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Figure 2
A
No. ﬂm-ﬁ*n:{}; Control SAVI | SAVZ | SAV3
peptides Sequence
1 SHPSGPLK L1582 186 175 1 SEQIDNO:46
2 RMVLASTTAK 166 174 175 1 SEQIDNO:47
3 KSMREEYRK L 152 174 175 | SEQIDNO: 48
4 AVFORKSUAK finflusnea 1 184 168 174 | SEQIDNO:5
5 WTDFSVIK(ERV LY 1 182 154 186 1 SEQIDNO:39
& NTIEQTVEREERY Y L 182 184 188 1 SEQIDNO:40
7 ATIGTAMYK 154 184 166 1 SEQIDNO:49
SSCSSCPLSK Lo 3s2 166 174 | SEQID NO: 50
IR YYNVNMGLK LI = T 164 175 1 SEQIDNO:51
10 NAIVE L..154 166 174
1 Digested un-exchanged | §&3 164 174

B EBV peptide 1 {IVTDESVIK): 166-152-154
SEQ ID NO: 39

UV exchange Enzyme exchange

010110210%10¢ 0 10110210%10¢ 010110210°10¢ 0 101 10210%10#
104 104 N 104}
qie® o y 10 °y
'H102 .A\AC‘\ 102 » 102} 0
5101_ ' 101y 1013 §{“;
0- 0: :
0101102103104 6“ib'i”1”651"65“1"b4 0 0 TorTovior 6 i0iion 65'{64
SAVIGEH ~» SAV1S4 ~» SAV1i66 —» SAV1SG ~»
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Figure 2 (continued)

C  EBV peptide 2 INTLEQTVKK): 166-152-154

SEQ ID NO: 40

UV exchange Enzyme exchange

Coiciieie o O i i T 0 10ii0e 0sm0r 0 102 109 1ok
SAV166—»  SAVIEA —p SAVIBE—»  SAVIG4—»

D influenza peptide 1 {AVFDRKSDAK]: 166-164-174
SEQ ID NO: 5

UV exchange Enzyme exchange

T UiIIG 0 1 I0T 00 0 07 A0PA0r 6 107 1004 10
SAVI6E —»  SAVIVE —» SAVIEL —»  SAVITE —»
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{1.2mg/mi}

Enzyme exchange

Enzyrae exchange

TRIS Buffer PH 8

Citrate buffer PH 6.2

Citrate buffer PH 6.2
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Figure 3A
PE Peptide 1 Peptide 1 Peptide 1 Peptide 1 Peptide 1 UV-exchange
APC Naive Digested Peptide 2 | Peptide3 | Peptide 15
Unexchanged
PE Paptide 1 Peptide 1 Peptide 1 Peptide 1 Peptide 1 UV-exchange
APC Naive Digested Peptide 2 | Peptide3 | Peptide 15 | (oma/mi)
Unexchanged
PE Paptide 1 Peptide 1 Peptide 1 Peptide 1 Peptide 1 TRIS buffer PH 8
APC Naive Digested Peptide 2 Peptide 3 Peptide 15 RT 16 hours
Unexchanged
PE Peptide 1 Peptide 1 Peptide 1 Peptide 1
APC Naive Peptide 2 Paptide 3 Peptide 15 379C 16 hours
PE Peptide 1 Peptide1 | Peptidel | Peptidel | Cneymeexchange
APC Naive Peptide 2 Peptide 3 Peptide 15 RT for 16 hours
PE Peptide 1 Peptide 1 Peptide 1 Peptide 1 Enzyrae exchange
APC Naive Peptide 2 Peptide 3 Peptide 15 37°C for 16 hours
Bositive control: Negative controls:
Paptide 1: NLYPMVATY SEQID NO: 41 Peptide 2: VLEETSVIML SEQID NO: 52

Faptide 3: GTSGEPIVMNR SEQ ID NO: 44

Feptids 15: FLDKGTYTL SEQ ID NO: 53
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Figure 3B
PE  peptide 1 Peptide 1
gpc Digested
unexchanged
.05 )
104 .
100 UV-exchange
01 {1.2mg/mi}
RTVCE M e e
-10° 0 10 -10° 0 103104105
10%4y
104 e
100 UV-exchange
04 ‘ {Smg/mi)
40337 B

-10° 0 10°10+105

105 35.48 SR e

104 Enzyme exchange

108 TRISbuffer PH 8
01 RT 16 hours

100 %

Erzyme exchange
TRIS Buffer PH 8
37°C 16 hours

{00 08 .13
-10% 0 10%10* 105

10%31.84 - 2
104 & E;iuyme exx;mnge
1088 Citrate butfer PH 8.2

RT for 16 hours

108 9% 2098

GO

g 10: Enzyme exchange
£ 1%; Citrate buffer PH 6.2
§.1 g3 les  loam 37°C for 16 hours
& -10° 0 10°10%10°
APC-Tetramer -

Gated onLive*CD45*CD3*CD8*
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-10% 0 10310%10°

-10° 0 103104108

-10% 0 10%10% 108

10%31as  2¥ue-3 1054532 %6083 105529 3082
10¢ 100 10¢ :
10%; 108 10%;

0 & 03 03 .
T Gt Lo JOTE o Ll TS o )

-10° 0 10%10%10°  -10% 0 10104105  -10% 0 10%10%10°
1054314 o) 10832y ¢i 1053123 maR
10 104 1043
10 10° 103 %"

0F & 0% 3§ f SR
100 4388 R BT e i BT E i a4y

-10% 0 103104105  -10® 0 10310*10°

-10% 0 10310410

1051w ¢ 105306 . 25eE-3
104 104+ k\ :
10° 103;
0 ¢ 0% ¢
103 %7 IR T 611

-10% 0 10%10%10°

-10° 0 103104105

-10° 0 10°1010
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Figure 3B (continued)
PE Peptide 1 Peptide 1 Peptide 1
APC Peptide 2 Peptide 3 Peptide 15
3
10%3142 - r408-3 105 1135 L36R-3 10% 108 B33
104 & 104 & 10%
100 L g0 " 10°4 UV-exchange
0F & 0 0i . {1.2mg/ml}
-10° 1683 PIEVE$3 103 IRRE Sg8E-3 103 QSF (LR )
-10% 0 10°104105  -103 0 103104105  -10° 0 102104105
105135 o 1051 ¢ 10% e 227
104 : 104y W 1043 W
103 PPN B 100 UV-exchange
0i % L0038 0i {5mg/mi)
403 %88 I w68 a0 as E B2

Enzyme exchange
TRIS buffer PH 8
RY 16 hours

Enzyme exchange

L TRIS Buffer PH 8

37°C 16 hours

Enzyme exchange

Citrate buffer PH 6.2

RT for 16 hours

Enzyme exchange

Citrate buffer PH 6.2

37°C for 16 hours

105 3128 G 105413 9 108 *mﬂ a4
5 10t 104+ 10t
£ 108 1033 1033
(1] :
5 0 € 0i ¢ 04
(R TOSIR W vt T b R T M Wi
W -10° 010°10410°  -10° 0 10°104105  -10° 0 10°10*10°
APC-Tetramer Gated onLive’CDA5*CD3COR®
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Figure 4A

PE Peptide1 | Peptide 1 Peptide 1 Peptide 1
APC Naive Digested | pontide 2 | Peptide 11

unexchanged
PE Peptide 1 Peptide 1 Peptide 1 Peptide 1
APC Naive Digested Peptide 2 Peptide 11

unexchanged
PE Peptide 1 Peptide 1 Peptide 1 Peptide 1
R Digested S R )
APC Naive unexchanged Peptide 2 Peptide 11

Positive control:

Peptide 1: NLVPMVATV SEQ ID NO: 41

PCT/SG2020/050264

UV-exchange

Enzyme exchange
Cacodylate buffer PH 6.2
RT for 16 hours

Enzyme exchange
TRIS buffer PH 8
RT 16 hours

Negative controls:
Peptide 2: VLEETSVML SEQ ID NO: 52
Peptide 11: FLYALALLL SEQ ID NO: 54
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Figure 5
A
No. Peptide SAV Codes

1 NLVERVATY [V 152,154, 158
A szﬁi@L ....... 1@41@5 1?1
3 FLDKGTYTL 166,171, 175
4 FLYALALLL 164, 166, 175
5 Digested-Unexchanged | 164, 173, 175
& Matve Protein 173, 178, 175

PCT/SG2020/050264

SEQ ID NO: 41
SEQ ID NO: 52
SEQ ID NO: 53

SEQ ID NO: 54

W
~ exchange

10' 102 10° 1 0 10" 102 10° 10
g
Enzyme
exchange

..... S

very- 6\ e ):ro‘;] ® \,\\?\0~2 ;0\5 «:iwo .
SAVISg—*

e O 1 01 R \1\‘(0\2-\‘;X03 \\i\qo‘4
SAVISg—*
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