ttaccgcgat catgcacgaa tacaaaatta atctccaggg tgegetgtac 780
tggctgtcgg gttacgctac taaaactatt gcgaaattta tctctgaccg taaaaatttg 840
ccgagetggg geccagtggt tgaccgegec gttgaacaat actttgaceg tgttggtegt 900

tgcgttegtg getacgatge ctggtcttac gaaaccaaac gttattacgg taaaaatgge 960



ctggaaatcc agaaaactcg tcagatcacc ctgegeecge tggaceegge gtacgtgace 1020
aaagaacagc tgcaggtatc catgaaggca taa 1053

<210> 64

<211> 1053

<212> DNA

<213> Aurtificial Sequence

<220>
<223> Agrpedl_689675_mut7

<400> 64
atgcatcacc atcaccatca ctcctctcag atctatatce cggacctect gatcacctgg 60

ccgtggeaaa aggtgegeaa cccactgetg caagaagtge aggatgagge gaacgaatgg 120
gtgaaatctt tcgtgetgtt cgaaccggaa cagtttgaga aatttaagge atgtgatttc 180
aacctgctgg gtgeactggt tggtccgetg ggtaccaagg aagaactgeg cattagetgt 240
gacctgatga acttctactt cgecttcgat gagtacaccg acctggetag cgetgacgaa 300
gccaaagtaa tcgegegega tgtgatggaa agettcegte acacagataa gecaagecac 360
aacaaaatta ctgaaatggc ccgtcaattc ttcgaacgta ctatcaacac ggttggtaac 420
gatccgactg geattgaaca atttattgeg gatttcgacg catacaccac ctctatcatc 480
caagaagctg atgatcgtgce gtctggtcac attcgtageg ttgaggatta cttcattctg 540
cgeegtgaca cctgtggtgg gaaaccgteg ttetegttct teggtetggg cetgaacatc 600
ccgaaagaag tcttcgcaca cccgatggtce atctccatga ccgaatcege gactgatctg 660
atcgcaatta ccaacgatat gcactcttat aacctggagc aatccegegg cttggatggt 720
cacaatgtaa ttaccgcgat catgcacgaa tacaaaatta atctccaggg tgegetgtac 780
tggctgtegg gttacgetac taaaactatt gecgaaattta tctctgaccg taaaaatttg 840
ccgagetggg geccagtggt tgaccgegee gttgaacaat actttgaceg tgttggtegt 900
tgegttegtg getacgatge ctggtcttac gaaaccaaac gttattacgg taaaaatgge 960
ctggaaatcc agaaaactcg tcagatcacc ctgegeeege tggaccegge gtacgtgace 1020
aaagaacagc tgcaggtatc catgaaggca taa 1053

<210> 65

<211> 1053
<212> DNA



<213> Aurtificial Sequence

<220>
<223> Agrpedl_689675_mut8

<400> 65
atgcatcacc atcaccatca ctcctctcag atctatatce cggacctect gatcacctgg 60

ccgtggcaaa aggtgegeaa cccactgetg caagaagtge aggatgagge gaacgaatgg 120
gtgaaatctt tcgtgetgtt cgaaccggaa cagtttgaga aatttaagge atgtgatttc 180
aacctgctgg gtgcactggt tggtcegetg ggtaccaagg aagaactgeg cattagetgt 240
gacctgatga acttctactt cgccttcgat gagtacaccg acctggetag cgetgacgaa 300
gccaaagtaa tcgegegega tgtgatggaa agettcegtc acacagataa gccaagecac 360
aacaaaatta ctgaaatggc ccgtcaattc ttcgaacgta ctatcaacac ggttggtaac 420
gatccgactg geattgaaca atttattgeg gatttcgacg catacaccac ctctatcatc 480
caagaagctg atgatcgtgc gtctggtcac attcgtageg ttgaggatta cttcattctg 540
cgecgtgaca cctgtggtgg gaaaccgteg ttetegttet teggtetggg cctgaacatc 600
ccgaaagaag tcttcgcaca cccgatgate atctccatga ccgaatccge gactgatctg 660
atcgcaatta ccaacgatat gcactcttat aacctggagc aatcccgegg cttggatggt 720
cacaatgtaa ttaccgcgat catgcacgaa tacaaaatta atctccaggg tgegetgtac 780
tggctgtcgg gttacgctac taaaactatt gcgaaattta tctctgaccg taaaaatttg 840
ccgagetggg geccagtggt tgaccgegec gttgaacaat actttgaceg tgttggtegt 900
tgcgttcgtg getacgatge ctggtcttac gaaaccaaac gttattacgg taaaaatgge 960
ctggaaatcc agaaaactcg tcagatcacc ctgcgecege tggaccegge gtacgtgace 1020
aaagaacagc tgcaggtatc catgaaggca taa 1053

<210> 66

<211> 1053

<212> DNA

<213> Aurtificial Sequence

<220>
<223> Agrpedl_689675_mut9

<400> 66
atgcatcacc atcaccatca ctcctctcag atctatatce cggacctect gatcacctgg 60

ccgtggcaaa aggtgegeaa cccactgetg caagaagtge aggatgagge gaacgaatgg 120



gtgaaatctt tcgtgetgtt cgaaccggaa cagtttgaga aatttaagge atgtgatttc 180
aacctgctgg gtgeactggt tggtcegetg ggtaccaagg aagaactgeg cattagetgt 240
gacctgatga acttctactt cgecttcgat gagtacaccg acctggetag cgetgacgaa 300
gccaaagtaa tcgegegega tgtgatggaa agettcegte acacagataa gecaagecac 360
aacaaaatta ctgaaatggc ccgtcaattc ttcgaacgta ctatcaacac ggttggtaac 420
gatccgactg geattgaaca atttattgeg gatttcgacg catacaccac ctctatcatc 480
caagaagctg atgatcgtgce gtctggtcac attcgtageg ttgaggatta cttcattctg 540
cgcegtgaca cctgtggtgg gaaaccgteg ttetegttct teggtetggg cetgaacatc 600
ccgaaagaag tcttcgcaca cccgatggac atctccatga ccgaatcege gactgatctg 660
atcgcaatta ccaacgatat gcactcttat aacctggagc aatccegegg cttggatggt 720
cacaatgtaa ttaccgcgat catgcacgaa tacaaaatta atctccaggg tgegetgtac 780
tggctgtegg gttacgetac taaaactatt gecgaaattta tctctgaccg taaaaatttg 840
ccgagetggg geccagtggt tgaccgegee gttgaacaat actttgaceg tgttggtegt 900
tgegttegtg getacgatge ctggtcttac gaaaccaaac gttattacgg taaaaatgge 960
ctggaaatcc agaaaactcg tcagatcacc ctgegeeege tggaccegge gtacgtgace 1020
aaagaacagc tgcaggtatc catgaaggca taa 1053

<210> 67

<211> 1053

<212> DNA

<213> Aurtificial Sequence

<220>
<223> Agrpedl_689675_mutl0

<400> 67
atgcatcacc atcaccatca ctcctctcag atctatatce cggacctect gatcacctgg 60

ccgtggcaaa aggtgegeaa cccactgetg caagaagtgce aggatgaggce gaacgaatgg 120
gtgaaatctt tcgtgetgtt cgaaccggaa cagtttgaga aatttaagge atgtgatttc 180
aacctgctgg gtgcactggt tggtcegetg ggtaccaagg aagaactgeg cattagetgt 240
gacctgatga acttctactt cgecttcgat gagtacaccg acctggetag cgetgacgaa 300

gccaaagtaa tcgegegega tgtgatggaa agettcegte acacagataa gecaagecac 360



aacaaaatta ctgaaatggc ccgtcaattc ttcgaacgta ctatcaacac ggttggtaac 420
gatccgactg geattgaaca atttattgeg gatttcgacg catacaccac ctctatcatc 480
caagaagctg atgatcgtgc gtctggtcac attcgtageg ttgaggatta cttcattctg 540
cgecgtgaca cctgtggtgg gaaaccgteg ttetegttet teggtetggg cctgaacatc 600
ccgaaagaag tcttcgcaca cccgatgctc atctccatga ccgaatccge gactgatctg 660
atcgcaatta ccaacgatat gcactcttat aacctggagc aatcccgegg cttggatggt 720
cacaatgtaa ttaccgcgat catgcacgaa tacaaaatta atctccaggg tgegetgtac 780
tggctgtcgg gttacgctac taaaactatt gcgaaattta tctctgaccg taaaaatttg 840
ccgagetggg geccagtggt tgaccgegec gttgaacaat actttgaceg tgttggtegt 900
tgcgttegtg getacgatge ctggtcttac gaaaccaaac gttattacgg taaaaatgge 960
ctggaaatcc agaaaactcg tcagatcacc ctgcgecege tggaccegge gtacgtgace 1020
aaagaacagc tgcaggtatc catgaaggca taa 1053

<210> 68

<211> 1053

<212> DNA

<213> Aurtificial Sequence

<220>
<223> Agrpedl_689675_mutl1

<400> 68
atgcatcacc atcaccatca ctcctctcag atctatatce cggacctect gatcacctgg 60

ccgtggcaaa aggtgegeaa cccactgetg caagaagtge aggatgagge gaacgaatgg 120
gtgaaatctt tcgtgetgtt cgaaccggaa cagtttgaga aatttaagge atgtgatttc 180
aacctgctgg gtgcactggt tggtcegetg ggtaccaagg aagaactgeg cattagetgt 240
gacctgatga acttctactt cgccttcgat gagtacaccg acctggetag cgetgacgaa 300
gccaaagtaa tcgegegega tgtgatggaa agettcegtc acacagataa gccaagecac 360
aacaaaatta ctgaaatggc ccgtcaattc ttcgaacgta ctatcaacac ggttggtaac 420
gatccgactg geattgaaca atttattgeg gatttcgacg catacaccac ctctatcatc 480
caagaagctg atgatcgtgc gtctggtcac attcgtageg ttgaggatta cttcattctg 540
cgecgtgaca cctgtggtgg gaaaccgtcg ttetegttet teggtetggg cctgaacatc 600

ccgaaagaag tcttcgcaca cccgatgegt atctccatga ccgaatecge gactgatctg 660



atcgcaatta ccaacgatat gcactcttat aacctggage aatccegegg cttggatggt 720
cacaatgtaa ttaccgcgat catgcacgaa tacaaaatta atctccaggg tgegetgtac 780
tggctgtegg gttacgetac taaaactatt gecgaaattta tctctgaccg taaaaatttg 840
ccgagetggg geccagtggt tgaccgegee gttgaacaat actttgaceg tgttggtegt 900
tgegttegtg getacgatge ctggtcttac gaaaccaaac gttattacgg taaaaatgge 960
ctggaaatcc agaaaactcg tcagatcacc ctgegeeege tggaccegge gtacgtgace 1020
aaagaacagc tgcaggtatc catgaaggca taa 1053

<210> 69

<211> 996

<212> DNA

<213> Aurtificial Sequence

<220>
<223> Agrpedl_689675_mutl2

<400> 69
atgcatcacc atcaccatca ctcctctcag atctatatce cggacctect gatcacctgg 60

ccgtggcaaa aggtgegeaa cccactgetg caagaagtgce aggatgaggce gaacgaatgg 120
gtgaaatctt tcgtgetgtt cgaaccggaa cagtttgaga aatttaagge atgtgatttc 180
aacctgctgg gtgeactggt tggtcegetg ggtaccaagg aagaactgeg cattagetgt 240
gacctgatga acttctactt cgecttcgat gagtacaccg acctggetag cgetgacgaa 300
gccaaagtaa tcgegegega tgtgatggaa agetteegte acacagataa gecaagecac 360
aacaaaatta ctgaaatggc ccgtcaattc ttcgaacgta ctatcaacac ggttggtaac 420
gatccgactg geattgaaca atttattgeg gatttcgacg catacaccac ctctatcatc 480
caagaagctg atgatcgtge gtctggtcac attcgtageg ttgaggatta tttcacgtta 540
cgecgegaca cttgeggege gaaaccaagce ttcagcttet ttggectggg tetgaacatt 600
ccggatgagg ttttccacca tectgtggtt atttccatga tcgaaggege caccgatctg 660
attgctgtta cgaatgacat gcactcatat aacctcgaac actccegtgg tetggatgga 720
cacaacgtaa tcactgctat catgcacgaa taccagctgg acctgcaggg cgeactgtac 780
tggctatceg gttacgetac ccatacgatt getaacttee tgtcgaaccg cegtaacctg 840

ccgtectggg geeeggctgt cgataaageg gtagaagaat ttttcgaceg tgttggtegt 900



tgtgttcgtg getacgacgc ttggagetac gaaaccaaac getattacgg gaaaaacgge 960
ctgcaggtge agaagacccg tcgtatcace ctgtaa 996

<210> 70

<211> 1050

<212> DNA

<213> Aurtificial Sequence

<220>
<223> Agrped]_689675_mutl3

<400> 70
atgcatcacc atcaccatca ctcccaattt attatccegg atctgttatc cacttggect 60

tggcagcgeg tgtctaacce gatgtggegt gagattgatg aagaagcaaa cgegtgggtg 120
cagtctttcg acctgtttga accgtcccag ttcgagaaat tcaagatgtg tgatttcaac 180
ctgctgggct cgatgattgg taccgtggaa accaaagatc atctgegeat cagttgcgac 240
ctgatgaact tctatttcgc attcgacgaa tacacggaca tggcatccaa agacgaageg 300
cgtaagatcg cccgtgacgt gatggatgea tttcgcaaca ccgaaaaacc agctcacaac 360
caaatcaccg aaatggcccg ccagtttttt aaacgtacga tcgacactgt aggtaaagac 420
ttgecgggeg tggaacgttt tatcgetgac ttcgatgett atacgeatte cgtgatccag 480
gaggccgacg accgtgetac tggecacate cgcagegtca acgactactt cattctgege 540
cgtgacacct gtggtgggaa accgtcgttc tcgttetteg gtetgggect gaacatcecg 600
aaagaagtct tcgcacaccc gatgttcatc tccatgaccg aatccgegac tgatctgatc 660
gcaattacca acgatatgca ctcttataac ctggagcaat cccgeggcett ggatggtcac 720
aatgtaatta ccgcgatcat gcacgaatac aaaattaatc tccagggtge getgtactgg 780
ctgtcgggtt acgctactaa aactattgeg aaatttatct ctgaccgtaa aaatttgccg 840
agctggggcc cagtggttga ccgegecgtt gaacaatact ttgaccgtgt tggtegttge 900
gttegtggct acgatgectg gtettacgaa accaaacgtt attacggtaa aaatggectg 960
gaaatccaga aaactcgtca gatcaccctg cgecegetgg acceggegta cgtgaccaaa 1020
gaacagctgc aggtatccat gaaggcataa 1050

<210> 71

<211> 1089

<212> DNA
<213> Aurtificial Sequence



<220>
<223> AAE3_109435_mutl

<400> 71
atgcatcacc atcaccatca ccacagctcg acccagctgt tcactcacte tccgaccaaa 60

atgcagatca tcctgeegga tetgetgtge tectggggat ataaagggtt tetcaacect 120
cactatgagg gcgctaagge ggaatccaac acctggattc gceegetegt agtgaaactt 180
ttcgacgaac gtggccagaa agegttcgee aaagattaca ccggtetget ggegtctatg 240
acttacccgc accacaacaa agaattcctg tgtgtggctt gegatatgat gaacctgtte 300
tttgtttatg acgagtatac cgatattacc ccgecggaaa ccgegeageg tetggetaaa 360
atcgttgtaa atgctatgcg caatccggat gagatcgeeg ctetgggtga agacageatc 420
ggtactatga ccaagcagtt ctggegeege getatgacte tgetgecace gaacggttgt 480
aactctgaat cttgtatcca geacttcatt gactacaccg aagaatatct gactgcagtg 540
acgcgtgaag cttgtgatcg tagcageggc tetgtccacg ctgtaaaaga ctatctggeg 600
atgcgtcgtg caacctctgg cgegggtctg atggttggtt tactggaatt tggectcgat 660
ctgcecggaag aagtcatgaa acatgaagtg atccaggaac tgtctactgg cgegatcgac 720
atgtactgtc tgctgaacga catgcatagce tacgcatctg aactgtegte tggtcaggee 780
tctcacaacg ttattaccgt cgtgatgcac gaacgtaacc tgtcectgea agaagetttt 840
gattggctgg cctettacge ggeaggegta gtgaagggtt tcaaaaccaa cctgaaccge 900
gttecttctt ttagcgaact ggaggaccac tctctgeacg gegaaggeat getcegtgat 960
cgcattcagc gttacatcga cggectgggt caggeggttc gecgeggaaga tgattggget 1020
tttgaaacta cccgctatca cggtcagaac ggeccgeaga ttaaactgac cegtatgetg 1080
accatctaa 1089

<210> 72

<211> 993

<212> DNA

<213> Aurtificial Sequence

<220>
<223> Agrpedl_689671_mutl

<400> 72
atgcatcacc atcaccatca ctcccaattt attatcccgg atctgttate cacttggect 60



tggcagcgeg tgtctaacce gatgtggegt gagattgatg aagaagcaaa cgegtgggtg 120
cagtctttcg acctgtttga accgtcccag ttcgagaaat tcaagatgtg tgatttcaac 180
ctgctgggct cgatgattgg taccgtggaa accaaagatc atctgegeat cagttgcgac 240
ctgatgaact tctatttcgc attcgacgaa tacacggaca tggcatccaa agacgaageg 300
cgtaagatcg cccgtgacgt gatggatgea tttcgcaaca ccgaaaaacc agctcacaac 360
caaatcaccg aaatggcccg ccagtttttt aaacgtacga tcgacactgt aggtaaagac 420
ttgccgggeg tggaacgttt tatcgetgac ttcgatgett atacgeatte cgtgatccag 480
gaggccgacg accgtgetac tggecacatce cgcagegtca acgactattt cacgttacge 540
cgcgacactt gcggegegaa accaagette agcettctttg gectgggtet gaacattccg 600
gatgaggttt tccaccatcc tgtggttatt tccatgatcg aaggegecac cgatctgatt 660
gctgttacga atgacatgea ctcatataac ctcgaacact ccegtggtet ggatggacac 720
aacgtaatca ctgctatcat gcacgaatac cagctggacc tgcagggege actgtactgg 780
ctatccggtt acgctaccca tacgattget aacttectgt cgaaccgeeg taacctgecg 840
tcctggggee cggetgtega taaageggta gaagaatttt tcgacegtgt tggtegttgt 900
gttegtggct acgacgettg gagctacgaa accaaacgct attacgggaa aaacggectg 960
caggtgcaga agacccgtcg tatcaccctg taa 993

<210> 73

<211> 996

<212> DNA

<213> Aurtificial Sequence

<220>
<223> Galma_223690_mutl

<400> 73
atgcatcacc atcaccatca cccgagccag ttcaccatcc ctgacctget gatcacttgg 60

ccatggcagg aaatcaccaa cccgatgctg cacgaagtag acgctgaagce caatgaatgg 120
gttcagtcac tgaacctgtt cgaaccgaaa cagttcgaaa agttcaaagce ctgtaacttc 180
aacctgctgg getcectggt tggaccgetg ccaagecgtg accacctteg tgtgtectge 240
gacctgatga acttctactt cgctttcgat gagtacacgg acatggcaaa caaagatgaa 300
gctatgegta tcgecegtga cgtaatgcaa geattcegta acactgacac gectagcaac 360

tctaaaatca ctgaaatggc acgtcaattc ttcaaacgta ccatcgaggt tgtaggcgaa 420



gacctgeegg geatcgaacg tttcatcgee gatttcgatg catacactcg ttecgtgatt 480
caggaagcag atgatcgtgt tgcaggtcac attcgtaacg tggaggacta cttcattctg 540
cgcegtgata cgtgeggtge taaaccgage ttetctttct acggtetggg tctgaacatc 600
ccgaccgagg tctttgaaca cccgetgetg atttctatgg ttgaaagege aactgacctg 660
attgctgtca ccaatgacat geactcttac ggtctggage attctcgtgg cctggacggt 720
cacaatgtta tcaccgccat tatgcacgaa tatcagctgg acctacaggg tgeectgtac 780
tggctgteeg getacgeaac taaaaccate tccaaattee tgactgateg taaaaacctg 840
ccgtectggg geccaaccat tgacaaaget ctcgaaatct acctggacceg tttaggtegt 900
tgcgtgegtg getacgatge ttggtectac ageactaage gttactatgg taaaaacggt 960
ctgaaggttc aaaaaacccg ccgtatcact ttgtaa 996

<210> 74

<211> 999

<212> DNA

<213> Aurtificial Sequence

<220>
<223> Hypsu_148385_mutl

<400> 74
atgcatcacc atcaccatca ctccgetcag tacaccatce ctgacttact ggegaactgg 60

ccgtggeage gegtgaccaa cageatgetg gacgaggtge gegacgaage aaacgagtgg 120
gtgatgtcce tgggectgtt tgagecggcet cagtttaaaa aattcaaage atgegactte 180
aaccttctgg caagctttat tggtcegetg gaaagtaaag aacacctteg tgttgettge 240
gatctgatga atttctattt cgctttcgat gagtacactg acgttgctaa ccgtgaagag 300
gctaaaaaaa tctctcaggg cgttatgcac gegtttaaaa ctegttetge agagecgtee 360
agctccaaaa ttacggaaat ggegegteag ttetttegte gtaccgttga cgtegteggt 420
gaagattcce cggecatcaa ccagttcatt accgacttcg acacctacac cacggetgtg 480
atccaggaag cagacgatcg caccgaaggt accatccgta atgttgagga ctatttcace 540
cteecgtcgeg acacctgegg cgecaaacct tetttttegt tettcgeect gggectgaac 600
atgccgaccg aagtcttcga acaccctctg atcatgtcte tggtagageg tgcaaccgac 660

ctgatcgcga ttgtgaacga catgcactce tacggtctgg aacgtgeteg tggectggat 720



ggtcataacg tagtaacgtc catcatgtac gagcatcage tggacctgea gggtgegetg 780
cactggctgg ccggttatge cgaagacaca atcgccaagt tectgtcgga aaaagaacgt 840
ctceegtect ggggteegge ggtagatgta tecgtgeagg aatttgttga cegtetggge 900
cgttgegtge gtggttacga cgcettggtec tatgaaacga accgctatta cggcageccac 960
ggtctacaga ttcgtcagac tcgtcaaatc accctgtaa 999

<210> 75

<211> 555

<212> PRT

<213> Solanum lycopersicum

<400> 75

Met Ala Pro Ala Ala Ala Leu Met Ser Lys Cys Gln Glu Glu Glu Glu

1 5 10 15

Ile Val Arg Pro Val Ala Asp Phe Ser Pro Ser Leu Trp Gly Asp Arg
20 25 30

Phe His Ser Phe Ser Leu Asp Asn GIn Val Ala Glu Lys Tyr Val Glu
35 40 45

Glu Ile Glu Thr Leu Lys Glu Gln Thr Arg Ser Met Leu Met Ser Gly
50 55 60

Lys Thr Leu Ala Glu Lys Leu Asn Leu Ile Asp Ile Val Glu Arg Leu
65 70 75 80

Gly Ile Ala Tyr His Phe Glu Lys Gln Ile Asp Asp Met Leu Asn His
85 90 95

Ile Phe Asn Ile Asp Pro Asn Phe Glu Ala His Glu Tyr Asn Asp Leu
100 105 110

Cys Thr Leu Ser Leu Gln Phe Arg Ile Leu Arg Gln His Gly Tyr Tyr
115 120 125

Ile Ser Pro Lys Ile Phe Ser Arg Phe Gln Asp Ala Asn Gly Lys Phe
130 135 140

Lys Glu Ser Leu Cys Asp Asp Ile Arg Gly Ile Leu Asn Leu Tyr Glu



145 150 155 160

Ala Ser His Val Arg Thr His Gly Glu Asp Thr Leu Glu Glu Ala Leu
165 170 175

Ala Phe Ser Thr Ala His Leu Glu Ser Ala Ala Pro His Leu Lys Ser
180 185 190

Pro Leu Ser Lys Gln Val Thr His Ala Leu Glu Gln Ser Leu His Lys
195 200 205

Ser Ile Pro Arg Val Glu Thr Arg Tyr Phe Ile Ser Ile Tyr Glu Glu
210 215 220

Glu Glu Leu Lys Asn Asp Val Phe Leu Arg Phe Ala Lys Leu Asp Phe
225 230 235 240

Asn Leu Leu Gln Met Leu His Lys Gln Glu Leu Ser Glu Val Ser Arg
245 250 255

Trp Trp Lys Asp Leu Asp Phe Val Thr Thr Leu Pro Tyr Ala Arg Asp
260 265 270

Arg Ala Val Glu Cys Tyr Phe Trp Thr Met Gly Val Tyr Ala Glu Pro
275 280 285

Gln Tyr Ser Gln Ala Arg Val Met Leu Ala Lys Thr Ile Ala Met Ile
290 295 300

Ser Ile Val Asp Asp Thr Phe Asp Ala Tyr Gly Ile Val Lys Glu Leu
305 310 315 320

Glu Val Tyr Thr Asp Ala Ile GIln Arg Trp Asp Val Ser Gln Ile Asp
325 330 335

Arg Leu Pro Glu Tyr Met Lys Ile Ser Tyr Lys Ala Leu Leu Asp Leu
340 345 350

Tyr Asn Asp Tyr Glu Thr Glu Leu Ser Asn Asp Gly Arg Ser Asp Val
355 360 365



Val GIn Tyr Ala Lys Glu Arg Met Lys Glu Ile Val Arg Asn Tyr Phe
370 375 380

Val Glu Ala Lys Trp Phe Ile Glu Gly Tyr Met Pro Pro Val Ser Glu
385 390 395 400

Tyr Leu Ser Asn Ala Leu Ala Thr Ser Thr Tyr Tyr Leu Leu Thr Thr
405 410 415

Thr Ser Tyr Leu Gly Met Lys Ser Ala Thr Lys Lys Asp Phe Glu Trp
420 425 430

Leu Ala Lys Asn Pro Lys Ile Leu Glu Ala Asn Val Thr Leu Cys Arg
435 440 445

Val Ile Asp Asp Ile Ala Thr Tyr Glu Val Glu Lys Gly Arg Gly Gln
450 455 460

Ile Ala Thr Gly Ile Glu Cys Tyr Met Arg Asp Tyr Gly Val Ser Thr
465 470 475 480

Gln Val Ala Met Asp Lys Phe Gln Glu Met Ala Glu Thr Ala Trp Lys
485 490 495

Asp Val Asn Glu Gly Ile Leu Arg Pro Thr Pro Val Ser Ala Lys Ile
500 505 510

Leu Thr Arg Ile Leu Asn Leu Ala Arg Ile Ile Asp Val Thr Tyr Lys
515 520 525

His Asn GIn Asp Gly Tyr Thr His Pro Glu Lys Val Leu Lys Pro His
530 535 540

Ile Ile Ala Leu Leu Val Asp Ser Ile Glu Ile
545 550 555

<210> 76

<211> 567

<212> PRT

<213> Melaleuca quinquenervia

<400> 76



Met Ser Gln Val Ser Ala Ile Pro Thr Thr Ser Pro Asn Lys Gly Thr
1 5 10 15

Gly Asp Val Ile Glu Arg Arg Ser Ala Gly Tyr His Pro Ser Val Trp
20 25 30

Gly Asp Tyr Phe Leu Lys Tyr Asp Ser Pro Ser Asn Ser Val Lys Phe
35 40 45

Glu Phe Leu Gly Arg Val Glu Glu Gln Ile Glu Glu Leu Lys Gly Glu
50 55 60

Val Arg Lys Met Leu Ala Gly Ala Val Asp Lys Pro Trp Gln Met Leu
65 70 75 80

His Leu Ile Asp Gln Ile Gln Arg Leu Gly Ile Glu Tyr His Phe Glu
85 90 95

Arg Glu Leu Asp Glu His Leu Glu Arg Ile His Lys Ser Phe Ser GIn
100 105 110

Leu Thr His Gly Tyr Phe Lys Gly Asp Asp Leu Arg Met Ile Ser Leu
115 120 125

Leu Phe Arg Leu Leu Arg Gln Gln Gly Tyr Asn Ile Ser Ser Glu Val
130 135 140

Phe Asn Lys Phe Lys Asp Ser Glu Gly Asn Phe Gly Glu Ser Leu Ala
145 150 155 160

Thr Asp Leu Arg Gly Leu Leu Ser Leu Tyr Glu Ala Cys His Leu Arg
165 170 175

Cys His Gly Asp Ile Ile Leu Asp Glu Ala Leu Pro Phe Ala Ile Ser
180 185 190

His Leu Glu Ser Ile Asp Glu Ser Lys Ala Gly Ala Asn Leu Ala Lys
195 200 205

Gln Val Asn His Ala Leu Lys Gln Pro Leu Arg Arg Gly Leu Pro Arg
210 215 220



Leu Glu Ala Arg Arg Tyr Ile Pro Leu Tyr Glu Glu Glu Pro Ser His
225 230 235 240

Asp Lys Val Leu Leu Ala Leu Ala Lys Leu Asp Phe Asn Leu Leu Gln
245 250 255

Glu GlIn His Gln Lys Glu Leu Gly Asn Val Ser Arg Trp Trp Lys Asp
260 265 270

Ile Asp Val Pro Arg Lys Phe Pro Phe Ala Arg Asp Arg Ile Ala Glu
275 280 285

Leu Phe Phe Trp Ala Cys Gly Val Tyr Phe Glu Pro Glu Phe Ser Val
290 295 300

Ala Arg Val Ile Gln Ala Lys Ala Phe Ala Met Thr Ser Ile Leu Asp
305 310 315 320

Asp Ile Tyr Asp Val Tyr Gly Thr Leu Glu Glu Leu Val Leu Leu Thr
325 330 335

Glu Ala Ile Glu Lys Trp Asp Val Asp Ala Met Asp Gly Leu Pro Glu
340 345 350

Tyr Met Gln Ala Phe Tyr Lys Glu Leu Leu His Phe Tyr Glu Glu Val
355 360 365

Gly Asn Glu Val Ala Ala Lys Gly Arg Ser Tyr Arg Leu Val Tyr Ala
370 375 380

Lys Glu Val Met Lys Lys Leu Ala Arg Ala Tyr Tyr Gln Glu Ala Lys
385 390 395 400

Trp Phe His Thr Asn Tyr Thr Pro Thr Leu Glu Glu Tyr Met Pro Leu
405 410 415

Gln Leu Ile Thr Thr Gly Tyr Gly Met Met Ala Thr Thr Ser Leu Val
420 425 430

Gly Met Asp Asp Val Val Pro Lys His Val Phe Glu Trp Ser Ile Gly
435 440 445



Asp Cys Lys Ile Val Lys Ala Ala Gln Thr Ile Cys Arg Leu Met Asp
450 455 460

Asp Ile Ser Ser His Glu Phe Glu GIn Lys Arg Gly His Leu Val Ser
465 470 475 480

Ser Val Glu Leu Leu Met Lys Glu Arg Ser Leu Ser Glu Arg Glu Ala
485 490 495

Gly Glu Glu Leu GIn Lys Gly Val Ile Asp Ala Trp Lys Asp Thr Asn
500 505 510

Glu Glu Phe Leu Arg Pro Thr Ala Val Pro Met Lys Ile Leu Thr Arg
515 520 525

Val Leu Asn Leu Ser Arg Ala Met Asp Val Leu Tyr Ser Asp Gly Asp
530 535 540

Asn Tyr Thr His Ser Gly Thr Lys Leu Lys Asp Phe Val Thr Ser Leu
545 550 555 560

Phe Val Ser Pro Leu Pro Val
565

<210> 77

<211> 354

<212> PRT

<213> QGalerina marginata

<400> 77
Met Ser Glu Gln Gln Tyr Arg Leu Pro Asp Leu Leu Cys Asp Trp Pro
1 5 10 15

Trp Thr Arg Tyr Ser Ser Pro His Tyr Pro Lys Ala Lys Lys Glu Ser
20 25 30

Ser Asp Trp Val Asn Ser Phe His Pro Phe Ser Ala Arg Gly Gln Lys
35 40 45

Gly Phe Glu Ala Cys Asp Leu Asn Leu Leu Ala Ser Leu Thr Tyr Ser
50 55 60



Arg Arg Asn Glu Glu Phe Val Arg Ala Gly Cys Asp Leu Met Asn Phe
65 70 75 80

Tyr Phe Val Tyr Asp Glu Tyr Thr Asp Val Ser Asp Pro Val Ser Ala
85 90 95

Ala Asn Leu Ala Asn Ile Val Ile Asp Ala Met Lys Asn Pro Asp Ala
100 105 110

Phe Pro Ser Asn Gly Ser His Leu Leu Gly Glu Met Thr Arg GIn Phe
115 120 125

Trp Arg Arg Ala Ser Thr Leu Ala Lys Pro Gly Ser Pro Cys Phe Glu
130 135 140

His Phe Ile Ala Thr Ser Glu Thr Tyr Leu His Ala Val Thr Gln Glu
145 150 155 160

Ala Glu Asp Arg Ala Ser Glu Arg Ile Arg Ser Val Asp Asp Tyr Leu
165 170 175

Asp Leu Arg Arg Asp Thr Cys Gly Ala Arg Pro Thr Leu Ala Phe Ile
180 185 190

Glu Phe Gly Leu Glu Leu Pro Ala Glu Val Thr Ser His Pro Val Ile
195 200 205

Val Ser Leu Thr Glu Ala Ala Val Asp Leu Ile Ile Leu Val Asn Asp
210 215 220

Met His Ser Tyr Thr Arg Glu Ile Ser Cys Gly Leu Ala Asn His Asn
225 230 235 240

Ile Ile Thr Ala Ile Met His Glu Tyr Asn Leu Asp Leu Gln Ser Ala
245 250 255

Phe Asp Cys Leu Asp Ala Tyr Ala Asn Glu Val Val Thr Arg Phe Leu
260 265 270

Ser Asp Leu Asp Arg Val Pro Cys Trp Gly Asp Asp Val Asp Glu Arg



275 280 285

Val Trp Met Tyr Val Asp Gly Leu Gly Gln Trp Val Arg Gly Asn Asp
290 295 300

Asp Trp Ser Cys Glu Gly Lys Arg Tyr Tyr Gly Asp Asp Gly Leu Arg
305 310 315 320

Ile Met Glu Thr Arg Leu Val Ser Leu Lys Leu Pro Lys Val Arg Arg
325 330 335

Arg Met Ala Arg Lys Trp Gly Trp Tyr Gly Lys Val Arg GIn Lys Phe
340 345 350

Ser Ala

<210> 78

<211> 372

<212> PRT

<213> Hypoxylon sp

<400> 78
Met Arg Pro Ile Thr Cys Ser Phe Asp Pro Val Gly Ile Ser Phe Gln
1 5 10 15

Thr Glu Ser Lys Gln Glu Asn Phe Glu Phe Leu Arg Glu Ala Ile Ser
20 25 30

Arg Ser Val Pro Gly Leu Glu Asn Cys Asn Val Phe Asp Pro Arg Ser
35 40 45

Leu Gly Val Pro Trp Pro Thr Ser Phe Pro Ala Ala Ala Gln Ser Lys
50 55 60

Tyr Trp Lys Asp Ala Glu Glu Ala Ala Ala Glu Leu Met Asp Gln Ile
65 70 75 80

Val Ala Ala Ala Pro Gly Glu GIn Gly Ser Leu Pro Ala Glu Leu Ala
85 90 95

Val Ser Asp Lys Lys Ala Ala Lys Arg Arg Glu Leu Leu Asp Thr Ser



100 105 110

Val Ser Ala Pro Met Asn Met Phe Pro Ala Ala Asn Ala Pro Arg Ala
115 120 125

Arg Ile Met Ala Lys Ala Asn Leu Leu Ile Phe Met His Asp Asp Val
130 135 140

Cys Glu Tyr Gln Ser Val Gln Ser Thr Ile Ile Asp Ser Ala Leu Ala
145 150 155 160

Asp Thr Ser Thr Pro Asn Gly Lys Gly Ala Asp Ile Leu Trp Gln Asn
165 170 175

Arg Ile Phe Lys Glu Phe Ser Glu Glu Thr Asn Arg Glu Asp Pro Val
180 185 190

Val Gly Pro Gln Phe Leu Gln Gly Ile Leu Asn Trp Val Glu His Thr
195 200 205

Arg Lys Ala Leu Pro Ala Ser Met Thr Phe Arg Ser Phe Asn Glu Tyr
210 215 220

Ile Asp Tyr Arg Ile Gly Asp Phe Ala Val Asp Phe Cys Asp Ala Ala
225 230 235 240

Ile Leu Leu Thr Cys Glu Ile Phe Leu Thr Pro Ala Asp Met Glu Pro
245 250 255

Leu Arg Lys Leu His Arg Leu Tyr Met Thr His Phe Ser Leu Thr Asn
260 265 270

Asp Leu Tyr Ser Phe Asn Lys Glu Val Val Ala Glu Gln Glu Thr Gly
275 280 285

Ser Ala Val Ile Asn Ala Val Arg Val Leu Glu Gln Leu Val Asp Thr
290 295 300

Ser Thr Arg Ser Ala Lys Val Leu Leu Arg Ala Phe Leu Trp Asp Leu
305 310 315 320



Glu Leu Gln Ile His Asp Glu Leu Thr Arg Leu Lys Gly Thr Asp Leu
325 330 335

Thr Pro Ser Gln Trp Arg Phe Ala Arg Gly Met Val Glu Val Cys Ala
340 345 350

Gly Asn Ile Phe Tyr Ser Ala Thr Cys Leu Arg Tyr Ala Lys Pro Gly
355 360 365

Leu Arg Gly Ile
370

<210> 79

<211> 412

<212> PRT

<213> Hypoxylon sp

<400> 79
Met Lys Ser Ser Lys Met Met Arg Thr Thr Leu Leu Arg Leu Ala Arg
1 5 10 15

Arg Ala Arg Ser Arg Leu Leu Ser Ile Leu Ser Pro His Ser Val Pro
20 25 30

Ala Ala GIn Glu Val GIn Arg Thr Ser Glu Lys Pro Ser Ala Gln Gln
35 40 45

Gly Leu Cys Gly Glu Ala Leu Val Leu Ala Ser Gln Leu Asp Gly Lys
50 55 60

Thr Phe His Val Pro Asp Leu Trp Lys Val Phe Ser Asp Trp Pro Leu
65 70 75 80

Ala Ala Asn Pro His Ala Gln Arg Leu Asp Ala Leu Val Asp Ser Leu
85 90 95

Leu Glu Arg Ile Ile Thr Asn Glu Lys Lys Leu Lys Ala Leu Lys Gln
100 105 110

Ala Asn Phe Gly Arg Leu Ile Ser Leu Trp Tyr Pro Asp Ala Glu Trp
115 120 125



Ser Glu Leu Glu Ile Ala Ala Ala Tyr Ser Val Trp Ile Phe Val Trp
130 135 140

Asp Asp Glu Val Asp Ala Asn Asp Thr Asp Val Ser Asn Asp Glu Glu
145 150 155 160

Leu Ser Arg Ala Tyr Tyr Gln Lys Ser Leu Arg Thr Ile His Asn Leu
165 170 175

Leu Gly Leu Asp Pro Val Glu Asp Gly Gln Glu Pro Val Phe Glu Asp
180 185 190

Asp GlIn Ser Leu His Pro Asn Met Ala Leu Phe Ala Asp Val Gly Arg
195 200 205

Gly Met Arg Ala Thr Thr Asp Lys Ile Gln Arg Glu Arg Phe Tyr Arg
210 215 220

Glu Leu Glu Asn Phe Met Val Gln Val Gly Val Glu His Val His Arg
225 230 235 240

Met Arg Gly Ser Ile Pro Ser Val Glu Lys Tyr Ile Glu Ile Arg Ser
245 250 255

Gly Ser Val Gly Cys Ala Pro GIn Ile Ala Ile Thr Asp Ala Met Leu
260 265 270

Arg Ile Arg Leu Pro Glu Ser Ile Met Glu Cys Ala Ala Met Lys Ala
275 280 285

Leu Trp Arg Glu Thr Val Val Ile Cys Phe Ile Leu Asn Asp Val Tyr
290 295 300

Ser Val GIn Lys Glu Ile Ala GIn Asp Ser Leu Leu Asn Leu Val Pro
305 310 315 320

Val Met Tyr Lys Asn Leu Asp Pro Glu Lys GIn Ser Leu Asp Thr Val
325 330 335

Thr Arg Asp Ile Glu Val Leu Leu Gln Asp Thr Val Arg Lys Phe Glu
340 345 350



Glu Ala Ala Lys Ser Leu Ser Glu Met Thr Ser Asn Asp Ala Gln Val
355 360 365

Ser Lys Asp Val GIn Ala Phe Ile Lys Trp Cys Arg Tyr Phe Ile Thr
370 375 380

Gly Val Gln GIn Trp Ser Leu Glu Ser Arg Arg Tyr Gly Met Ala Lys
385 390 395 400

Cys Val Asn Glu Asp Gly Ser Leu Ser Ile Val Leu
405 410

<210> 80

<211> 376

<212> PRT

<213> Hypoxylon sp

<400> 80
Met Ala Ala Thr Ile Gln Gly Asn Glu Arg Ser Gly Leu Asn Pro Gln
1 5 10 15

Leu Leu Pro Phe Ser Val Asn Thr Arg Glu Gln Leu Leu Thr Asp Thr
20 25 30

Arg Gly Ser Arg Val Met Ile Pro Asp Leu Gln Ser Met Ile Ser His
35 40 45

Trp Pro Gln Arg Thr Asn Thr Asp Val Glu Arg Leu Asp Glu Tyr Val
50 55 60

Glu Lys Ala Leu Thr Cys Phe Ser Ser Leu Ser Asn Asn Glu Ala Arg
65 70 75 80

Val Arg Arg Leu Lys Ala Thr Asn Val Ala Phe Ile Ala Ala Thr Trp
85 90 95

Trp Pro Tyr Ala Ser Tyr Lys Ala Leu Glu Val Leu Thr Ser Leu Leu
100 105 110

Leu Trp Leu Phe Ala Trp Asp Asp Glu Thr Asp Ser Pro Glu Phe Ser
115 120 125



Ala Val Ile Asn Asp Trp Asp Lys Ala Ser Thr Phe Arg Gln Arg Thr
130 135 140

Thr Asn Tyr Leu Gln GIn Ser Leu Leu Lys Asn Ser Lys Ser Asn Leu
145 150 155 160

Ala Asn Met Ser Thr Asp Pro Ile Asn Ala Leu Phe Gly Pro Val Ala
165 170 175

Glu Ala Ile Ser Glu Ser Cys Asp Asp Arg Gln Val Gly Thr Phe Leu
180 185 190

Asp Glu Leu Leu Phe Tyr Val Lys Met Cys Gly Glu Glu GIn Lys Leu
195 200 205

Gln Val Ala His Arg Leu Pro Thr Val Glu Glu Tyr Val Arg Leu Arg
210 215 220

Leu Gly Ser Gly Ala Val Arg Val Cys Phe Ala Thr Ile Glu Tyr Ala
225 230 235 240

Tyr Gly Ile Thr Leu Ser Gln Lys Ile Met Asp Asp Glu Ala Met Gln
245 250 255

Arg Ile Trp His Glu Ala Asn Ile Ile Ile His Thr Thr Asn Asp Ile
260 265 270

Leu Ser Val Lys Lys Glu Val Ala Gln Ser Gln Val Asp Ser Leu Val
275 280 285

Pro Leu Leu Ala Leu Glu Leu Gly Ser Met Gln Ala Ala Met Asn His
290 295 300

Ala Val Asp Ile Val Arg Ser Ser Ile GIn Arg Phe Asp Thr Ala Ala
305 310 315 320

Ile Glu Ile Leu Glu Arg Tyr Ala Thr Thr Pro Lys Val Gln Glu Asp
325 330 335

Ile Arg Lys Ser Ile Asp Ala Cys Arg Tyr Ala Cys Thr Ser Asn Leu
340 345 350



Asn Trp Ser Leu Val Ser Gly Arg Tyr Lys Leu Asn Cys Gln Ser Met
355 360 365

Glu Gly Gly Leu Tyr Ile Thr Leu
370 375

<210> 81

<211> 367

<212> PRT

<213> Omphalotus olearius

<400> 81
Met Ala Ile Glu Asn Thr Ile Ala Ser Ala Pro Ala Ser Thr Pro Ala
1 5 10 15

Lys Gln Leu Asp Thr Pro Asp His Phe Ile Leu Pro Asp Leu Val Ser
20 25 30

His Cys Thr Phe Pro Leu Val Tyr His Ser Asn Gly Asp Ala Val Ala
35 40 45

Ala Gln Ser Val Lys Trp Leu Asp Thr Asn Cys Pro Asp Leu Asn Asp
50 55 60

Lys Arg Arg Lys Ala Leu Tyr Gly Leu Gln Ala Gly Glu Leu Thr Ala
65 70 75 80

Tyr Cys Tyr Asn Thr Ala Pro Asp Gln Arg Leu Arg Val Val Ser Asp
85 90 95

Phe Met Asn Tyr Leu Phe His Leu Asp Asn Ile Ser Asp Gly Met Met
100 105 110

Thr Lys Asp Thr Asp Ala Leu Ser Asp Ala Val Met Asn Ala Leu Trp
115 120 125

Phe Thr Glu Trp Tyr Arg Pro Thr Lys Lys Ser Asp Tyr Val Gln Pro
130 135 140

Asp Glu Glu Leu Asn Ala Gly Lys Leu Ala Arg Asp Phe Trp His Arg
145 150 155 160



Cys Ile GIn Asp Ala Gly Pro Gly Cys GIn Ala Arg Phe Lys Glu Thr
165 170 175

Leu Glu Leu Phe Phe Glu Ala Val Asn Ile Gln Ala Lys Ala Arg Asp
180 185 190

Ala Gly Val Ile Pro Asp Leu Glu Ser Tyr Ile Asp Val Arg Arg Asp
195 200 205

Thr Ser Gly Cys Lys Pro Cys Trp Ala Leu Ile Glu Tyr Gly Leu Gly
210 215 220

Ile Asp Leu Pro Asp Tyr Val Ala Glu Asp Pro Ile Ile Lys Ser Leu
225 230 235 240

Asn Gln Ser Thr Asn Asp Leu Val Thr Trp Ser Asn Asp Ile Phe Ser
245 250 255

Tyr Asn Val Glu Gln Ser Arg Gly Asp Thr His Asn Met Ile Val Ile
260 265 270

Leu Met Leu Tyr His Gly His Asn Leu GIn Ser Ala Ile Asp Tyr Val
275 280 285

Gly Asp Leu Cys Arg GIn Thr Ile Asp Asp Phe Lys Glu Asn Arg Lys
290 295 300

Lys Ile Pro Ser Trp Gly Pro Glu Val Asp Asp Ile Val Lys Gln Tyr
305 310 315 320

Val GIn Gly Leu GIn Asp Trp Ile Val Gly Ser Leu His Trp Ser Phe
325 330 335

Met Thr Thr Arg Tyr Phe Gly Lys Gln Gly Gln Glu Val Lys Lys Asn
340 345 350

Arg Tyr Val Lys Leu Leu Pro Val Gly Glu Glu Ala Asn Lys Trp
355 360 365

<210> 82



<211> 425
<212> PRT
<213> Coprinopsis cinerea

<400> 82
Met Ser Thr Pro Ser Ser Ser Leu Thr Thr Asp Glu Ser Pro Ala Ser
1 5 10 15

Phe Ile Leu Pro Asp Leu Val Ser His Cys Pro Phe Pro Leu Arg Tyr
20 25 30

His Pro Lys Gly Asp Glu Val Ala Lys Gln Thr Val His Trp Leu Asp
35 40 45

Ser Asn Cys Pro Asp Leu Thr Ala Lys Glu Arg Lys Ala Met Tyr Gly
50 55 60

Leu GIn Ala Gly Glu Leu Thr Gly Tyr Cys Tyr Pro Tyr Thr Thr Pro
65 70 75 80

Glu Arg Leu Arg Val Val Ala Asp Phe Leu Asn Tyr Leu Phe His Leu
85 90 95

Asp Asn Ile Ser Asp Gly Met Met Thr Arg Glu Thr Ala Val Leu Ala
100 105 110

Asp Val Val Met Asn Ala Leu Trp Phe Pro Glu Asp Tyr Arg Pro Thr
115 120 125

Lys Gly GIn Ala Ala Glu Glu Leu Asn Pro Gly Lys Leu Ala Arg Asp
130 135 140

Phe Trp Ser Arg Cys Ile Pro Asp Cys Gly Pro Gly Thr Gln Ala Arg
145 150 155 160

Phe Lys Glu Thr Phe Gly Ser Phe Phe Glu Ala Val Asn Ile Gln Ala
165 170 175

Arg Ala Arg Asp Glu Gly Val Ile Pro Asp Leu Glu Ser Tyr Ile Asp
180 185 190

Val Arg Arg Asp Thr Ser Gly Cys Lys Pro Cys Trp Val Leu Ile Glu



195 200 205

Tyr Ala Leu Gly Ile Asp Leu Pro Asp Phe Val Val Glu His Pro Val
210 215 220

Ile Ala Ala Leu Asn Gln Gly Thr Asn Asp Leu Val Thr Trp Ser Asn
225 230 235 240

Asp Ile Phe Ser Tyr Asn Val Glu Gln Ser Lys Gly Asp Thr His Asn
245 250 255

Met Ile Ile Ile Leu Met Glu His His Gly His Thr Leu Gln Ser Ala
260 265 270

Val Asp Tyr Val Gly Ser Leu Cys Gln Gln Thr Ile Asn Thr Phe Cys
275 280 285

Glu Asn Lys Gln GIn Leu Pro Ser Trp Gly Pro Glu Ile Asp Asp Met
290 295 300

Val Ala Lys Tyr Val Gln Gly Leu Glu Asp Trp Ile Val Gly Ser Leu
305 310 315 320

His Trp Ser Phe Gln Thr Arg Arg Tyr Phe Gly Asp Glu Gly Gln Glu
325 330 335

Ile Lys GIn His Arg Leu Val Lys Leu Leu Thr Val Ala Pro Pro Pro
340 345 350

Pro Pro Pro Pro Pro Thr Pro Pro Pro Gln Ser Ser Asp Ala Asp Thr
355 360 365

Lys Lys GIn Lys Val Lys Ala Gln Asp Gly Lys Gly Pro Val Ser Asp
370 375 380

Glu Glu Val Trp Ala Leu Val Arg Ala Glu Gln Ser Lys Gly Ser Ile
385 390 395 400

Leu Glu Ser Leu Phe Gly Phe Leu Thr Thr Ser Leu Ser Arg Ile Phe
405 410 415



Phe Gly Tyr Phe Phe Ala Tyr Ser His
420 425

<210> 83

<211> 345

<212> PRT

<213> Coprinopsis cinerea

<400> 83
Met Ser Ser Leu Asp Ala Thr Ile His Pro Val Leu Asn Phe Glu Asp
1 5 10 15

Lys Lys Ile Val Leu Pro Asp Leu Val Ser His Cys Asn Phe Lys Leu
20 25 30

Arg Val Ser Arg His Arg Lys Arg Ile Thr Gly Glu Thr Lys Arg Trp
35 40 45

Leu Phe Lys Gly Asp Asn Leu Val Gly Pro Ala Arg Asn Lys Tyr His
50 55 60

Gly Leu Lys Ala Gly Leu Leu Thr Ala Met Thr Tyr Pro Asp Ala Ala
65 70 75 80

Tyr Pro Gln Leu Arg Leu Cys Asn Asp Phe Leu Thr Tyr Leu Phe His
85 90 95

Ile Asp Asn Leu Ser Asp Asp Met Asp Asn Arg Gly Thr Trp Ser Thr
100 105 110

Ala Asn Glu Val Leu Asn Ser Leu Tyr His Pro Tyr Thr Tyr His Gly
115 120 125

Gln Ala Arg Val Gly Arg Met Thr Arg Asp Tyr Trp Arg Arg Met Ile
130 135 140

Leu Thr Ala Ser Pro Gly Ser Gln Gln Arg Phe Ile Glu Thr Phe Asp
145 150 155 160

Phe Phe Phe Gln Ser Val Thr Gln Gln Ala Ile Asp Arg Leu Thr Gly
165 170 175



Glu Ile Pro Asp Leu Glu Ser Tyr Ile Ala Leu Arg Arg Asp Thr Ser
180 185 190

Gly Cys Lys Pro Cys Trp Ala Leu Ile Glu Tyr Ala Asn Asn Leu Asp
195 200 205

Leu Pro Asp Glu Val Met Asp His Pro Val Val Arg Ser Leu Gly Glu
210 215 220

Ala Ala Asn Asp Leu Val Thr Trp Ser Asn Asp Ile Phe Ser Phe Asn
225 230 235 240

Val Glu Gln Ser Lys Gly Asp Thr His Asn Met Ile Pro Val Val Met
245 250 255

His Gln Glu Gly Leu Asp Leu Gln Ser Ala Val Asp Phe Val Gly Glu
260 265 270

Met Cys Lys Ser Ala Ile Asp Arg Phe Ile Glu Asp Gln Asn Tyr Leu
275 280 285

Pro Ser Trp Gly Pro Lys Ile Asp Arg Asp Leu Ala Val Tyr Ile Asn
290 295 300

Gly Leu Ala Asp Trp Ile Val Gly Ser Leu His Trp Ser Phe Glu Thr
305 310 315 320

Glu Arg Tyr Phe Gly Lys Asn Gly Arg Gln Val Lys Ser Ser Arg Val
325 330 335

Ile Asp Leu Leu Pro Arg Arg Ser Gln
340 345

<210> 84

<211> 332

<212> PRT

<213> Omphalotus olearius

<400> 84

Met Lys Tyr Thr Ser Phe Ala Leu Pro Asp Leu Ala Ser Ser Cys Asp
1 5 10 15



Tyr Asn Leu Arg Phe Asn Lys Tyr His Arg Ser Val Ser Pro Glu Thr
20 25 30

Lys Lys Trp Phe Phe Arg Leu Ser Pro Ala Ser Gln Ala Asp Leu Thr
35 40 45

Thr Tyr Asp Ala Gln Arg Phe Thr Leu Leu Ala Ala Val Cys Tyr Pro
50 55 60

Asp Ala Gly Tyr Pro Gln Leu Arg Val Cys Ser Asp Phe Leu Ala Tyr
65 70 75 80

Leu Phe Tyr Leu Asp Asn Leu Thr Asp Asp Met Asp Asp Lys Ser Thr
85 90 95

Arg Ser Val Ala Asp Leu Val Leu Asn Ser Leu Asn Glu Pro Glu Thr
100 105 110

Phe Gln Thr Gln Tyr Arg Ile Gly Lys Met Thr Ser Asp Tyr Phe Lys
115 120 125

Arg Ile Ile GIn Thr Ser Asn Asp Gly Thr Lys Lys Arg Phe Ile Asp
130 135 140

Thr Met Asp Ser Phe Phe Lys Ser Val Asp Asp Gln Ala Arg Asp Arg
145 150 155 160

Leu Ala Gly His Ile Pro Asp Leu Glu Ser Tyr Ile Ala Leu Arg Arg
165 170 175

Glu Thr Ser Gly Cys Lys Thr Cys Phe Ser Leu Ile Glu Tyr Ala Asn
180 185 190

Asn Leu His Ile Pro Asp Glu Val Ile Ser His Pro His Ile Glu Gln
195 200 205

Met Glu Thr Ala Ala Asn Asp Val Val Ser Phe Ala Asn Asp Ile Tyr
210 215 220

Ser Phe Asn Ile Glu Gln Ser Lys Gly Asp Thr His Asn Met Ile Pro
225 230 235 240



Val Leu Met His Ala Asn Pro Asp Met Asp Phe Leu Glu Ala Val Ser
245 250 255

Phe Val Arg Asp Leu Thr Ile Lys Ala Met Asp Arg Phe Asn Glu Leu
260 265 270

Arg Ala Thr Leu Pro Ser Trp Gly Leu Asp Ile Asp Lys Asp Met Lys
275 280 285

Val Tyr Val Asn Gly Leu Glu Asn Trp Met Val Gly Ile Leu Phe Trp
290 295 300

Ser Phe Glu Thr Glu Arg Tyr Phe Gly Lys Ser Val Arg Ser Val Lys
305 310 315 320

Ala Thr Lys Thr Val Asn Leu Leu Pro Ser Arg Ala
325 330

<210> 85

<211> 333

<212> PRT

<213> Omphalotus olearius

<400> 85
Met Ala Ser Thr Ala Pro Ser Lys Phe Ile Leu Pro Asp Leu Val Ser
1 5 10 15

His Cys Ser Phe Asp Leu His His Asn Arg His Arg Lys GIn Ile Thr
20 25 30

Thr Glu Thr Lys Lys Trp Leu Phe Lys Gly Asp Asn Leu Thr Gly Arg
35 40 45

Lys Arg Asp GIn Tyr His Gly Leu Lys Cys Gly Leu Leu Ser Ala Met
50 55 60

Cys Tyr Pro Asn Ala Ala Tyr Pro Gln Leu Arg Val Cys Asn Asp Phe
65 70 75 80

Leu Thr Tyr Leu Phe His Leu Asp Asn Leu Ser Asp Asp Met Asp Asn
85 90 95



Arg Gly Thr Thr Thr Thr Ala Asp Val Val Leu Asn Ser Leu Tyr His
100 105 110

Pro Gly Tyr Phe Gln Ser Ala Arg Val Gly Lys Met Thr Arg Asp Tyr
115 120 125

Trp Lys Arg Leu Ile Ser Thr Ala Ser Pro Gly Thr Gln Gln Arg Phe
130 135 140

Ile Glu Thr Phe Asp Phe Phe Phe Gln Ser Val Thr Glu Gln Ala His
145 150 155 160

Asp Arg Gln Ala Gly Val Ile Pro Asp Leu Glu Ser Tyr Ile Ala Leu
165 170 175

Arg Arg Asp Thr Ser Gly Cys Lys Thr Ser Phe Val Leu Ile Glu Tyr
180 185 190

Ala Asn Asn Leu Asp Ile Pro Asp Gly Val Met Asp His Pro Leu Ile
195 200 205

Arg Ser Leu Gly Glu Ala Ala Asn Asp Leu Val Thr Trp Ser Asn Asp
210 215 220

Ile Phe Ser Tyr Asn Val Glu Gln Ala Lys Gly Asp Thr His Asn Met
225 230 235 240

Ile Pro Val Ile Met Asn Glu His Gly Leu Asp Leu Gln Ser Ala Val
245 250 255

Asp Tyr Val Gly Arg Leu Cys Gln Gln Ser Ile Asp Arg Phe Ile Ser
260 265 270

Asp Arg Ala Gln Leu Pro Ser Trp Gly Pro Glu Ile Asp Arg Gln Val
275 280 285

Ala Ile Tyr Val Asp Gly Leu Thr Asp Trp Ile Val Gly Ser Leu His
290 295 300

Trp Ser Phe Glu Ser Glu Arg Tyr Phe Gly Lys Ser Gly Arg Gln Ile
305 310 315 320



Lys Lys Ser Arg Val Ile Asn Leu Leu Pro Arg Arg Ala
325 330

<210> 86

<211> 348

<212> PRT

<213> Coprinopsis cinerea

<400> 86
Met Pro Ser Pro Ala Gly Ala Leu Pro Lys Ser Phe Ile Leu Pro Asp
1 5 10 15

Leu Val Asn Asp Cys Pro Phe Pro Leu Arg Val Asn Pro Leu Cys Asp
20 25 30

Glu Val Gly Arg Leu Ser Glu Gln Trp Phe Leu Arg His Ala Asn Tyr
35 40 45

Ser Pro Pro Arg Ala Val Ala Phe Met Ala Leu Lys Ala Gly Glu Leu
50 55 60

Thr Ala Ala Cys Tyr Pro Asp Ala Asp Ala Phe His Leu Arg Val Ser
65 70 75 80

Asp Asp Phe Met Asn Phe Leu Phe Asn Ala Asp Asp Trp Leu Asp Asp
85 90 95

Phe Asp Ile Glu Asp Thr Tyr Gly Leu Ala Asn Cys Thr Val Arg Ala
100 105 110

Leu Arg Asp Pro Val Asn Phe Ile Thr Asp Lys Arg Ala Gly Leu Met
115 120 125

Thr Lys Ser Tyr Phe Ser Arg Phe Leu Lys Thr Ala Gly Pro Arg Cys
130 135 140

Thr Glu Arg Phe Ile GIn Thr Leu Ala Leu Tyr Phe Glu Ser Val Val
145 150 155 160

Thr Gln Lys Gln Ala Arg Asn Asn Gly Thr Leu Pro Asp Leu Glu Ser
165 170 175



Tyr Ile Thr Ile Arg Arg Asn Asn Ser Gly Cys Lys Pro Cys Tyr Ala
180 185 190

Leu Ile Glu Phe Cys Ala Gly Ile Asp Leu Pro Asp Glu Val Ile Asn
195 200 205

His Pro Ile Ile Gln Ser Leu Glu Asp Ala Ser Asn Asp Leu Ile Ala
210 215 220

Trp Ser Asn Asp Ile Phe Ser Phe Asn Arg Glu Gln Ser Arg His Asp
225 230 235 240

Ser Phe Asn Met Val Ser Ile Val Met His Gln Lys Gly Phe Ala Leu
245 250 255

Gln Glu Ala Val Asn Phe Val Gly Glu Leu Cys Lys Lys Ala Met Glu
260 265 270

Arg Phe GIn Ala Asp Lys Arg Asn Leu Pro Ser Trp Gly Pro Glu Ile
275 280 285

Asp Gly Glu Val Ala Met Tyr Val Asp Gly Leu Gln Asn Trp Ile Val
290 295 300

Gly Ser Leu Asn Trp Ser Ile Asp Gly Thr Glu Arg Tyr Phe Gly Lys
305 310 315 320

Asp Gly Pro Gly Ile Lys Lys His Arg Lys Val Lys Leu Phe Pro Lys
325 330 335

Arg Pro Leu Lys Thr Pro Ala Val Arg Val Leu Ala
340 345

<210> 87

<211> 345

<212> PRT

<213> Coprinopsis cinerea

<400> 87

Met Arg Pro Thr Ala Arg Gln Phe Thr Leu Pro Asp Leu Phe Ser Ile
1 5 10 15



Cys Pro Leu GIn Asp Ala Thr Asn Pro Trp Tyr Lys Gln Ala Ala Ala
20 25 30

Glu Ser Arg Ala Trp Ile Asn Ser Tyr Asn Ile Phe Thr Asp Arg Lys
35 40 45

Arg Ala Phe Phe Ile Gln Gly Ser Asn Glu Leu Leu Cys Ser His Val
50 55 60

Tyr Ala Tyr Ala Gly Tyr Glu Gln Phe Arg Thr Cys Cys Asp Phe Val
65 70 75 80

Asn Leu Leu Phe Val Val Asp Glu Ile Ser Asp Asp Gln Asn Gly Gln
85 90 95

Asp Ala Arg Ala Thr Gly Arg Ile Phe Val Asn Ala Met Arg Asp Ala
100 105 110

His Trp Asp Asp Gly Ser Ile Leu Ala Lys Ile Thr His Glu Phe Arg
115 120 125

Glu Arg Phe Val Arg Leu Ala Gly Pro Lys Thr Val Arg Arg Phe Ala
130 135 140

Asp Leu Cys Glu Ser Tyr Thr Asp Cys Val Ala Arg Glu Ala Glu Leu
145 150 155 160

Arg Glu Arg Asn GIn Val Leu Gly Leu Asn Asp Phe Ile Ala Leu Arg
165 170 175

Arg Gln Asn Ser Ala Val Leu Leu Cys Tyr Ser Leu Val Glu Tyr Ile
180 185 190

Leu Gly Ile Asp Leu Asp Asp Glu Val Tyr Glu Asp Pro Thr Phe Ala
195 200 205

Lys Ala Tyr Trp Ala Ala Cys Asp Phe Val Cys Trp Ala Asn Asp Val
210 215 220

Tyr Ser Tyr Asp Met Glu Gln Ala Lys Gly His Thr Gly Asn Asn Val



225 230 235 240

Val Thr Val Leu Met Lys Glu Lys Asp Leu Ser Leu Gln Glu Ala Ser
245 250 255

Asp Tyr lle Gly Arg Glu Cys Glu Lys Gln Met Arg Asp Tyr Leu Glu
260 265 270

Ala Lys Ser Gln Leu Leu Gln Ser Thr Asp Leu Pro Gln Glu Ala Val
275 280 285

Arg Tyr Ile Glu Ala Leu Gly Tyr Trp Met Val Gly Asn Leu Val Trp
290 295 300

Ser Phe Glu Ser Gln Arg Tyr Phe Gly Ala Gln His Glu Arg Val Lys
305 310 315 320

Ala Thr His Val Val His Leu Arg Pro Ser Ser Val Leu Glu Ala Ser
325 330 335

Cys Asp Ser Asp Ser Asp Ser Asp Cys
340 345

<210> 88

<211> 346

<212> PRT

<213> Stereum hirsutum

<400> 88
Met Ala Thr Ser Asn Pro Pro Ser Thr Pro His His Glu Ser Leu Ile
1 5 10 15

Leu Pro Asp Leu Leu Ser Leu Ser Thr Pro Phe Asn Gly Ser Thr Asn
20 25 30

Pro His Trp Ala Met Ala Ala Pro Glu Ser Ser Ala Trp Val Ser Ser
35 40 45

Tyr Asn Leu Phe Ser Asp Arg Lys Arg Thr Asp Phe Ile Thr Gly Ser
50 55 60

Asn Glu Leu Leu Val Ser His Thr Tyr Pro His Ala Asp Tyr Asp Ala



65 70 75 80

Phe Arg Thr Cys Cys Asp Phe Val Asn Leu Leu Phe Val Ile Asp Glu
85 90 95

Ile Ser Asp Asp Gln Ser Gly Lys Ala Ala Arg Arg Thr Gly Glu Val
100 105 110

Tyr Leu Asn Ala Met Arg Asp Pro Glu Trp Thr Asp Gly Ser Asp Leu
115 120 125

Ala Lys Met Thr Gln Gln Phe Arg Ala Arg Phe Leu Arg Ser Val Gly
130 135 140

Pro Gln Ser Phe Arg Arg Phe Leu Arg His Ser Glu Asp Tyr Ile Asp
145 150 155 160

Cys Val Ala Lys Glu Ala Glu Tyr Arg Glu Arg Gly Gln Val Leu Asp
165 170 175

Met Asp Ser Phe Lys Ser Leu Arg Arg Glu Asn Ser Ala Ile Arg Leu
180 185 190

Cys Phe Gly Leu Phe Glu Phe Thr Leu Gly Ile Asp Leu Pro Asp Ser
195 200 205

Val Phe Glu Asp Glu Thr Phe Met Lys Met Tyr Trp Ala Ser Ala Asp
210 215 220

Met Val Cys Trp Ala Asn Asp Val Tyr Ser Tyr Asn Val Glu Gln Ala
225 230 235 240

Lys Gly His Ser Gly Asn Asn Ile Val Thr Val Leu Met Ala Ala Arg
245 250 255

Asp Ile Asp Met Gln Ala Ala Ser Asp Tyr Val Gly Glu Tyr Tyr Ala
260 265 270

Glu Leu Met Glu Glu Tyr Met Thr Ala Lys Ala Glu Leu Ala Ser Lys
275 280 285



Ser Phe Gly Ser Arg Asp Leu Asp Glu Asp Val Trp Lys Tyr Val Asn
290 295 300

Ala Met Glu Asn Trp Pro Ile Gly Asn Leu Glu Trp Ser Phe Lys Thr
305 310 315 320

Asn Arg Tyr Phe Gly Thr Leu His Asp Glu Val Lys Arg Thr Arg Leu
325 330 335

Val Val Ile Lys Pro Arg Lys Val Val Val
340 345

<210> 89

<211> 344

<212> PRT

<213> Omphalotus olearius

<400> 89
Met Ser Ser Ala Pro Thr Arg Phe Leu Leu Pro Asp Leu Leu Ser Ala
1 5 10 15

Cys Pro Leu Lys Gly Ser Val Asn Pro Tyr Tyr Lys Glu Ala Gly Ala
20 25 30

Glu Ser Ser Ala Trp Ile Asn Ser Tyr Asp Ile Phe Thr Asp Arg Lys
35 40 45

Arg Ala Phe Phe Val Gln Gly Cys Asn Glu Leu Leu Val Ala His Thr
50 55 60

Tyr Pro Tyr Ala Gly Tyr Glu Glu Phe Arg Thr Cys Cys Asp Phe Ile
65 70 75 80

Asn Val Leu Phe Val Leu Asp Glu Val Ser Asp Glu Gln Ser Gly Ser
85 90 95

Asp Ala Arg Phe Thr Gly Glu Val Phe Leu Asn Ala Leu Arg Asn Pro
100 105 110

Glu Asn Asp Asp Thr Ser Lys Leu Ser Lys Ile Ser Lys Glu Phe Arg
115 120 125



Ala Arg Tyr Phe Lys Arg Ala Gly Pro Arg Thr Ala Glu Arg Phe Leu
130 135 140

Gln His Cys Gln Asp Tyr Ile Asp Cys Val Thr Arg Glu Ala Glu Leu
145 150 155 160

Arg Glu Arg Gly Glu Val Leu Asp Leu Pro Ser Phe Thr Ala Leu Arg
165 170 175

Arg Glu Asn Ser Ala Ile Arg Val Cys Phe Cys Leu Phe Glu Tyr Ala
180 185 190

Leu Gly Phe Asp Leu Pro Gln Glu Val Phe Asp Asp Pro Thr Phe Met
195 200 205

Glu Met Tyr Trp Ala Ala Ala Asp Leu Val Cys Trp Ala Asn Asp Val
210 215 220

Tyr Ser Tyr Asn Lys Glu Gln Ala Gln Gly His Gly Gly Asn Asn Ile
225 230 235 240

Val Thr Val Leu Met Lys Ala Lys Asp Leu Asp Leu Gln Ala Ala Cys
245 250 255

Asp Tyr Ile Gly Val Tyr Cys Glu Glu Leu Met Gly Arg Tyr Leu Ser
260 265 270

Ala Lys Ala Arg Leu Pro Ser Trp Gly Pro Glu Val Asp Ala Ala Val
275 280 285

Ala GIn Tyr Val Glu Ala Ser Gly His Trp Val Arg Gly Asn Leu Asp
290 295 300

Trp Ser Phe Glu Thr Gln Arg Tyr Phe Gly Ala GIn His Ala Glu Ile
305 310 315 320

Lys Glu Thr Arg Leu Val Thr Leu Thr Pro Ala Ile Pro Glu Asp Phe
325 330 335

Ser Asp Thr Gly Ser Glu Ser Glu
340



<210> 90

<211> 345

<212> PRT

<213> Omphalotus olearius

<400> 90
Met Ser Pro Asp Pro Thr Arg Ile Val Leu Pro Asp Phe Leu Ala Ala
1 5 10 15

Cys Pro Phe Glu Ser Ser Thr Lys Asn Pro His Leu Lys Ala Ala Gly
20 25 30

Ala Glu Ser Ser Ala Trp Val Asn Ser His Val Val Phe Asn Asp Arg
35 40 45

Lys Arg Ala Ala Phe Met Gln Asp Ile Tyr Glu Leu Leu Val Ala Tyr
50 55 60

Ala Phe Pro Trp Ala Asp Tyr Glu Asp Phe Arg Thr Met Cys Asp Phe
65 70 75 80

Ile Asn Leu Leu Phe Val Leu Asp Glu Leu Ser Asp Asp GIn Asn Gly
85 90 95

Lys Asp Ala Gly Tyr Thr Gly Lys Leu Phe Met Asp Ala Met Arg Asn
100 105 110

Ile Asp Asn Gly Asp Thr Ser Glu Leu Thr Glu Leu Cys Arg Glu Phe
115 120 125

Lys Ala Arg Tyr Ser Lys Arg Val Ser Pro GIn Val Asn Glu Arg Phe
130 135 140

Leu GIn His Leu Gln Ser Tyr Thr Asp Cys Val Ala Gln Glu Ala Asp
145 150 155 160

Leu Arg Glu Arg Gly Glu Ile Leu Asp Leu Glu Ser Tyr Val Ala Leu
165 170 175

Arg Arg Glu Asn Ser Ala Ile Arg Pro Cys Phe Asp Leu Val Glu Tyr
180 185 190



Ile Ile Asp Phe Asp Ile Pro GIn Glu Val Ile Asp His Pro Val Phe
195 200 205

Ser Glu Met Tyr Trp Ala Ser Val Asp Leu Val Cys Trp Ser Asn Asp
210 215 220

Val Tyr Ser Tyr Asn Val Glu Gln Ala Lys Gly His Gly Gly Ser Asn
225 230 235 240

Val Val Thr Val Leu Met Lys Glu Lys Asn Leu Asp Leu Gln Ala Ala
245 250 255

Cys Asp Tyr Val Gly Val Tyr Tyr Glu Glu Leu Met Asp Arg Tyr Leu
260 265 270

Ser Ala Lys Ala Arg Leu Pro Ser Trp Gly Pro Glu Ile Asp Ala Ala
275 280 285

Val Gly Lys Tyr Ile Leu Ala Glu Ala Gln Phe Val Arg Gly Asn Leu
290 295 300

Asp Trp Ser Phe Asp Ser Pro Arg Tyr Phe Gly Pro Gln His Asp Gln
305 310 315 320

Val Lys Lys Thr Gly Ile Val Thr Leu Thr Pro Ala Pro Lys Lys Phe
325 330 335

Gly Ser Asp Ser Gly Ser Glu Ser Glu
340 345

<210> 91

<211> 345

<212> PRT

<213> Omphalotus olearius

<400> 91
Met Ser Pro Ala Pro Ser Arg Ile Val Leu Pro Asp Phe Phe Ala Ser
1 5 10 15

Cys Pro Phe Glu Ser Ser Thr Ile Asn Pro His Phe Lys Ala Ala Gly
20 25 30



Ala Glu Ser Ser Ala Trp Val Asn Ser His Val Val Phe Asn Asp Arg
35 40 45

Lys Arg Ala Ala Leu Met GIn Asn Ser Tyr Glu Leu Leu Val Ala Tyr
50 55 60

Ala Phe Pro Trp Ala Ser Tyr Glu Asp Phe Arg Thr Leu Cys Asp Phe
65 70 75 80

Ile Asn Leu Leu Phe Val Phe Asp Glu Val Ser Asp Asp Gln Asn Gly
85 90 95

Lys Asp Ala Gly Tyr Thr Ser Lys Ile Phe Met Asp Ala Met Arg Asn
100 105 110

Ile Asp Asn Gly Asp His Ser Glu Leu Thr Glu Leu Cys Lys Glu Phe
115 120 125

Lys Ala Arg Phe Ser Arg Arg Leu Ser Pro Gln Val Asn Glu Arg Phe
130 135 140

Leu GIn His Leu Gln Ser Tyr Thr Asp Cys Val Ala Gln Glu Ala Asp
145 150 155 160

Leu Arg Glu Arg Gly Glu Ile Leu Asp Leu Glu Ser Tyr Val Ile Leu
165 170 175

Arg Arg Glu Asn Ser Ala Val Arg Pro Cys Phe Asp Leu Val Glu Tyr
180 185 190

Ile Met Asp Phe Asp Ile Pro Gln Glu Val Leu Asp His Pro Val Phe
195 200 205

Ser Glu Met Tyr Trp Ala Ser Val Asp Leu Val Cys Trp Ser Asn Asp
210 215 220

Val Tyr Ser Tyr Asn Val Glu Gln Ala Lys Gly His Arg Gly Ser Asn
225 230 235 240

Val Val Thr Val Leu Met Asn Glu Lys Asn Leu Asp Leu Gln Ala Ala
245 250 255



Cys Asp Tyr Val Gly Val Tyr Tyr Gln Glu Leu Met Asp Arg Tyr Leu
260 265 270

Ser Ala Lys Ala Arg Leu Pro Ser Trp Gly Pro Glu Ile Asp Ala Ala
275 280 285

Val Gly Lys Tyr Val Leu Ala Glu Ala GIn Phe Val Arg Gly Asn Leu
290 295 300

Asp Trp Ser Phe Asp Thr Pro Arg Tyr Phe Gly Pro Gln Arg Asp GIn
305 310 315 320

Ile Lys Lys Ser Arg Ile Val Thr Leu Thr Pro Ala Pro Lys Lys Phe
325 330 335

Gly Ser Asp Ser Gly Ser Glu Ser Glu
340 345

<210> 92

<211> 355

<212> PRT

<213> Agrocybe aegerita

<400> 92
Met Gln Ile Ile Leu Pro Asp Ile Leu Gln Thr Trp Ala Tyr Ala Arg
1 5 10 15

Leu Leu Asn Pro His Tyr Asp Gly Ala Lys Leu Glu Ser Ser Leu Trp
20 25 30

Ile His Pro Leu Val Ala Lys Leu Phe Asp GIn Lys Gly Gln Lys Ala
35 40 45

Phe Gln Asn Asp Tyr Thr Ser Leu Leu Ala Ser Leu Met Tyr Ser His
50 55 60

GIn Gly Lys Val Pro Ser Arg Arg Cys Asp Met Met Asn Leu Phe Phe
65 70 75 80

Val Tyr Asp Glu Tyr Thr Asp Val Val Ser Pro Glu Ile Ala His Arg
85 90 95



Leu Ser Lys Ile Val Val Asp Ala Met Lys Asn Ser Asp Glu Met Ser
100 105 110

Pro Cys Gly Glu His Pro Ile Gly Asp Lys Ala Lys Glu Phe Trp Arg
115 120 125

Leu Ala Thr Thr Leu Leu Pro Ala Thr Gly Ser Asn Ser Asp Val Cys
130 135 140

Lys Ser Arg Phe Ile Asn Leu Thr Glu Glu Tyr Leu Asn Ala Val Thr
145 150 155 160

Val Glu Ala Arg Asp Arg Asn Glu Gly Thr Ile His Ser Val Lys Glu
165 170 175

Tyr Leu Thr Met Arg Arg Ala Thr Ser Gly Ala Gly Leu Met Leu Ala
180 185 190

Leu Ile Glu Phe Glu Leu Asp Leu Pro Lys Ala Val Leu Glu His Lys
195 200 205

Phe Val Gln Ala Leu Glu Glu Ile Tyr Thr Arg Thr Arg Val Ser Ser
210 215 220

Gly GIn Ala Asn His Asn Leu Ile Thr Val Val Met His Glu Asn Pro
225 230 235 240

Gly Leu Ser Leu Gln Gly Ala Phe Asp Trp Leu Gly Ser Tyr Ala Ala
245 250 255

Gly Val Val Glu Cys Phe Gln Thr Asn Val Arg Asn Leu Pro Ser Phe
260 265 270

Cys Asp Val Glu Gly Pro Ala Cys Glu Ser Val Asp Gly Thr Leu Gln
275 280 285

Glu Arg Val Asp Lys Tyr Ile Ser Gly Leu Gly GIn Ala Val Arg Ala
290 295 300

Glu Asp Asp Trp Ala Phe Glu Thr Thr Arg Tyr Tyr Gly Glu Asp Gly



305 310 315 320

Pro Lys Val Arg Glu Thr Arg Val Leu Val Ile Arg Pro Val Lys Arg
325 330 335

Ile Thr Arg Arg His Leu Leu Gln Ser Leu Glu Ile Lys Tyr Ser Met
340 345 350

Val Arg Gly
355

<210> 93

<211> 307

<212> PRT

<213> Agrocybe aegerita

<400> 93
Met Ser Leu Asn Phe Phe Leu Arg Arg Tyr Thr Val Phe Pro Trp Ser
1 5 10 15

Arg Lys Leu Gly Gln Tyr Tyr His Asp Ala Lys Arg Glu Ser Ser Ala
20 25 30

Trp Thr Glu Ser Phe His Pro Phe Asp Glu Asp Leu Ser Lys Ala Ala
35 40 45

Leu Thr Phe Cys Ile Thr Ala Leu Leu Ala Ser Leu Ala Tyr Phe Leu
50 55 60

Arg Gln Lys Glu Ile Val Arg Leu Gly Cys Asp Leu Met Asn Ile Phe
65 70 75 80

Tyr Val Phe Asp Glu Cys Ala Asp Ile Ala Asp Lys Glu Gly Ala Ser
85 90 95

Gln Ile Arg Asp Val Val Met Asp Asp Leu His Arg Pro Glu Lys Thr
100 105 110

Cys Pro Gly Gly Glu Ile Leu Pro Gly Glu Met Val Lys Tyr Val Leu
115 120 125

Leu Leu Cys Pro Glu Ile Pro Glu Thr Tyr Tyr Asn Thr Lys Ser Phe



130 135 140

Gly Phe Ala Pro Gln Ser Ser Ser Pro Gln Pro His Ile Val Cys Ala
145 150 155 160

Thr Leu Ser Arg Ile Ser Met Pro Thr Gln Gln Gln Trp Phe Asn Val
165 170 175

Lys Arg Thr Ile Gly Pro Asn Val Phe Leu Ala Arg Ser Ala Thr Val
180 185 190

Leu Pro Tyr Ala Glu Thr His Thr Phe Tyr His Pro Arg Met Ile Ala
195 200 205

Leu Arg Glu Gln Ala Pro Phe Leu Asp Ile Asn Ser Tyr Pro Met Lys
210 215 220

Val Arg Gly Leu Val Gln Gly Ser Ile Asn Trp Leu Glu Gly Tyr Ala
225 230 235 240

Ala Gly Val GIn Ala Ala Phe Leu Asp Asn Ile Ala Asn Leu Pro Ser
245 250 255

Cys Ala Lys Glu Val Glu Ser Arg Val Asn Ile Tyr Val Asn Glu Leu
260 265 270

Ala GIn Trp Ala Arg Gly Asn Asp Asp Trp Thr Phe Glu Ser Gly Arg
275 280 285

Tyr Phe Gly Asp Arg Gly Pro Glu Asn Gln Ser Asp Ile Pro Thr Ser
290 295 300

Ser Asn Arg
305

<210> 94

<211> 345

<212> PRT

<213> Agrocybe aegerita

<400> 94

Met Pro Gly Ser Ala Asn Trp Thr Ala Asp Arg Phe Tyr Ile Pro Asp



1 5 10 15

Thr Leu Ala Asn Trp Pro Trp Pro Arg Ala Ile Asn Pro Ala Tyr Glu
20 25 30

Glu Cys Lys Ala Ala Ser Ala Ala Trp Cys Glu Lys Tyr Gly Ala Phe
35 40 45

Ser Ala Arg Ala Gln Lys Ala Phe Asn Leu Cys Asp Phe Asn Leu Leu
50 55 60

Ala Ser Leu Ala Tyr Ala Gly Leu Pro Ala Asp Val Asn Arg Val Gly
65 70 75 80

Cys Asp Leu Met Asn Leu Phe Phe Val Val Asp Glu His Thr Asp Ala
85 90 95

Met Asp Ala Arg Ser Val Gln Asp Trp Val Asp Ile Val Val Asp Ala
100 105 110

Leu His His Pro His Thr Pro Arg Pro Ala Gly Glu Pro Lys Val Gly
115 120 125

Glu Ile Ala Arg Thr Phe Trp Glu Asn Gly Ile Lys Cys Met Gly Pro
130 135 140

Thr Ala GIn Arg Arg Phe Val Glu Thr Phe Thr Thr Tyr Leu Gln Ser
145 150 155 160

Val Val Thr Gln Ala Gln Asp Arg Asp Lys His Leu Phe Arg Asp Val
165 170 175

Asp Ser Tyr Met Glu Val Arg Arg Asp Thr Ile Gly Ala Lys Pro Ser
180 185 190

Phe Ala Leu Leu Glu His Asp Met Glu Leu Pro Asp Asp Val Phe Tyr
195 200 205

His Pro Leu Leu Glu Lys Leu Arg Glu Trp Ala Ile Asp Met Leu Ile
210 215 220



Leu Gly Asn Asp Leu Cys Ser Tyr Asn Val Glu Gln Ser Arg Gly Asp
225 230 235 240

Asp Gly His Asn Ile Ile Arg Leu Ala Met Leu Gln Glu Asn Thr Asn
245 250 255

Val His Gly Ala Leu Arg Phe Val Ser Lys Met His Asp Asp Leu Ala
260 265 270

Glu Lys Phe Leu Ser Asn Tyr Gln Gly Met Pro Ser Phe Thr Pro GIn
275 280 285

Ile Asp Ala Trp Val Thr Arg Tyr Ile Asp Gly Leu Gly Asn Trp Val
290 295 300

Arg Ala Asn Asp Ser Trp Ser Phe Glu Ser Trp Arg Tyr Phe Lys Gly
305 310 315 320

Asp Val Leu Arg Val Gln Ala Glu Arg Trp Val Glu Leu Leu Pro Pro
325 330 335

Ala Pro Lys Asp Glu Leu Thr Pro Ala
340 345

<210> 95

<211> 357

<212> PRT

<213> Omphalotus olearius

<400> 95
Met Ile Ala Lys Asn Ser Glu Ile Asp Arg Phe Tyr Ile Pro Asp Thr
1 5 10 15

Leu Ala Asn Trp Pro Trp Pro Arg His Leu Asn Pro Ala Tyr Pro Glu
20 25 30

Ala Lys Lys Ala Ser Ala Ala Trp Leu Arg Ser Phe Asn Ala Phe Asn
35 40 45

Glu Arg Ser GIn Lys Ala Phe Asp Leu Cys Asp Phe Asn Leu Leu Ala
50 55 60



Ser Leu Ala Phe Pro Leu Ala Asp Leu Tyr Cys Leu Arg Ser Gly Cys
65 70 75 80

Asp Leu Met Asn Cys Phe Phe Ile Phe Asp Glu Tyr Ser Asp Val Ala
85 90 95

Asp Pro GIn Thr Val Arg Gln GIn Ala Asp Ile Ile Met Asp Ala Ile
100 105 110

Arg Asn Pro His Val Pro Arg Pro Arg Gly Glu Phe Ile Gly Gly Glu
115 120 125

Ala His Arg Gln Phe Trp Glu Arg Ala Met Gln Gly Ala Thr Pro Thr
130 135 140

Ala GIn Arg Arg Phe Ile Asp Thr Tyr Gln Gln Tyr Thr Asp Ala Val
145 150 155 160

Val GIn GIn Ala Thr Asp Arg Ala Asp Asn His Ile Arg Asp Val Glu
165 170 175

Gly Tyr Phe Thr Val Arg Arg Asp Thr Ile Gly Ala Lys Pro Ser Phe
180 185 190

Thr Leu Leu Glu Phe Thr Met Asp Ile Pro Asp Glu Val Met Gly His
195 200 205

Pro Val Ile Lys Asp Leu Ser Leu Trp Cys Ile Asp Met Leu Ile Ile
210 215 220

Gly Asn Asp Leu Cys Ser Tyr Asn Val Glu Gln Ala His Gly Asp Asp
225 230 235 240

Leu His Asn Leu Val Thr Ile Val Met Asn Gln Tyr Asn Leu Asp Leu
245 250 255

Pro Gly Ala Met Glu Trp Ile Gly Lys Phe His Asp Asp Ile Ala Asp
260 265 270

Lys Phe Leu Asp Thr Phe Ala Lys Leu Pro Ser Trp Gly Pro Glu Ile
275 280 285



Asp Pro GlIn Ile Arg Arg Tyr Val Asp Gly Leu Gly Asn Trp Val Arg
290 295 300

Gly Asn Asp Ser Trp Ser Phe Glu Ser Trp Arg Tyr Phe Arg Gly Lys
305 310 315 320

Gly Pro Glu Ile Glu Lys Thr Arg Trp Val Asp Leu Met Pro Thr Glu
325 330 335

Glu Ala Thr Ile Thr Pro Lys Tyr Glu Ser Asp Ser Asn Ala Ala GIn
340 345 350

Pro Ala Gln Ser Thr
355

<210> 96

<211> 351

<212> PRT

<213> Stereum hirsutum

<400> 96
Met Thr Val Val Asp Ser Pro GIn Arg Phe Tyr Ile Pro Asn Cys Leu
1 5 10 15

Glu Tyr Trp Pro Trp Pro Arg His Ile Asn Pro His Tyr Gln Glu Val
20 25 30

Lys Lys Ala Ser Ala Ala Trp Ala Glu Ser Phe Gly Ala Phe Asn Pro
35 40 45

Lys Ala GIn His Ala Tyr Asn Ala Cys Asp Phe Asn Leu Leu Ala Ser
50 55 60

Leu Ala Tyr Pro Leu Glu Ser Glu Glu Arg Leu Arg Thr Gly Cys Asp
65 70 75 80

Leu Met Asn Met Phe Phe Val Phe Asp Glu Tyr Ser Asp Val Ser Ser
85 90 95

Pro Lys Asp Val Ile Gln GIn Ala Ala Ile Ile Met Asp Ala Leu Arg
100 105 110



Asn Pro Tyr Ala Pro Arg Pro Asp Asp Glu Trp Val Gly Gly Glu Val
115 120 125

Thr Arg Gln Phe Trp Lys Arg Ala Ile Lys Thr Ala Thr Ala Gly Ala
130 135 140

Gln Arg Arg Phe Ile Asp Ala Phe Glu Ser Tyr Thr Gln Ser Val Val
145 150 155 160

Gln GIn Ala Lys Asp Arg His His Gly Phe Ile Arg Asp Val Asp Ser
165 170 175

Tyr Leu Glu Met Arg Arg Glu Thr Ile Gly Ala Lys Pro Ser Phe Val
180 185 190

Val Leu Gln Met Asp Met Thr Leu Pro Asp Glu Val Leu Ala His Pro
195 200 205

Val Ile GIln GIn Leu Ser Ala Leu Ser Thr Asp Met Ile Cys Leu Gly
210 215 220

Asn Asp Ile Cys Ser Tyr Asn Val Glu Gln Ala Arg Gly Asp Asp Leu
225 230 235 240

His Asn Ile Ile Thr Ile Ala Met Asn Gln Phe Asp Ile Asp Ile Ala
245 250 255

Gly Ala Met Asp Trp Val Val Lys Tyr His Ala Lys Leu Glu Arg Lys
260 265 270

Phe Leu Tyr Leu Tyr Asn Asn Gly Leu Pro Ser Trp Gly Lys Glu Leu
275 280 285

Asp Pro GIn Val Glu Arg Tyr Val Cys Gly Leu Gly Asn Trp Val Arg
290 295 300

Ala Ser Asp Gln Trp Gly Phe Glu Ser Glu Arg Tyr Phe Gly Lys Lys
305 310 315 320

Gly Lys Glu Ile Phe Lys Arg Arg Trp Val Asn Leu Met GIn Pro Glu
325 330 335



Arg Ala GIn Asp Ile Gly Pro Thr Leu Val Asp Gly Thr Arg Leu
340 345 350

<210> 97

<211> 345

<212> PRT

<213> Omphalotus olearius

<400> 97
Met Pro Glu Thr Phe Tyr Leu Pro Asp Cys Leu Ala Asn Trp Lys Trp
1 5 10 15

Lys Arg Ala Leu Asn Pro Asn Tyr Pro Glu Val Lys Ala Ala Ser Ser
20 25 30

Glu Trp Leu Arg Ser Phe Lys Ala Phe Pro Pro Lys Ala Gln Glu Ala
35 40 45

Tyr Asp Arg Cys Asp Phe Asn Leu Leu Ala Ser Leu Ala Tyr Pro Leu
50 55 60

Ala Asp Lys Asp Gly Leu Arg Thr Gly Cys Asp Leu Met Asn Met Phe
65 70 75 80

Phe Val Phe Asp Glu Tyr Ser Asp Val Ala His Glu Ser Glu Val Gln
85 90 95

Val Gln Ala Asp Ile Ile Met Asp Ala Leu Arg Asn Pro His Lys Pro
100 105 110

Arg Pro Val Gly Glu Trp Val Gly Gly Glu Val Thr Arg Gln Phe Trp
115 120 125

Glu Leu Ala Ile Lys Thr Ala Ser Pro Gln Ser Gln Lys Arg Phe Ile
130 135 140

Glu Thr Phe Asp Thr Tyr Thr Lys Ser Val Val Gln Gln Ala Ala Asp
145 150 155 160

Arg Thr Gln His Tyr Val Arg Thr Val Asp Glu Tyr Leu Glu Val Arg
165 170 175



Arg Asp Thr Ile Gly Ala Lys Pro Ser Phe Ala Ile Leu Glu Leu Thr
180 185 190

Met Asp Ile Pro Asp Glu Val Ile His His Pro Thr Ile Glu Arg Leu
195 200 205

Ala Ile Leu Ala Ile Asp Met Ile Leu Leu Gly Asn Asp Thr Ala Ser
210 215 220

Tyr Asn Tyr Glu Gln Ala Arg Gly Asp Asp Asn His Asn Met Val Thr
225 230 235 240

Ile Val Met His Gln Tyr Lys Thr Asp Ile Gln Gly Ala Leu Ser Trp
245 250 255

Ile Glu Lys Tyr His Lys Glu Leu Glu Glu Glu Phe Met Gln Leu Tyr
260 265 270

Asn Ser Leu Pro Lys Trp Gly Gly GlIn Ile Asp Val Asp Ile Ala Arg
275 280 285

Tyr Val Asp Gly Leu Gly Asn Trp Val Arg Ala Ser Asp Gln Trp Gly
290 295 300

Phe Glu Ser Glu Arg Tyr Phe Gly Thr Lys Ala Pro Glu Ile Gln Lys
305 310 315 320

Thr Arg Trp Val Thr Leu Met Pro Lys Lys Arg Ala Glu Gly Val Gly
325 330 335

Pro Glu Ile Val Asp Ile Ser Glu Leu
340 345

<210> 98

<211> 346

<212> PRT

<213> Armillaria gallica

<400> 98

Met Ser Gln Arg Ile Phe Leu Pro Asp Thr Leu Ala Asn Trp Gln Trp
1 5 10 15



Pro Arg His Leu Trp Pro His Tyr Ala Glu Val Lys Lys Ala Ser Ala
20 25 30

Ala Trp Ala Lys Ser Phe Arg Ala Phe GIn Thr Lys Ala Gln Glu Ala
35 40 45

Phe Asp Arg Cys Asp Phe Asn Leu Leu Ala Ser Phe Ala Tyr Pro Leu
50 55 60

Ala Asp Glu Ala Arg Leu Arg Ser Gly Cys Asp Leu Met Asn Leu Phe
65 70 75 80

Phe Val Ile Asp Glu Tyr Ser Asp Val Ser Thr Glu Glu Glu Val Arg
85 90 95

Ala GIn Lys Asp Ile Val Met Asp Ala Ile Arg Asn Thr Glu Lys Pro
100 105 110

Arg Pro Ala Gly Glu Trp Ile Gly Gly Glu Val Ser Arg Gln Phe Trp
115 120 125

Asp Leu Ala Lys Lys Thr Ala Ser Thr Gln Ala Gln Lys Arg Phe Ile
130 135 140

Asp Thr Phe Asp Glu Tyr Leu Glu Ser Val Val Gln Gln Ala Ala Asp
145 150 155 160

Arg Asn Asn Ser His Val Arg Gly Ile Glu Ser Tyr Leu Glu Val Arg
165 170 175

Arg Asn Thr Ile Gly Ala Lys Pro Ser Phe Ala Leu Leu Glu Phe Asp
180 185 190

Met Gln Leu Pro Asp Glu Ser His GIn Ser Ser Gly Tyr Gln Arg Asn
195 200 205

Leu Arg Lys Ser Cys Ile Asp Met Leu Cys Leu Gly Asn Asp Val Val
210 215 220

Ser Tyr Asn Leu Glu Gln Ala Arg Asp Asp Asp Gly His Asn Ile Val



225 230 235 240

Thr Ile Ala Met Asn Glu Leu Arg Thr Asp Val Ala Gly Ala Met Ile
245 250 255

Trp Val Asp Glu Tyr His Lys Gln Leu Glu Ser Arg Phe Met Glu Asn
260 265 270

Phe Lys Lys Val Pro Arg Trp Gly Gly Pro Ile Asp Leu Gln Val Ala
275 280 285

Arg Tyr Cys Asp Gly Leu Gly Asn Trp Val Arg Ala Asn Asp Gln Trp
290 295 300

Ser Phe Glu Ser Glu Arg Tyr Phe Gly Lys Lys Gly Pro Glu Ile Ile
305 310 315 320

Gln Arg Arg Trp Ile Thr Leu Met Pro Lys Met Val Ser Glu Glu Leu
325 330 335

Gly Pro GlIn Ile Val Asp Gly Phe His Leu
340 345

<210> 99

<211> 369

<212> PRT

<213> Stereum hirsutum

<400> 99
Met Ala Val Ala Thr Ser Val Ala Thr Pro Val Pro Thr Pro Ala Tyr
1 5 10 15

Ser Ala Gly Arg Ala Pro Ala Lys Glu Lys Lys Ile Tyr Leu Pro Asp
20 25 30

Thr Leu Ala Glu Trp Pro Trp Pro Arg Ala Ile Asn Pro His Tyr Ala
35 40 45

Glu Ala Lys Glu Glu Ser Gln Ala Trp Ala Ala Ser Phe Asn Ala Phe
50 55 60

Ser Pro Lys Ala GIn His Ala Phe Asn Arg Cys Asp Phe Asn Leu Leu



65 70 75 80

Ala Ser Leu Ala Tyr Pro Leu Ala Thr Lys His Gly Cys Arg Ser Gly
85 90 95

Cys Asp Leu Met Asn Leu Phe Phe Val Ile Asp Glu Tyr Ser Asp Ile
100 105 110

Ala Pro Val Glu Glu Val Arg Gln Gln Lys Asp Ile Val Met Asp Ala
115 120 125

Leu Arg Asn Pro His Lys Pro Arg Pro Glu Gly Glu Trp Val Gly Gly
130 135 140

Glu Val Ala Arg Gln Phe Trp Ala Leu Thr Ile Thr Asn Ala Ser Ala
145 150 155 160

Gln Ser Gln Lys His Phe Ile Glu Thr Phe Asp Glu Tyr Leu Asp Ser
165 170 175

Val Val Gln GIn Ala Glu Asp Arg Ser Glu Ser Arg Ile Arg Asp Ile
180 185 190

Gln Ser Tyr Ile Asp Val Arg Arg Asn Thr Ile Gly Ala Lys Pro Ser
195 200 205

Phe Ala Leu Leu Glu Leu Asp Met Asp Leu Pro Asp Glu Val Leu Ala
210 215 220

His Pro Thr Ile Gln Ser Leu Ser Leu Ala Thr Ile Asp Met Leu Cys
225 230 235 240

Leu Gly Asn Asp Ile Val Ser Tyr Asn Leu Glu Gln Ala Arg Gly Asp
245 250 255

Ala Ser His Asn Ile Ile Thr Ile Val Met Asn Glu Leu Asn Leu Asp
260 265 270

Val Asn Gly Ala Met Arg Trp Val Gly Asp Phe His Lys Gln Leu Glu
275 280 285



Lys Gln Phe Phe Glu Ala Phe Asn Asn Leu Pro Lys Trp Gly Asn Ala
290 295 300

Glu Leu Asp Ala Gln Ile Ala Val Tyr Cys Asp Gly Leu Gly Asn Trp
305 310 315 320

Val Arg Ala Asn Asp Gln Trp Ser Phe Glu Ser Glu Arg Tyr Phe Gly
325 330 335

Ala Arg Gly Leu Glu Ile Met Glu Thr Lys Thr Leu Ala Met Met Pro
340 345 350

Ile Gln Arg Thr Glu Ala Leu Gly Pro Gln Leu Val Asp Asp Ser Ile
355 360 365

Leu

<210> 100
<211> 350
<212> PRT
<213> Stereum hirsutum

<400> 100
Met Val Arg Ser Pro Val Ser Asp Lys Phe Cys Ile Pro Asp Thr Leu
1 5 10 15

Ala Ser Trp Pro Tyr Pro Arg Ile Leu Asn Pro His Tyr Ala Glu Glu
20 25 30

Lys Ala Ala Ser Ala Ala Trp Thr Lys Gly Phe Gly Ala Phe Gly Pro
35 40 45

Lys Ala GIn Asp Ala Phe Asp Arg Cys Asp Phe Asn Leu Leu Ala Cys
50 55 60

Leu Ala Tyr Pro Ile Ala Thr Pro Glu Arg Cys Arg Ser Gly Cys Asp
65 70 75 80

Leu Met Asn Leu Phe Phe Val Ile Asp Glu His Ser Asp Thr His Gly
85 90 95



Glu Glu Thr Val Arg Lys Met Lys Asp Val Val Met Asp Ala Ile Arg
100 105 110

Asn Pro His Lys Pro Arg Pro Asn Asp Glu Trp Ile Gly Gly Glu Ile
115 120 125

Ala Arg GIn Phe Trp Glu Arg Ala Met Cys Tyr Ala Ser Glu Ile Ser
130 135 140

Gln Arg Arg Phe Ile Asp Thr Phe Asp Glu Tyr Leu Glu Ser Val Val
145 150 155 160

Asp Gln Ala Ala Asp Arg Asp Ser Ala Arg Ile Arg Asp Ile Glu Ser
165 170 175

Tyr Ile Asn Ile Arg Arg Asn Thr Ile Gly Ala Lys Pro Ser Phe Val
180 185 190

Ile Met Glu GIn Gly Met Asp Ile Pro Asp Asn Val Phe Glu Asn Glu
195 200 205

Val Phe Gln Arg Leu Arg Met Ala Thr Ile Asp Met Leu Cys Leu Gly
210 215 220

Asn Asp Ile Val Ser Tyr Asn Ile Glu GIn Ala Arg Gly Asp Asp Ser
225 230 235 240

His Asn Ile Val Arg Ile Val Met Asn Glu Leu Asp Thr Asp Val Pro
245 250 255

Arg Ala Met Asp Trp Val Ala Gln Arg His Thr Gln Leu Glu Arg Glu
260 265 270

Phe Phe Thr Ala Leu Ser Glu Leu Pro Thr Trp Gly Glu Pro Ile Asp
275 280 285

Gly Trp Val Lys Glu Tyr Val Tyr Gly Leu Gly Asn Trp Val Arg Ala
290 295 300

Asn Asp Gln Trp Ser Phe Glu Ser Gln Arg Tyr Phe Gly Thr Lys Gly
305 310 315 320



Met Glu Ile Met Lys Ser Arg Trp Leu Ser Val Leu Pro Lys Val Arg
325 330 335

Pro Ala Glu Val Gly Pro GIn Leu Val Asp Gln Ser Leu Leu
340 345 350

<210> 101
<211> 330
<212> PRT
<213> Coprinopsis cinerea

<400> 101
Met Val Gly Ser Tyr Thr Gly Lys Val Ile His Val Pro Ala Leu Leu
1 5 10 15

Glu Ser Trp Pro Trp Pro Ala Ala Ile Asn Pro Leu Tyr Glu Gln Val
20 25 30

Gln Glu Glu Ser Thr Ser Trp Phe Arg Lys Phe Asp Leu Tyr Arg Asp
35 40 45

Arg Lys Lys GIn Ala Ile His Asp His Leu Asp Thr Ala Lys Phe Gly
50 55 60

Ala Ser Val Cys Pro Lys Ala Asp Tyr Ala Leu Leu Arg Leu Ala Thr
65 70 75 80

Asp Tyr Leu His Leu Gly Phe Trp Ile Asp Tyr Phe Phe Asp Thr Ser
85 90 95

Pro Ser Asp Val Ile Arg Gln Leu Thr Glu Ser Ile Ala His Leu Leu
100 105 110

Glu Ser Gly Asp Pro Arg Leu Asp Ser Ser Ser Pro Gln Ser His Ile
115 120 125

Ala Cys Met Glu Ile Leu Arg Asp Phe Arg Lys Arg Ile Glu Thr Phe
130 135 140

Asn Pro Ser GIn Glu Asp Leu Arg Arg Phe Val Lys Glu Tyr Arg Gly
145 150 155 160



Phe Leu Glu Ala Glu Leu Thr GIn Ala Ile Asp His Glu Asn Lys Val
165 170 175

Ile Arg Asp Ile Glu Ser Tyr Leu Ser Ile Arg Arg Ser Thr Ile Ala
180 185 190

Ile Arg Pro Gly Ile Ala Leu Leu Gly Leu Ala Leu Gly Ile Pro Gln
195 200 205

Glu Ile Leu Asp Asp Pro Tyr Thr Asp Thr Leu Thr Asn Ala Cys Leu
210 215 220

Asp Met Val Ile Ile GIn Asn Asp Ala Tyr Ser Trp Asn Val Glu Gln
225 230 235 240

Val Arg Lys Ala Asp Gly His Asn Ile Ile Thr Val Leu Met Lys Gln
245 250 255

Arg Asp lle Asp Val Gln Glu Ala Tyr Glu His Ala Ala Gln Leu His
260 265 270

Arg Glu Thr Gln Glu His Phe Leu Glu Leu His Ala Lys Arg Pro Asp
275 280 285

Trp Gly Asn Glu Gly Ser Ile Gln Ala Phe Phe Asp Gly Leu Gly Glu
290 295 300

Phe Val Arg Gly Val Asp Glu Trp Ser Ser Met Cys Leu Gly Glu His
305 310 315 320

Ala Leu Ser Val Gly Ala Gly Phe Leu Lys
325 330

<210> 102
<211> 372
<212> PRT
<213> Stereum hirsutum

<400> 102

Met Glu Ser Val Arg Glu His Ile Pro Arg Leu Gln His Phe Leu Gly
1 5 10 15



Glu Ile Gly Tyr Arg His Thr Thr Pro Pro Ala Pro Thr Leu Asp Phe
20 25 30

Leu His Ala His His His Trp Ile His His Val Leu Gly Pro Met Thr
35 40 45

Ser Trp Thr Val Ala Lys Leu Asn Ala Leu Glu Asp Ser Ser Ser Thr
50 55 60

Ile Phe Glu Arg Ala Tyr Pro Leu Ser Asp Ala Glu Met Lys Phe Val
65 70 75 80

Leu Ala Lys Leu Thr Ala Ile Ala Ile Phe Leu Asp Asp Ser Leu Glu
85 90 95

Asp Glu Glu Thr Tyr Asp Asp Ile Gly Asn Phe Ala His Arg Val Tyr
100 105 110

Leu Gly Glu Ala Gln Pro Thr Gly Val Leu Thr Leu Tyr His Gln Gly
115 120 125

Ile Gln Glu Leu Ser Lys Met His Glu Gly Asp Ala Val Phe Arg Gly
130 135 140

Leu Ala Val Ala Pro Trp Ile Thr Phe Ile Asp Ala Cys Met Leu Glu
145 150 155 160

Lys Arg Leu Leu Thr Phe Asp Ser Lys Leu Arg Val Ser Pro Arg Asp
165 170 175

Leu Gly Tyr Gln Arg Leu Arg Asn Ser Thr Asp Phe Thr Ser Leu Arg
180 185 190

Ala Pro Lys Ala Thr Pro Ser Glu Val Glu Val Ser Phe Pro Ile Phe
195 200 205

Leu Arg His Lys Ser Gly Ile Gly Glu Ala Tyr Ala Ala Ala Ile Phe
210 215 220

Lys Ser Ser Arg Tyr Gln Glu Leu Pro Leu Ser Arg Phe Val Lys Ser
225 230 235 240



Met Pro Asp Met Ile Tyr Tyr Ile Glu Leu Val Asn Asp Leu Met Ser
245 250 255

Phe Tyr Lys Glu GIn Leu Ala Gly Glu Thr Ala Asn Leu Ile His Leu
260 265 270

Gln His Gln Ser Trp Lys Gly Gly Gln Gly Thr Gly Pro Tyr Gly Ser
275 280 285

Trp Thr Leu Leu Asp Thr Phe Ser Arg Leu Cys Asp Glu Thr Arg Asp
290 295 300

Ala Ala Phe Arg Val Asp Glu Leu Leu Arg Leu Asp Glu Cys Glu Lys
305 310 315 320

Ile Ala Asn Gly Glu Leu Arg Gly Glu Glu Val Gly Leu Ser Pro Met
325 330 335

Asp Val Thr Met Ala Ala Gln Trp Arg Glu Phe Arg Asp Gly Tyr Val
340 345 350

Ser Trp His Leu Glu Cys Gln Arg Tyr Lys Leu Asp Phe Ile Lys Leu
355 360 365

Ser Thr Phe Glu
370

<210> 103
<211> 325
<212> PRT
<213> Coprinopsis cinerea

<400> 103
Met Pro Ala Ala Leu Pro Tyr Asn Val Ser Arg Asp Asn Lys Trp Asp
1 5 10 15

Ile Lys Lys Ile Ile Gln Asp Phe Phe Lys Arg Cys Asp Val Pro Tyr
20 25 30

Gln Val Ile Pro Tyr Asp Thr Glu Leu Trp Asn Ala Cys Leu Lys Arg
35 40 45



Ala Lys Glu Lys Gly Tyr Pro Val Glu Pro Asp Ser Pro Met Ser Leu
50 55 60

Tyr Arg Ser Phe Lys Val Gly Val Val Ile Thr Arg Thr Ser Tyr Gly
65 70 75 80

His Ile Gln Asp Tyr Glu Ile Leu Ile Trp Val Ala Thr Phe Thr Ala
85 90 95

Phe Val Thr Tyr Ala Asp Asp Ala Phe GIn Glu Asp Ile Gln His Leu
100 105 110

His Ser Phe Ala Arg Thr Phe Leu GIn Asn Glu Lys His Glu His Pro
115 120 125

Val Leu Glu Ala Phe Ala Gln Phe Leu Arg Glu Ser Ser Ile Arg Phe
130 135 140

Ser His Phe Val Ala Asn Thr Val Val Ser Ser Ala Leu Arg Phe Met
145 150 155 160

Met Ser Ile Ala Leu Glu Phe Glu Gly GIn Asn Val Ser Val Ser Thr
165 170 175

Glu Ala Arg Glu Tyr Pro Gly Tyr Ile Arg Ile Leu Ser Gly Leu Ser
180 185 190

Asp Ile Tyr Ala Leu Phe Ala Phe Pro Met Asp Leu Pro Arg Ser Thr
195 200 205

Tyr Ile Gln Ala Phe Pro Glu GIn Ile Asp Tyr Ile Asn Gly Thr Asn
210 215 220

Asp Leu Leu Ser Phe Tyr Lys Glu Glu Leu Asp Cys Glu Thr Val Asn
225 230 235 240

Phe Ile Ser Ala Ala Ala Thr Ser Gln GIn Val Ser Lys Leu Glu Val
245 250 255

Leu Arg Asn Ala Ala Glu Lys Ala Ala Tyr Ser Tyr Asp Val Val Val



260 265 270

Asn Val Leu Lys Pro Tyr Pro Glu Ala Leu Ala Ala Trp Lys Ser Phe
275 280 285

Ala Arg Gly Phe Cys Tyr Phe His Thr Ser Ser Pro Arg Tyr Arg Leu
290 295 300

Gly Glu Met Phe His Asp Phe Glu His Asp Leu Val Cys Lys Cys Ala
305 310 315 320

Ser Cys Thr Glu Ile
325

<210> 104
<211> 328
<212> PRT
<213> Omphalotus olearius

<400> 104
Met Thr Leu Pro Thr Glu Gln Val Glu Leu Ser Val Cys Pro Val Glu
1 5 10 15

Ser Ser Thr His Thr Thr Arg Asp Ile Met Arg Asn Phe Leu Ser Gln
20 25 30

Cys Gln Ile Pro Leu Gln Arg Gly Val Pro Leu Asp Pro Thr Phe His
35 40 45

Gln Glu Cys Ala Asn Val Leu Ile Glu Asp Tyr Leu Lys Pro Ser Ala
50 55 60

Ala Val Thr Leu Glu Asn Leu Pro Ser Leu Met Ser Ser Phe Asn Pro
65 70 75 80

Phe Leu Thr Leu Gly Val Arg Met Ala Ser Thr Gly Tyr Ala His Leu
85 90 95

Thr His Thr Pro Thr Arg Val Tyr Val Ala Leu Phe Thr Ala Leu Leu
100 105 110

Val Cys Leu Asp Asp Ile Phe Pro Glu Asn Val Glu Leu Met Cys Gly



115 120 125

Phe Asn Glu Arg Phe Ile Lys Asn Glu Thr Gln Gly Glu Pro Ile Leu
130 135 140

Asp Ala Val Ala Gly Leu Leu Arg Ser Thr Ser Lys Tyr Phe Ser Met
145 150 155 160

Leu Ser Ser Asn Leu Ile Val Thr Ser Ala Leu Asn Tyr Val Thr Ser
165 170 175

Leu Ser Leu Asp Gln Gly Leu His Ser Ile Lys Leu Ala Glu His Ser
180 185 190

Arg Asn Phe Ala Arg Leu Cys Arg Asn Met Ser Gly Ile Pro Glu Ala
195 200 205

Phe Ala Ala Phe Val Phe Pro Pro Glu Val Pro Phe Thr Ala Tyr Ile
210 215 220

Gln Cys Phe Pro Asp Leu Tyr Thr Tyr Ala Asn Tyr Val Asn Asp Val
225 230 235 240

Leu Ser Phe Tyr Lys Glu Asp Ile Ala Gly Glu Thr Glu Asn Leu Val
245 250 255

Ser Ile Leu Ala Gln Thr Gln Pro Asn Ser Ser Arg Tyr Gln Val Leu
260 265 270

Gln GIn Leu Ala Asp Glu Ala Ala Ala Ala Asn Ala Asn Ile Arg Asp
275 280 285

Ile Leu Ser Asp Gln Lys Ser Ile Leu Asp Ala Tyr Asp Ala Phe Arg
290 295 300

Val Gly Phe Val Gln Phe His Ile Asp Ser Pro Arg Tyr Arg Leu Ala
305 310 315 320

Glu Leu Phe Pro Cys Ile Asp Gly
325



<210> 105
<211> 350
<212> PRT
<213> Omphalotus olearius

<400> 105
Met Ser Gln Ile Leu His Leu Leu Trp Ser Lys Phe Ser Thr Ser Leu
1 5 10 15

Pro Ser Thr Val Thr Ile Gly Ser Asp Pro GIn Thr Leu Gln Leu Val
20 25 30

His Ser Pro Ala Pro Asn Val Asn Ala Asn Ala Leu Glu Ile Tyr Lys
35 40 45

Ile Val Asp Asn Phe Leu Ser Arg Cys Gly Ile Arg Leu Glu Ser Thr
50 55 60

Pro Leu Asp Val Glu Phe Tyr Asn Glu Cys Lys Lys Thr Leu Leu Ser
65 70 75 80

His Tyr Ile Gly Ile His Asp Ser Asp Lys Val Ser Glu Ser Trp Phe
85 90 95

Lys Arg Tyr Leu Ser Val Gly Val Ile Ile Thr Thr Asn Ala Tyr Gly
100 105 110

His Leu Asp Asn Lys Leu Thr Lys Ile Tyr Ile Ala Leu Tyr Thr Ala
115 120 125

Leu Ala Thr Cys Phe Asp Asp Val Phe Glu Lys Asn Val Asp His Met
130 135 140

Ser Gly Phe Asn Glu Arg Phe Met Lys Ala Leu Pro Gln Gly Asp Val
145 150 155 160

Phe Leu Asp Ala Phe Ala Lys Val Leu Leu Asp Ala Pro Lys Tyr Phe
165 170 175

Gly Arg Leu Ala Ser Asn Ile Ile Val Thr Ser Thr Leu Asp Phe Ile
180 185 190



Thr Ser Met Ser Val Asp Val Leu Thr Lys Gly Met Lys Phe Asn GIn
195 200 205

Asn Leu His Lys Phe Ala Met Ala Cys Arg Asn Met Ser Gly Ile Ala
210 215 220

Tyr Thr Tyr Ala Pro Phe Ile Phe Pro Lys Glu Val Pro Phe Ala Ile
225 230 235 240

Tyr Ala Gln Cys Leu Pro Asp Met Arg Ile Tyr Ile Asn His Val Asn
245 250 255

Asp Val Leu Ser Phe Tyr Lys Glu Asp Lys Ala Gly Glu Thr Glu Asn
260 265 270

Leu Ala Ser Ile Leu Gly GIn Val His Pro Ser Met Thr Lys Tyr Gln
275 280 285

Ile Val Gln Gly Leu Ala Asp Asp Ala Ala Glu Ala Asp Leu Arg Val
290 295 300

Arg Thr Val Leu Ser Gln Tyr Gln Pro Ala Leu Asp Ala Tyr Asn Cys
305 310 315 320

Phe Arg Gln Gly Tyr Val Ser Phe His Ala Ser Ser Gly Arg Tyr Arg
325 330 335

Leu Asp Glu Leu Phe Ser Phe Val Glu Pro Glu Pro Ile Val
340 345 350

<210> 106
<211> 347
<212> PRT
<213> Omphalotus olearius

<400> 106
Met Ser Gln Ile Leu His Leu Leu Trp Ser Lys Phe Ser Thr Ser Leu
1 5 10 15

Pro Ser Thr Val Thr Ile Gly Ser Asp Pro GIn Thr Leu Gln Leu Val
20 25 30



His Ser Pro Ala Pro Asn Val Asn Ala Asn Ala Leu Glu Ile Arg Arg
35 40 45

Ile Val Asn Asn Phe Leu Thr Arg Cys Ser Ile Arg Leu Glu Gly Thr
50 55 60

Pro Leu Asp Val Asp Phe Tyr Asn Glu Cys Lys Lys Thr Leu Leu Ser
65 70 75 80

His Tyr Ile Gly Ile His Asp Ser Asp Lys Val Ser Glu Ser Trp Phe
85 90 95

Arg Arg Tyr Leu Ser Val Gly Val Ile Ile Thr Thr Asn Ala Tyr Gly
100 105 110

His Ile Asp Asp Lys Pro Thr Arg Val Tyr Ile Cys Leu Tyr Thr Ala
115 120 125

Leu Leu Thr Ser Phe Asp Asp Val Phe Glu Ala Asn Val Glu Gln Phe
130 135 140

Gly Gly Phe Asn Glu Arg Phe Met Lys Gly Glu Pro Gln Glu Asp Leu
145 150 155 160

Phe Leu Asp Ala Leu Ala Arg Ile Leu Leu Asp Ala Pro Arg Tyr Tyr
165 170 175

Gly Arg Leu Ala Thr Asn Ile Ile Val Thr Ala Thr Leu Asp Phe Phe
180 185 190

Thr Gly Leu Phe Leu Glu Leu Gln Ala Arg Asp Met Thr Phe Asn Glu
195 200 205

Asp Leu His Asn Phe Ala Val Phe Cys Arg Asn Leu Thr Gly Ile Ala
210 215 220

His Ala Tyr Ala Val Phe Met Phe Pro Arg Asp Val Pro Phe Thr Val
225 230 235 240

Tyr Val Arg Ser Leu Pro Glu Leu Lys Thr Asp Ile Asn Tyr Val Asn
245 250 255



Asp Ile Met Ser Phe Tyr Lys Glu Asp Arg Ala Glu Glu Thr Asp Asn
260 265 270

Leu Ala Ser Ile Leu Arg Gln Val His Pro Ser Met Thr Lys His Gln
275 280 285

Val Leu GIn Lys Ile Val Asp Asp Ala Val Glu Ala Asp Val Arg Ala
290 295 300

Arg Lys Ile Leu Ala Asp Tyr Gln Pro Ala Leu Asp Ala Tyr Glu His
305 310 315 320

Phe Arg Lys Gly Tyr Ala Met Phe His Val Ser Ser Gly Arg Tyr Arg
325 330 335

Leu Asp Glu Leu Phe Ser Tyr Ile Arg Phe Glu
340 345

<210> 107

<211> 17

<212> PRT

<213> Hypoxylon sp

<400> 107

Met Ala Lys Ala Asn Leu Leu Ile Phe Met His Asp Asp Val Cys Glu
1 5 10 15

Tyr

<210> 108

<211> 21

<212> PRT

<213> Hypoxylon sp

<400> 108
Phe Ser Leu Thr Asn Asp Leu Tyr Ser Phe Asn Lys Glu Val Val Ala
1 5 10 15

Glu Gln Glu Thr Gly
20



<210> 109

<211> 16

<212> PRT

<213> Hypoxylon sp

<400> 109

Val Trp Asp Asp Glu Val Asp Ala Asn Asp Thr Asp Val Ser Asn Asp
1 5 10 15

<210> 110

<211> 21

<212> PRT

<213> Hypoxylon sp

<400> 110

Cys Phe Ile Leu Asn Asp Val Tyr Ser Val Gln Lys Glu Ile Ala Gln
1 5 10 15

Asp Ser Leu Leu Asn
20

<210> 111

<211> 17

<212> PRT

<213> Hypoxylon sp

<400> 111

Ala Trp Asp Asp Glu Thr Asp Ser Pro Glu Phe Ser Ala Val Ile Asn
1 5 10 15

Asp

<210> 112

<211> 21

<212> PRT

<213> Hypoxylon sp

<400> 112
Ile His Thr Thr Asn Asp Ile Leu Ser Val Lys Lys Glu Val Ala Gin
1 5 10 15

Ser Gln Val Asp Ser
20



<210> 113

<211> 10

<212> PRT

<213> Omphalotus olearius

<400> 113

His Leu Asp Asn Ile Ser Asp Gly Met Met
1 5 10

<210> 114

<211> 21

<212> PRT

<213> Omphalotus olearius

<400> 114

Val Thr Trp Ser Asn Asp Ile Phe Ser Tyr Asn Val Glu Gln Ser Arg
1 5 10 15

Gly Asp Thr His Asn
20

<210> 115

<211> 10

<212> PRT

<213> Agrocybe aegerita

<400> 115

His Leu Asp Asn Ile Ser Asp Gly Met Met
1 5 10

<210> 116

<211> 21

<212> PRT

<213> Agrocybe aegerita

<400> 116
Val Thr Trp Ser Asn Asp Ile Phe Ser Tyr Asn Val Glu Gln Ser Arg
1 5 10 15

Gly Asp Thr His Asn
20

<210> 117
<211> 10



<212> PRT
<213> Coprinopsis cinerea

<400> 117

His Leu Asp Asn Ile Ser Asp Gly Met Met
1 5 10

<210> 118

<211> 21

<212> PRT

<213> Coprinopsis cinerea

<400> 118

Val Thr Trp Ser Asn Asp Ile Phe Ser Tyr Asn Val Glu Gln Ser Lys
1 5 10 15

Gly Asp Thr His Asn
20

<210> 119

<211> 10

<212> PRT

<213> Agrocybe aegerita

<400> 119

His Leu Asp Asn Leu Ser Asp Glu Met Asp
1 5 10

<210> 120

<211> 21

<212> PRT

<213> Agrocybe aegerita

<400> 120

Val Thr Trp Ser Asn Asp Ile Phe Ser Tyr Ser Val Glu GIn Ser Lys
1 5 10 15

Gly His Thr His Asn
20

<210> 121

<211> 10

<212> PRT

<213> Coprinopsis cinerea



<400> 121

His Ile Asp Asn Leu Ser Asp Asp Met Asp
1 5 10

<210> 122

<211> 21

<212> PRT

<213> Coprinopsis cinerea

<400> 122

Val Thr Trp Ser Asn Asp Ile Phe Ser Phe Asn Val Glu Gln Ser Lys
1 5 10 15

Gly Asp Thr His Asn
20

<210> 123

<211> 10

<212> PRT

<213> Omphalotus olearius

<400> 123

Tyr Leu Asp Asn Leu Thr Asp Asp Met Asp
1 5 10

<210> 124

<211> 21

<212> PRT

<213> Omphalotus olearius

<400> 124

Val Ser Phe Ala Asn Asp Ile Tyr Ser Phe Asn Ile Glu Gln Ser Lys
1 5 10 15

Gly Asp Thr His Asn
20

<210> 125

<211> 10

<212> PRT

<213> Omphalotus olearius

<400> 125

His Leu Asp Asn Leu Ser Asp Asp Met Asp



<210> 126

<211> 21

<212> PRT

<213> Omphalotus olearius

<400> 126

Val Thr Trp Ser Asn Asp Ile Phe Ser Tyr Asn Val Glu GIn Ala Lys
1 5 10 15

Gly Asp Thr His Asn
20

<210> 127

<211> 10

<212> PRT

<213> Coprinopsis cinerea

<400> 127

Asn Ala Asp Asp Trp Leu Asp Asp Phe Asp
1 5 10

<210> 128

<211> 21

<212> PRT

<213> Coprinopsis cinerea

<400> 128

Ile Ala Trp Ser Asn Asp Ile Phe Ser Phe Asn Arg Glu Gln Ser Arg
1 5 10 15

His Asp Ser Phe Asn
20

<210> 129

<211> 10

<212> PRT

<213> Agrocybe aegerita

<400> 129

Phe Phe Asp Glu Val Thr Asp Thr Glu Thr
1 5 10



<210> 130

<211> 21

<212> PRT

<213> Agrocybe aegerita

<400> 130

Ile Phe Leu Ala Asn Asp Leu Tyr Ser Tyr Asn Met Glu Gln Ala Lys
1 5 10 15

Gly His Asn Gly Ala
20

<210> 131

<211> 10

<212> PRT

<213> Agrocybe aegerita

<400> 131

Leu Tyr Asp Glu Tyr Thr Asp Thr Gly Ser
1 5 10

<210> 132

<211> 21

<212> PRT

<213> Agrocybe aegerita

<400> 132

Val Phe Trp Ala Asn Asp Leu Val Ser Tyr Asn Met Glu GIn Ser Lys
1 5 10 15

Gly His Ser Gly Ala
20

<210> 133

<211> 10

<212> PRT

<213> Agrocybe aegerita

<400> 133

Val Val Asp Glu Val Ser Asp Glu GIn Ser
1 5 10

<210> 134
<211> 21
<212> PRT



<213> Agrocybe aegerita
<400> 134

Val Cys Trp Ala Asn Asp Val Tyr Ser Tyr Asp Met Glu Gln Ser Lys
1 5 10 15

Gly Leu Ser Asn Asn
20

<210> 135

<211> 10

<212> PRT

<213> Coprinopsis cinerea

<400> 135

Val Val Asp Glu Ile Ser Asp Asp Gln Asn
1 5 10

<210> 136

<211> 21

<212> PRT

<213> Coprinopsis cinerea

<400> 136

Val Cys Trp Ala Asn Asp Val Tyr Ser Tyr Asp Met Glu Gln Ala Lys
1 5 10 15

Gly His Thr Gly Asn
20

<210> 137

<211> 10

<212> PRT

<213> Stereum hirsutum

<400> 137

Val Ile Asp Glu Ile Ser Asp Asp Gln Ser
1 5 10

<210> 138

<211> 21

<212> PRT

<213> Stereum hirsutum

<400> 138



Val Cys Trp Ala Asn Asp Val Tyr Ser Tyr Asn Val Glu Gln Ala Lys
1 5 10 15

Gly His Ser Gly Asn
20

<210> 139

<211> 10

<212> PRT

<213> Omphalotus olearius

<400> 139

Val Leu Asp Glu Val Ser Asp Glu Gln Ser
1 5 10

<210> 140

<211> 21

<212> PRT

<213> Omphalotus olearius

<400> 140

Val Cys Trp Ala Asn Asp Val Tyr Ser Tyr Asn Lys Glu Gln Ala Gln
1 5 10 15

Gly His Gly Gly Asn
20

<210> 141

<211> 10

<212> PRT

<213> Omphalotus olearius

<400> 141

Val Leu Asp Glu Leu Ser Asp Asp GIn Asn
1 5 10

<210> 142

<211> 21

<212> PRT

<213> Omphalotus olearius

<400> 142

Val Cys Trp Ser Asn Asp Val Tyr Ser Tyr Asn Val Glu Gln Ala Lys
1 5 10 15



Gly His Gly Gly Ser
20

<210> 143

<211> 10

<212> PRT

<213> Omphalotus olearius

<400> 143

Val Phe Asp Glu Val Ser Asp Asp Gln Asn
1 5 10

<210> 144

<211> 21

<212> PRT

<213> Omphalotus olearius

<400> 144

Val Cys Trp Ser Asn Asp Val Tyr Ser Tyr Asn Val Glu GIn Ala Lys
1 5 10 15

Gly His Arg Gly Ser
20

<210> 145

<211> 10

<212> PRT

<213> Agrocybe aegerita

<400> 145

Val Tyr Asp Glu Tyr Thr Asp Val Ser Asp
1 5 10

<210> 146

<211> 21

<212> PRT

<213> Agrocybe aegerita

<400> 146
Ile Ile Leu Val Asn Asp Met His Ser Tyr Val Arg Glu Leu Ser Cys
1 5 10 15

Gly His Glu Asn His



20

<210> 147

<211> 10

<212> PRT

<213> Agrocybe aegerita

<400> 147

Val Tyr Asp Glu Tyr Thr Asp Val Val Ser
1 5 10

<210> 148

<211> 10

<212> PRT

<213> Agrocybe aegerita

<400> 148

Thr Arg Val Ser Ser Gly Gln Ala Asn His
1 5 10

<210> 149

<211> 10

<212> PRT

<213> Agrocybe aegerita

<400> 149

Val Phe Asp Glu Tyr Thr Asp Ile Ala Asp
1 5 10

<210> 150

<211> 21

<212> PRT

<213> Agrocybe aegerita

<400> 150

Ile Ala Ile Gly Asn Asp Ile Asp Ser Tyr Ala Met Glu Lys Ala Arg
1 5 10 15

Gly Leu Glu Leu His
20

<210> 151

<211> 10

<212> PRT

<213> Agrocybe aegerita



<400> 151

Val Phe Asp Glu Cys Ala Asp Ile Ala Asp
1 5 10

<210> 152

<211> 12

<212> PRT

<213> Agrocybe aegerita

<400> 152

Asp Ile Asn Ser Tyr Pro Met Lys Val Arg Gly Leu
1 5 10

<210> 153

<211> 10

<212> PRT

<213> Agrocybe aegerita

<400> 153

Val Phe Asp Glu Trp Ser Asp Val Ser Asp
1 5 10

<210> 154

<211> 21

<212> PRT

<213> Agrocybe aegerita

<400> 154

Leu Cys Ile Gly Asn Asp Leu Cys Ser Tyr Asn Val Glu GIn Ser Arg
1 5 10 15

Gly Asp Asp Gly His
20

<210> 155

<211> 10

<212> PRT

<213> Agrocybe aegerita

<400> 155

Val Val Asp Glu His Thr Asp Ala Met Asp
1 5 10



<210> 156

<211> 21

<212> PRT

<213> Agrocybe aegerita

<400> 156

Leu Ile Leu Gly Asn Asp Leu Cys Ser Tyr Asn Val Glu Gln Ser Arg
1 5 10 15

Gly Asp Asp Gly His
20

<210> 157

<211> 10

<212> PRT

<213> Omphalotus olearius

<400> 157

Ile Phe Asp Glu Tyr Ser Asp Val Ala Asp
1 5 10

<210> 158

<211> 21

<212> PRT

<213> Omphalotus olearius

<400> 158

Leu Ile Tle Gly Asn Asp Leu Cys Ser Tyr Asn Val Glu Gln Ala His
1 5 10 15

Gly Asp Asp Leu His
20

<210> 159

<211> 10

<212> PRT

<213> Stereum hirsutum

<400> 159

Val Phe Asp Glu Tyr Ser Asp Val Ser Ser
1 5 10

<210> 160
<211> 21
<212> PRT



<213> Stereum hirsutum
<400> 160

Ile Cys Leu Gly Asn Asp Ile Cys Ser Tyr Asn Val Glu GIn Ala Arg
1 5 10 15

Gly Asp Asp Leu His
20

<210> 161

<211> 10

<212> PRT

<213> Omphalotus olearius

<400> 161

Val Phe Asp Glu Tyr Ser Asp Val Ala His
1 5 10

<210> 162

<211> 21

<212> PRT

<213> Omphalotus olearius

<400> 162

Ile Leu Leu Gly Asn Asp Thr Ala Ser Tyr Asn Tyr Glu Gln Ala Arg
1 5 10 15

Gly Asp Asp Asn His
20

<210> 163

<211> 10

<212> PRT

<213> Armillaria gallica

<400> 163

Val Ile Asp Glu Tyr Ser Asp Val Ser Thr
1 5 10

<210> 164

<211> 21

<212> PRT

<213> Armillaria gallica

<400> 164



Leu Cys Leu Gly Asn Asp Val Val Ser Tyr Asn Leu Glu Gln Ala Arg
1 5 10 15

Asp Asp Asp Gly His
20

<210> 165

<211> 10

<212> PRT

<213> Stereum hirsutum

<400> 165

Val Ile Asp Glu Tyr Ser Asp Ile Ala Pro
1 5 10

<210> 166

<211> 21

<212> PRT

<213> Stereum hirsutum

<400> 166

Leu Cys Leu Gly Asn Asp Ile Val Ser Tyr Asn Leu Glu GIn Ala Arg
1 5 10 15

Gly Asp Ala Ser His
20

<210> 167

<211> 10

<212> PRT

<213> Stereum hirsutum

<400> 167

Val Ile Asp Glu His Ser Asp Thr His Gly
1 5 10

<210> 168

<211> 21

<212> PRT

<213> Stereum hirsutum

<400> 168

Leu Cys Leu Gly Asn Asp Ile Val Ser Tyr Asn Ile Glu GIn Ala Arg
1 5 10 15



Gly Asp Asp Ser His
20

<210> 169

<211> 10

<212> PRT

<213> Coprinopsis cinerea

<400> 169

Trp Ile Asp Tyr Phe Phe Asp Thr Ser Pro
1 5 10

<210> 170

<211> 21

<212> PRT

<213> Coprinopsis cinerea

<400> 170

Val Ile Ile Gln Asn Asp Ala Tyr Ser Trp Asn Val Glu Gln Val Arg
1 5 10 15

Lys Ala Asp Gly His
20

<210> 171

<211> 10

<212> PRT

<213> Stereum hirsutum

<400> 171

Leu Asp Asp Ser Leu Glu Asp Glu Glu Thr
1 5 10

<210> 172

<211> 21

<212> PRT

<213> Stereum hirsutum

<400> 172
Ile Glu Leu Val Asn Asp Leu Met Ser Phe Tyr Lys Glu GIn Leu Ala
1 5 10 15

Gly Glu Thr Ala Asn



20

<210> 173

<211> 10

<212> PRT

<213> Coprinopsis cinerea

<400> 173

Ala Phe Val Thr Tyr Ala Asp Asp Ala Phe
1 5 10

<210> 174

<211> 21

<212> PRT

<213> Coprinopsis cinerea

<400> 174

Ile Asn Gly Thr Asn Asp Leu Leu Ser Phe Tyr Lys Glu Glu Leu Asp
1 5 10 15

Cys Glu Thr Val Asn
20

<210> 175

<211> 10

<212> PRT

<213> Omphalotus olearius

<400> 175

Ala Leu Leu Val Cys Leu Asp Asp Ile Phe
1 5 10

<210> 176

<211> 21

<212> PRT

<213> Omphalotus olearius

<400> 176
Ala Asn Tyr Val Asn Asp Val Leu Ser Phe Tyr Lys Glu Asp Ile Ala
1 5 10 15

Gly Glu Thr Glu Asn
20



<210> 177

<211> 10

<212> PRT

<213> Omphalotus olearius

<400> 177

Ala Leu Ala Thr Cys Phe Asp Asp Val Phe
1 5 10

<210> 178

<211> 21

<212> PRT

<213> Omphalotus olearius

<400> 178

Ile Asn His Val Asn Asp Val Leu Ser Phe Tyr Lys Glu Asp Lys Ala
1 5 10 15

Gly Glu Thr Glu Asn
20

<210> 179

<211> 10

<212> PRT

<213> Omphalotus olearius

<400> 179

Ala Leu Leu Thr Ser Phe Asp Asp Val Phe
1 5 10

<210> 180

<211> 21

<212> PRT

<213> Omphalotus olearius

<400> 180
Ile Asn Tyr Val Asn Asp Ile Met Ser Phe Tyr Lys Glu Asp Arg Ala
1 5 10 15

Glu Glu Thr Asp Asn
20



