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Figure 2
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Figure 4
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Figure 5
A scFv-IgAb_268 B scFv-IgAb_148 C IgAb_338
100 pg/mL 100 pg/mi 100 pg/mL
..fo PMA foro| W0 PMA lono | w/o PMA fono
100 ug /mi 100 pg /ml 100 ug /mi
+PMA long - PMAlono .. PMA lono)
10pg/mL 10 g /mi 10 pg /it
___*PMA jono _PMA tono)
1ug/mt 1pg/mt
e 3PMAJono .. APMA fono | . APMA fano)
VVVVVVVVVVVVV PMA lono ...PMA fono A PMAlono
NK cells only NK cells only NK cells only
.. W/oPMA Jona, ..W/o PMA lano
Secondary antibody . Secondary antibody
g Ty it B BSEStA BN
5 196 187 * 405 106 107

5127



WO 2023/078968 PCT/EP2022/080619

Figure 6

>
®
(@]

scFv-lgAb_268 scFv-igAb_148 tgAb_338
§ 100000~ -E 100000 -'5 100000
fad 2 Pl
£ 80000 S 80000 S 80000 o °
[~ = E—
8 3 8
$ 60000 $ 60000 8
? 2 2
£ 40000+ L 40000+ s
[*] o o
Q @ @
O, 20000+ O, 20000 o,
e - e
Q -t Q B =]
o 0 0 0 o
N}
o&\e o GQ\\OQ'&?‘
&5 &
N &
< q'éq <

6/27



WO 2023/078968

Figure 7
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Figure 8
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Figure 10
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Figure 11
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Figure 12
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Figure 13
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Figure 14
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Figure 16 A:  Binding to huCD16A(158F)-transfected CHO cells
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Figure 16 B:  Binding to huCD16A{158V)-transfected CHO cells
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Figure 16 C:
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Figure 17
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Figure 18 A
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Figure 19
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Figure 21
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Figure 22A
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Figure 22B
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Figure 23A
AML (n=5)
STRE N
g ‘ *}Nf #kkR
w
= 100+
(=3

Number of
. L+
<
i

Figure 23B

Number of colonies (%)

150~

100+~

‘BulkLSCs CD123+ LSCs -

Colony assay
AML (n=3)
scFu-igAb. 268

PCT/EP2022/080619

MDS (n=3)

ey . ,
1 wess . © 0 pm ScFv-lgAb_268
e e ... ..11.100 pm.ScFv-igAb_268.

Number of

- Bulk L8Cs - CD123+ LSCs-
Colony assay
MDS (n=3)
scFv-lgAb 268
< 150~ .
"
=
_% 100~
=
LA
5
§
JCINE S R S
G 4% &9 W8 R
%&‘g‘ Tt
%t?

25/27



WO 2023/078968 PCT/EP2022/080619

Figure 24
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Figure 25A
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