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Fig. 5
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Fig. 6
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Purification FGF2
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Fig. 9
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Fig. 11
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Fig. 12
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Fig. 13
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Fig. 14
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Fig. 15
3000
A) B)
2500 -
'w 2000 -
(-
8
O, 1500
1000 A
g s e e ; LT
500 - - -
3000
C) D)
2500 -
‘@ 2000 -
-
Q
O, 1500
1000 A
500
3000
E) F)
2500 -
o 2000 -
-
Q
O, 1500 H
1000 A
500 L. . - - - —
300 400 500 300 400 500
wavelength [nm] wavelength [nm]
265nm
— — — -~ 300nm (40nm)
340nm
R 289nm
— = — - 300nm
— — = 320nm




WO 2017/174580

Fig.

Content and potency from multivariate analysis
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Fig. 17:

Quantity Prediction Model
Run: 3, RMSE = 0.25 mg/mil
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Fig. 18:

Host Cell Protein Prediction Model
Rur: 3, RMSE = 43.97 ngim!
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Fig. 19:

Host Cell Protein Prediction Model
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Fig. 20:

dsDNA Prediction Model
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Fig. 21:

dsDNA Prediction Model
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Fig. 22:

Monomer Prediction Model
Run: 3, RMSE =0.08
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Fig. 23:

HMW Prediction Model

Run: 3, RMSE = 0.08
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Fig. 24:

Potency Prediction Model
Run: 3, RMSE =115
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