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SEQUENCE LISTING 

<110> QBI Enterprises, Ltd. 
Ramot at Tel-Aviv University Ltd. 
FEINSTEIN, Elena 
PEER, Dan 

<120> END0180-TARGETED PARTICLES FOR SELECTIVE DELIVERY OF THERAPEUTIC 
AND DIAGNOSTIC AGENTS 

<130> 230/PCT1 

<150> US 61/582373 
<151> 2012-01-01 

<160> 12 

<170> Patentln version 3.3 

<210> 1 
<211> 5983 
<212> RNA 
<213> Homo_sapiens 

<300> 
<308> NM_006039.3 
<309> 2011-12-17 
<313> (1)..(5983) 

<400> 1 
gaaggcgagg cggggagaga cugggaaaca gagcagcaag agaaagggcg cacgcugggg 	60 

uccuccugga cccggcgugu ccuccucucc gccaccccuu ucucucccuc ccgacgcucu 	120 

agccccagac ccgcgccucc uccccuuccc cucccacgcu gcccacuucc cuuccccucu 	180 

accccucgaa cccuccuccc cgguucugcg cuccucccuc cgcccucccu ccgcccgggc 	240 

ugccuccucc cuccuccucc ccgggaggca ucacuucguc ccgacccgga ggaggacgcg 	300 

agccccuugc gggcggucau cacagcccag ccucggggcu gccacagcgc guugcgccug 	360 

ugcgcccucg guccccgcgu ccacugagcg ccgcgcucgg ggauggggcc cggccggccg 	420 

gcccccgcgc ccuggccucg ucaccugcug cgcugcgucc ugcuccucgg gugccugcac 	480 

cucggccguc ccggcgcccc uggggacgcc gcccucccgg aacccaacgu cuuccucauc 	540 

uucagccaug gacugcaggg cugccuggag gcccagggcg ggcaggucag agucaccccg 	600 

gcuugcaaua ccagccuccc ugcccagcgc uggaaguggg ucucccgaaa ccggcuauuc 	660 

aaccugggua ccaugcagug ccugggcaca ggcuggccag gcaccaacac cacggccucc 	720 

cugggcaugu augaguguga ccgggaagca cugaaucuuc gcuggcauug ucguacacug 	780 

Page 1 



Z a 6ed 

09i7z onn6n66een eno6nnen66 oonoeeeooe oe66onoo66 6no666eoo0 on6noono66 

OM noeonoo6eo oo6oe000ne 6e3o666600 6n06e66036 oe6n6eoono eo666noo6e 

oyez 68066006n3 neoeno6000 66600nn6on ooen6n0ee6 ee6n66e666 n6n36666ne 

ogzz oo6o6eo66n 3e3o66n363 66n636no66 666n6006eo en6660006e ooe66600ee 

OZZZ 66noe000e3 en6neon6ee 6ne6666n6e ono66nonno nn03n36633 eo6eoeeono 

0962 oe66eo6noo 3663e66non noen6e6366 6e666noeeo enoneonoo6 eo6eon6onn 

006Z 3066936863 nn66e3eeoo eoneooeon6 6no6eonono 66neooe6no eo6n6noo6o 

0170Z 6600066e6n 6eoenooe6n 6eeooe68e6 e666no66no eno6nooneo 3o6eoeo66n 

086 1. 6oe66nn666 ee66006no6 6neooe66e6 6863360366 666eoo6e6n o6eoo66eo6 

OZ66 6ee6eeo6no neooneoo6n noon6eooee n6n000n6e3 e6oee66no6 oo66ee6600 

098 1• o6666noneo oeon6n6noe 66e66non6e 0e66630nn3 eeoee0006e 6nnnoo33e3 

oogi, 

ovL I, 

oggi, 

on I, 

mg', 

oog i, 

wry I. 

66noeoopeo nno6e6n6nn 3368666386 non66n6e6n nnnee6ne6e 

ne6oeeonoo 66one66n6n o6e66e66n6 6869906983 ne6eo6eeoo 

6no6e66366 neo6eoeoon eo6eon66no oe6o66n66o 6666oenon6 

oon6e66eo6 6no6eo6o6e e6e60066eo 6noo600eno 6noeoo666e 

6613686006 e6o6n6866n 66ee6n6nee oo666n66eo e6eoon0000 

6oeoo6oeeo 3369969868 eo6n6n6nen 0006no6o6o neo6eo6noe 

66no66o666 onoon6e6no eo600ne6n6 e66n6noee6 e66e6n6900 

36noeee6nn 

eoneonnee6 

neo66ee6ee 

oonn0006eo 

e0006e6006 

6n600ee6eo 

ooeeoe6600 

NE I. 6eooe6n6e6 9666noeeon ooen6eeono 0006onoeeo e66on66n6e 066n066866 

on!, o6e6oeoe66 nnoe6nee6n no66one66n 6n000eoono 6eoen666no eonoonoo66 

0926 oeeoneoeno 3e6eo6e6oe oone6e66oe oneo6e6no6 none66o6n6 66eo6e06e6 

OOZE 36no6eoo66 6noo66e666 e66n6on6no 6oeo0n6e3o nnoeennn6e 0oen06n369 

01766 oe6noe6no6 e00e669e08 666nonnooe 6e6o6n3e63 een686Reon e33336nonn 

090 I. o6666no6o6 e6oe6eeeo6 6oenoe66e3 ooeooeoo6n 6n66n6nooe on66ne66e6 

OM I. 0600666383 6eo3e36no6 6oeoonn66n 6e3oeeoe6n eneeeonnoo ooneooeo6n 

096 6006eee663 eo3onoeee6 66eooneooe 3en0n66e6o eooen3336n ono6n6neno 

006 3866966960 6eo66oenon eo6o66n6eo o66n6eo600 09693396n6 6n6o6e6nno 

0V8 039366n036 eeooneneoe 9368338363 oo66666noo no6nnoon6n 3680386n66 
149ZIS'ONIIS1102 S-410d-OCZ 



E 96ed 

ovi,i, o6enn6666n 6n6n6no666 66eo6no6ee ooeoe6n6no 6e00800806 o66noo6666 

Nov oe66n6ne6e n6oenooen6 no66666600 6eo6e36006 e6666oe66e o66n3666n6 

NOV oenoee6no6 oo6e66e6eo non666noon oen663563n ono666866e 6o66no66no 

096E 666nne66no no6006oeo6 o6n3666e6o oo6no66eo6 oeonoonnoo 66e000eoen 

006£ 0000e60006 n6oenoo66n oo6eoo6nee o6006e6e6n 6n6no6noon 0006ne6oeo 

otgg 66no6o6no6 oo6ee6eonn o6no6600nn ooeo66oeeo nooenoonon o6e6noeo66 

ogn 6000060000 oo6no6o6eo 680303n600 o6e6n000no 000e66oeo6 66e868336n 

OZLE oneonno66n e000e6e668 66oeo6no6e 66one6oe66 6n363o66no eonnoe3336 

oggg eono000683 eo6noon66n 6836n6n36e 33e633eeeo eeD66n6e33 ono6n3336e 

oogg n00066nono oo6e6666no oeo666noee oo6nen6ne6 nnnoo6e66e o6e66n666n 

ovgg 6eoonnoe66 6e6eo6onoo 6neoono366 nne66nnnoo e6nnnooe6n 6nee0006no 

ogog o6eoo6eoeo neonneo6ee o6e6enn000 oeeeoeoneo oeon66no6e 00066e6eeo 

ozvg 6eoee6n6no ononn6eoeo 66e6eon66n 6ee6n66600 6e6e0000ee 66eoo666eo 

ogge on66eonnnn 6n6eeoeeon oonn6eoone 66noe6nono 0006no6666 66n0006eoe 

oogg noeeoo6noo e6e000006e o6oeee6eee ooeon6oeeo 6eo6o6eeo6 noneoen000 

otzg 6nnoo6eoe6 noo6n66e6e ooe666666n oe66e6e600 6eoo6eoe6n eoen6n6o6n 

ogi,g 6ee6eeoe66 eeo66on6no 366onooeee o66eooeo66 6noononeon noeeenenne 

ozi,g oonn66ne6e oe66ne6eon no6o666ne6 o6e6e6nono oeoeo6noo6 6one66n66n 

ogog oe36eo6e66 e000666000 nonn6ee6eo 6nnoeeoeoo 6e6noonnoe 6eno6e66o6 

000£ 6eoo6eoeo6 n66onooe6n o6e60066eo onn66n6oeo 6noneo6o6e 3636683636 

0176Z 66n6oeoono eooeo6e6nn nonnBeeoen 6e63366866 Roonno6o6n o66nee666o 

oggz e60066eeon 0006eoe6oe 60006e666o 6n6oe66oen 66e6e0000n e6eeo6none 

OZ9Z 66noe66no6 eoeoeoe6o6 n6eo6neoo6 6n666n6eo6 n000noo66n ooe66no6n6 

09a 636n6n066e 600neoe6oe 6oe6oe6oeo 66006e6633 e6onnneeoe ooennononn 

OOLZ 666en6o66o e6o6e66no6 366nn6e6e3 n66666e6e3 oone666on6 ooee6noo66 

otgz one66nonn6 6noeo6eo6e 6oe0one6e6 000ee6eone e6n66onnon e6eeoeeono 

oggz 6neoeeo366 nonnnoeobe 66e66e6oen o6eoo66noo 6e5no6no6e 00066666no 

OZSZ 6866Boo6no o66666e000 66eoon666n o6e6eebeeo e66eo6n366 36e6eono6e 
149Z1S" ONI1S1103 S-1,10d-OEZ 



17 abed 

ozgg ee3e668336 e000n6eoeo 366868833n n000en6eoo o66n6e66no oo6e6000eo 

09L9 6836866866 eoone66n6e nonoo3e3nn 6869330666 e666non6e6 6936966868 

00L9 333366666n oon6e6eoo6 nn66688666 68836866nn n66nono66n oono6eoono 

ovgg neoeeno3on nbeeneeeeo 3e6666n6no 33311686886 6n33336n3n 3666866666 

oggg 3666336mo noneon6ne6 66no666336 66no6e666n 6668333mo m33338386 

099 e6e6666noe beene6e66n 3666no6non 6n66n6n666 383666833e e6e6n33666 

09179 nn666n66en 336666866e 366n636666 n6n366n666 6n36n336n6 noonoeoneo 

00179 oneo6e6no6 666686n368 on666e6ne6 noonn6nnon 333686666n ne6666n000 

mg 66633686no nnoonn0000 e000nononn 00006onono oono6n3338 on00006n6n 

ogzg ono6eonoo6 8066=800 onnononon6 n6nn6none6 836663m33 on6n3333n3 

OZZ9 3686686333 6e6eo6nnno nn00000e66 8333363633 ne6nn6n336 6833356333 

091.9 3368680330 nonnnonoo6 8685388666 66e666ne66 en66868338 8668383333 

001.9 o6n6noon66 nooeon6nno n66e6noo66 66666nonnn 000nnn6o66 n6o6eo6n6e 

ovog 6n36833386 e6no666no6 668838333n 0008006n66 66n66no666 n336868366 

o86v 6no6e66336 e666nn6no6 on68666nn0 336n666986 6nenoo66nn 6833n5n336 

OZ617 n068338303 00066non6e 0n666113336 666no6e666 6n36866866 6366683366 

oggv 683666n636 3668036868 n886883883 6e6neenee 866n838680 n6n66n33ne 

oogv 389688686n 3933668633 833336833n 3683683633 6eoeno6000 6n666e6nnn 

owl, 3365663636 e6oneo6e6e 3363668663 oennnooneo n333683633 e6no6nnoo6 

oggv 6noono6no6 no6n66366n e6n36n66n6 6n66no3366 0683038868 6eoonno6o6 

ozgv 831183333n° nno6eo6e6e 0686no6n63 noonno6ee3 6non6on6n6 66ne33e3ne 

oggv oeeooeo6nn 9636633336 366nen3666 3683883686 eonne66noe n36no6e3ee 

oogv 38336e6n36 n836833336 66nn366633 33366666n° eeoonoenoe e6n6n36838 

ovvv 3883866836 6non66nono 836686689e 3333883nno ee6neo666n 366=6366 

ogcv 663n686833 666e6neno6 86836nooe0 69666non6n nn6n6nee6e 66nebebne6 

ozcv 6noonenon6 noon600666 6n666o6e6e 68336n3636 838636366e 6688383366 

ogzv 6no6no6no6 866neoe33n nnonneno6n 3836866603 nn33onne66 n6o600noe6 

00Z17 8366n3e666 m0oon6no6 8366neooen 368enee6ee 63333noono 
lxV9Z1S.  ONILS1103 S-1.10d-OCZ 

3333666n6e 



230-PCT1_SEQUSTING.ST25.txt 
aguaugcggc ccauccuggu gcgacagcgu gggacaaugu gaacauggac ucgaagacau 5880 

ggcccuuucu cuguaguuga uuuuuuaaau gugccauuau uguuuuuaaa aaaaaaggaa 5940 

aaaagaaaag caaacaaaua aaacaccuuu aagaggcuug aaa 	 5983 

<210> 2 
<211> 1479 
<212> PRT 
<213> Horno_sapiens 

<300> 
<308> NP 006030.2 
<309> 2012-11-17—  
<313> (1)..(1479) 

<400> 2 

Met Gly Pro Gly Arg Pro Ala Pro Ala Pro Trp Pro Arg His Leu Leu 
1 	5 	10 	15 

Arg Cys Val Leu Leu Leu Gly Cys Leu His Leu Gly Arg Pro Gly Ala 
20 	25 	30 

Pro Gly Asp Ala Ala Leu Pro Glu Pro Asn Val Phe Leu Ile Phe Ser 
35 	40 	45 

His Gly Leu GIn Gly Cys Leu Glu Ala GIn Gly Gly GIn Val Arg Val 
50 	55 	60 

Thr Pro Ala Cys Asn Thr Ser Leu Pro Ala Gln Arg Trp Lys Trp Val 
65 	70 	75 	80 

Ser Arg Asn Arg Leu Phe Asn Leu Gly Thr Met Gln Cys Leu Gly Thr 
85 	90 	95 

Gly Trp Pro Gly Thr Asn Thr Thr Ala Ser Leu Gly Met Tyr Glu Cys 
100 	105 	110 

Asp Arg Glu Ala Leu Asn Leu Arg Trp His Cys Arg Thr Leu Gly Asp 
115 	120 	125 

Gln Leu Ser Leu Leu Leu Gly Ala Arg Thr Ser Asn Ile Ser Lys Pro 
130 	135 	140 

Gly Thr Leu Glu Arg Gly Asp GIn Thr Arg Ser Gly Gln Trp Arg Ile 
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145 	150 	155 	160 

Tyr Gly Ser Glu Glu Asp Leu Cys Ala Leu Pro Tyr His Glu Val Tyr 
165 	170 	175 

Thr Ile Gln Gly Asn Ser His Gly Lys Pro Cys Thr Ile Pro Phe Lys 
180 	185 	190 

Tyr Asp Asn Gln Trp Phe His Gly Cys Thr Ser Thr Gly Arg Glu Asp 
195 	200 	205 

Gly His Leu Trp Cys Ala Thr Thr Gln Asp Tyr Gly Lys Asp Glu Arg 
210 	215 	220 

Trp Gly Phe Cys Pro Ile Lys Ser Asn Asp Cys Glu Thr Phe Trp Asp 
225 	230 	235 	240 

Lys Asp Gln Leu Thr Asp Ser Cys Tyr Gln Phe Asn Phe Gln Ser Thr 
245 	250 	255 

Leu Ser Trp Arg Glu Ala Trp Ala Ser Cys Glu Gln Gln Gly Ala Asp 
260 	265 	270 

Leu Leu Ser Ile Thr Glu Ile His Glu Gln Thr Tyr Ile Asn Gly Leu 
275 	280 	285 

Leu Thr Gly Tyr Ser Ser Thr Leu Trp Ile Gly Leu Asn Asp Leu Asp 
290 	295 	300 

Thr Ser Gly Gly Trp Gln Trp Ser Asp Asn Ser Pro Leu Lys Tyr Leu 
305 	310 	315 	320 

Asn Trp Glu Ser Asp Gln Pro Asp Asn Pro Ser Glu Glu Asn Cys Gly 
325 	330 	335 

Val Ile Arg Thr Glu Ser Ser Gly Gly Trp Gin Asn Arg Asp Cys Ser 
340 	345 	350 

Ile Ala Leu Pro Tyr Val Cys Lys Lys Lys Pro Asn Ala Thr Ala Glu 
355 	360 	365 

Pro Thr Pro Pro Asp Arg Trp Ala Asn Val Lys Val Glu Cys Glu Pro 
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370 	375 	380 

Ser Trp Gln Pro Phe Gln Gly His Cys Tyr Arg Leu Gln Ala Glu Lys 
385 	390 	395 	400 

Arg Ser Trp Gln Glu Ser Lys Lys Ala Cys Leu Arg Gly Gly Gly Asp 
405 	410 	415 

Leu Val Ser Ile His Ser Met Ala Glu Leu Glu Phe Ile Thr Lys Gln 
420 	425 	430 

Ile Lys Gln Glu Val Glu Glu Leu Trp Ile Gly Leu Asn Asp Leu Lys 
435 	440 	445 

Leu Gln Met Asn Phe Glu Trp Ser Asp Gly Ser Leu Val Ser Phe Thr 
450 	455 	460 

His Trp His Pro Phe Glu Pro Asn Asn Phe Arg Asp Ser Leu Glu Asp 
465 	470 	475 	480 

Cys Val Thr Ile Trp Gly Pro Glu Gly Arg Trp Asn. Asp Ser Pro Cys 
485 	490 	495 

Asn Gln Ser Leu Pro Ser Ile Cys Lys Lys Ala Gly Gln Leu Ser Gln 
500 	505 	510 

Gly Ala Ala Glu Glu Asp His Gly Cys Arg Lys Gly Trp Thr Trp His 
515 	520 	525 

Ser Pro Ser Cys Tyr Trp Leu Gly Glu Asp Gln Val Thr Tyr Ser Glu 
530 	535 	540 

Ala Arg Arg Leu Cys Thr Asp His Gly Ser Gln Leu Val Thr Ile Thr 
545 	550 	555 	560 

Asn Arg Phe Glu Gin Ala Phe Val Ser Ser Leu Ile Tyr Asn Trp Glu 
565 	570 	575 

Gly Glu Tyr Phe Trp Thr Ala Leu Gln Asp Leu Asn Ser Thr Gly Ser 
580 	585 	590 

Phe Phe Trp Leu Ser Gly Asp Glu Val Met Tyr Thr His Trp Asn Arg 
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595 	600 	605 

Asp Gln Pro Gly Tyr Ser Arg Gly Gly Cys Val Ala Leu Ala Thr Gly 
610 	615 	620 

Ser Ala Met Gly Leu Trp Glu Val Lys Asn Cys Thr Ser Phe Arg Ala 
625 	630 	635 	640 

Arg Tyr Ile Cys Arg Gln Ser Leu Gly Thr Pro Val Thr Pro Glu Leu 
645 	650 	655 

Pro Gly Pro Asp Pro Thr Pro Ser Leu Thr Gly Ser Cys Pro Gln Gly 
660 	665 	670 

Trp Ala Ser Asp Thr Lys Leu Arg Tyr Cys Tyr Lys Val Phe Ser Ser 
675 	680 	685 

Glu Arg Leu Gln Asp Lys Lys Ser Trp Val GIn Ala Gln Gly Ala Cys 
690 	695 	700 

Gln Glu Leu Gly Ala Gln Leu Leu Ser Leu Ala Ser Tyr Glu Glu Glu 
705 	710 	715 	720 

His Phe Val Ala Asn Met Leu Asn Lys Ile Phe Gly Glu Ser Glu Pro 
725 	730 	735 

Glu Ile His Glu Gln His Trp Phe Trp Ile Gly Leu Asn Arg Arg Asp 
740 	745 	750 

Pro Arg Gly Gly Gln Ser Trp Arg Trp Ser Asp Gly Val Gly Phe Ser 
755 	760 	765 

Tyr His Asn Phe Asp Arg Ser Arg His Asp Asp Asp Asp Ile Arg Gly 
770 	775 	780 

Cys Ala Val Leu Asp Leu Ala Ser Leu Gln Trp Val Ala Met Gln Cys 
785 	790 	795 	800 

Asp Thr Gln Leu Asp Trp Ile Cys Lys Ile Pro Arg Gly Thr Asp Val 
805 	810 	815 

Arg Glu Pro Asp Asp Ser Pro Gln Gly Arg Arg Glu Trp Leu Arg Phe 
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820 	825 	830 

Gln Glu Ala Glu Tyr Lys Phe Phe Glu His His Ser Thr Trp Ala Gln 
835 	840 	845 

Ala Gln Arg Ile Cys Thr Trp Phe Gin Ala Glu Leu Thr Ser Val His 
850 	855 	860 

Ser Gln Ala Glu Leu Asp Phe Leu Ser His Asn Leu Gin Lys Phe Ser 
865 	870 	875 	880 

Arg Ala Gln Glu Gln His Trp Trp Ile Gly Leu His Thr Ser Glu Ser 
885 	890 	895 

Asp Gly Arg Phe Arg Trp Thr Asp Gly Ser Ile Ile Asn Phe Ile Ser 
900 	905 	910 

Trp Ala Pro Gly Lys Pro Arg Pro Val Gly Lys Asp Lys Lys Cys Val 
915 	920 	925 

Tyr Met Thr Ala Ser Arg Glu Asp Trp Gly Asp Gin Arg Cys Leu Thr 
930 	935 	940 

Ala Leu Pro Tyr Ile Cys Lys Arg Ser Asn Val Thr Lys Glu Thr Gin 
945 	950 	955 	960 

Pro Pro Asp Leu Pro Thr Thr Ala Leu Gly Gly Cys Pro Ser Asp Trp 
965 	970 	975 

Ile Gln Phe Leu Asn Lys Cys Phe Gln Val Gln Gly Gin Glu Pro Gln 
980 	985 	990 

Ser Arg Val Lys Trp Ser Glu Ala Gin Phe Ser Cys Glu Gin GIn Glu 
995 	1000 	1005 

Ala Gln Leu Val Thr Ile Thr Asn Pro Leu Glu Gin Ala Phe Ile 
1010 	1015 	1020 

Thr Ala Ser Leu Pro Asn Val Thr Phe Asp Leu Trp Ile Gly Leu 
1025 	1030 	1035 

His Ala Ser Gin Arg Asp Phe Gln Trp Val Glu Gln Glu Pro Leu 
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1040 1045 1050 

Met Tyr Ala Asn Trp Ala Pro Gly Glu Pro Ser Gly Pro Ser Pro 
1055 1060 1065 

Ala Pro Ser Gly Asn Lys Pro Thr Ser Cys Ala Val Val Leu His 
1070 1075 1080 

Ser Pro Ser Ala His Phe Thr Gly Arg Trp Asp Asp Arg Ser Cys 
1085 1090 1095 

Thr Glu Glu Thr His Gly Phe Ile Cys Gln Lys Gly Thr Asp Pro 
1100 1105 1110 

Ser Leu Ser Pro Ser Pro Ala Ala Leu Pro Pro Ala Pro Gly Thr 
1115 1120 1125 

Glu Leu Ser Tyr Leu Asn Gly Thr Phe Arg Leu Leu Gln Lys Pro 
1130 1135 1140 

Leu Arg Trp His Asp Ala Leu Leu Leu Cys Glu Ser Arg Asn Ala 
1145 1150 1155 

Ser Leu Ala Tyr Val Pro Asp Pro Tyr Thr Gln Ala Phe Leu Thr 
1160 1165 1170 

Gln Ala Ala Arg Gly Leu Arg Thr Pro Leu Trp Ile Gly Leu Ala 
1175 1180 1185 

Gly Glu Glu Gly Ser Arg Arg Tyr Ser Trp Val Ser Glu Glu Pro 
1190 1195 1200 

Leu Asn Tyr Val Gly Trp Gin Asp Gly Glu Pro Gln Gin Pro Gly 
1205 1210 1215 

Gly Cys Thr Tyr Val Asp Val Asp Gly Ala Trp Arg Thr Thr Ser 
1220 1225 1230 

Cys Asp Thr Lys Leu Gln Gly Ala Val Cys Gly Val Ser Ser Gly 
1235 1240 1245 

Pro Pro Pro Pro Arg Arg Ile Ser Tyr His Gly Ser Cys Pro Gin 
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1250 1255 1260 

Gly Leu Ala Asp Ser Ala Trp Ile Pro Phe Arg Glu His Cys Tyr 
1265 1270 1275 

Ser Phe His Met Glu Leu Leu Leu Gly His Lys Glu Ala Arg Gln 
1280 1285 1290 

Arg Cys Gln Arg Ala Gly Gly Ala Val Leu Ser Ile Leu Asp Glu 
1295 1300 1305 

Met Glu Asn Val Phe Val Trp Glu His Leu Gln Ser Tyr Glu Gly 
1310 1315 1320 

GIn Ser Arg Gly Ala Trp Leu Gly Met Asn Phe Asn Pro Lys Gly 
1325 1330 1335 

Gly Thr Leu Val Trp Gln Asp Asn Thr Ala Val Asn Tyr Ser Asn 
1340 1345 1350 

Trp Gly Pro Pro Gly Leu Gly Pro Ser Met Leu Ser His Asn Ser 
1355 1360 1365 

Cys Tyr Trp Ile Gln Ser Asn Ser Gly Leu Trp Arg Pro Gly Ala 
1370 1375 1380 

Cys Thr Asn Ile Thr Met Gly Val Val Cys Lys Leu Pro Arg Ala 
1385 1390 1395 

Glu GIn Ser Ser Phe Ser Pro Ser Ala Leu Pro Glu Asn Pro Ala 
1400 1405 1410 

Ala Leu Val Val Val Leu Met Ala Val Leu Leu Leu Leu Ala Leu 
1415 1420 1425 

Leu Thr Ala Ala Leu Ile Leu Tyr Arg Arg Arg Gln Ser Ile Glu 
1430 1435 1440 

Arg Gly Ala Phe Glu Gly Ala Arg Tyr Ser Arg Ser Ser Ser Ser 
1445 1450 1455 

Pro Thr Glu Ala Thr Glu Lys Asn Ile Leu Val Ser Asp Met Glu 
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1460 	1465 	1470 

Met Asn Glu Gln Gin Glu 
1475 

<210> 3 
<211> 1593 
<212> DNA 
<213> ARTIFICIAL 

<220> 
<223> Extracellular domain of human END0180 (amino acids 1-522) cloned 

within FLAG sequence 

<400> 3 
atggggcccg gccggccggc ccccgcgccc tggcctcgtc acctgctgcg ctgcgtcctg 	60 

ctcctcgggt gcctgcacct cggccgtccc ggcgcccctg gggacgccgc cctcccggaa 	120 

cccaacgtct tcctcatctt cagccatgga ctgcagggct gcctggaggc ccagggcggg 	180 

caggtcagag tcaccccggc ttgcaatacc agcctccctg cccagcgctg gaagtgggtc 	240 

tcccgaaacc ggctattcaa cctgggtacc atgcagtgcc tgggcacagg ctggccaggc 	300 

accaacacca cggcctccct gggcatgtat gagtgtgacc gggaagcact gaatcttcgc 	360 

tggcattgtc gtacactggg tgaccagctg tccttgctcc tgggggcccg caccagcaac 	420 

atatccaagc ctggcaccct tgagcgtggt gaccagaccc gcagtggcca gtggcgcatc 	480 

tacggcagcg aggaggacct atgtgctctg ccctaccacg aggtctacac catccaggga 	540 

aactcccacg gaaagccgtg caccatcccc ttcaaatatg acaaccagtg gttccacggc 	600 

tgcaccagca cgggccgcga ggatggtcac ctgtggtgtg ccaccaccca ggactacggc 	660 

aaagacgagc gctggggctt ctgccccatc aagagtaacg actgcgagac cttctgggac 	720 

aaggaccagc tgactgacag ctgctaccag tttaacttcc agtccacgct gtcgtggagg 	780 

gaggcctggg ccagctgcga gcagcagggt gcggatctgc tgagcatcac ggagatccac 	840 

gagcagacct acatcaacgg cctcctcact gggtacagct ccaccctgtg gatcggcttg 	900 

aatgacttgg acacgagcgg aggctggcag tggtcggaca actcgcccct caagtacctc 	960 

aactgggaga gtgaccagcc ggacaacccc agtgaggaga actgtggagt gatccgcact 1020 

gagtcctcgg gcggctggca gaaccgtgac tgcagcatcg cgctgcccta tgtgtgcaag 	1080 

aagaagccca acgccacggc cgagcccacc cctccagaca ggtgggccaa tgtgaaggtg 	1140 

gagtgcgagc cgagctggca gcccttccag ggccactgct accgcctgca ggccgagaag 	1200 
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cgcagctggc aggagtccaa gaaggcatgt ctacggggcg gtggcgacct ggtcagcatc 	1260 

cacagcatgg cggagctgga attcatcacc aagcagatca agcaagaggt ggaggagctg 	1320 

tggatcggcc tcaacgattt gaaactgcag atgaattttg agtggtctga cgggagcctt 	1380 

gtgagcttca cccactggca cccctttgag cccaacaact tccgggacag tctggaggac 	1440 

tgtgtcacca tctggggccc ggaaggccgc tggaacgaca gtccctgtaa ccagtccttg 	1500 

ccatccatct gcaagaaggc aggccagctg agccaggggg ccgccgagga ggaccatggc 1560 

tgccgggatt acaaggacga cgacgataag tga 	 1593 

<210> 4 
<211> 530 
<212> PRT 
<213> ARTIFICIAL 

<220> 
<223> Polypeptide encoded by SEQ ID NO:3 

<400> 4 

Met Gly Pro Gly Arg Pro Ala Pro Ala Pro Trp Pro Arg His Leu Leu 
1 	5 	10 	15 

Arg Cys Val Leu Leu Leu Gly Cys Leu His Leu Gly Arg Pro Gly Ala 
20 	25 	30 

Pro Gly Asp Ala Ala Leu Pro Glu Pro Asn Val Phe Leu Ile Phe Ser 
35 	40 	45 

His Gly Leu Gln Gly Cys Leu Glu Ala Gln Gly Gly GIn Val Arg Val 
50 	55 	60 

Thr Pro Ala Cys Asn Thr Ser Leu Pro Ala Gln Arg Trp Lys Trp Val 
65 	70 	75 	80 

Ser Arg Asn Arg Leu Phe Asn Leu Gly Thr Met GIn Cys Leu Gly Thr 
85 	90 	95 

Gly Trp Pro Gly Thr Asn Thr Thr Ala Ser Leu Gly Met Tyr Glu Cys 
100 	105 	110 

Asp Arg Glu Ala Leu Asn Leu Arg Trp His Cys Arg Thr Leu Gly Asp 
115 	120 	125 
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Gln Leu Ser Leu Leu Leu Gly Ala Arg Thr Ser Asn Ile Ser Lys Pro 
130 	135 	140 

Gly Thr Leu Glu Arg Gly Asp Gln Thr Arg Ser Gly Gln Trp Arg Ile 
145 	150 	155 	160 

Tyr Gly Ser Glu Glu Asp. Leu Cys Ala Leu Pro Tyr His Glu Val Tyr 
165 	170 	175 

Thr Ile Gin Gly Asn Ser His Gly Lys Pro Cys Thr Ile Pro Phe Lys 
180 	185 	190 

Tyr Asp Asn GIn Trp Phe His Gly Cys Thr Ser Thr Gly Arg Glu Asp 
195 	200 	205 

Gly His Leu Trp Cys Ala Thr Thr Gln Asp Tyr Gly Lys Asp Glu Arg 
210 	215 	220 

Trp Gly Phe Cys Pro Ile Lys Ser Asn Asp Cys Glu Thr Phe Trp Asp 
225 	230 	235 	240 

Lys Asp GIn Leu Thr Asp Ser Cys Tyr Gin Phe Asn Phe Gln Ser Thr 
245 	250 	255 

Leu Ser Trp Arg Glu Ala Trp Ala Ser Cys Glu GIn GIn Gly Ala Asp 
260 	265 	270 

Leu Leu Ser Ile Thr Glu Ile His Glu Gln Thr Tyr Ile Asn Gly Leu 
275 	280 	285 

Leu Thr Gly Tyr Ser Ser Thr Leu Trp Ile Gly Leu Asn Asp Leu Asp 
290 	295 	300 

Thr Ser Gly Gly Trp GIn Trp Ser Asp Asn Ser Pro Leu Lys Tyr Leu 
305 	310 	315 	320 

Asn Trp Glu Ser Asp GIn Pro Asp Asn Pro Ser Glu Glu Asn Cys Gly 
325 	330 	335 

Val Ile Arg Thr Glu Ser Ser Gly Gly Trp Gln Asn Arg Asp Cys Ser 
340 	345 	350 
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Ile Ala Leu Pro Tyr Val Cys Lys Lys Lys Pro Asn Ala Thr Ala Glu 
355 	360 	365 

Pro Thr Pro Pro Asp Arg Trp Ala Asn Val Lys Val Glu Cys Glu Pro 
370 	375 	380 

Ser Trp Gln Pro Phe Gln Gly His Cys Tyr Arg Leu Gln Ala Glu Lys 
385 	390 	395 	400 

Arg Ser Trp Gln Glu Ser Lys Lys Ala Cys Leu Arg Gly Gly Gly Asp 
405 	410 	415 

Leu Val Ser Ile His Ser Met Ala Glu Leu Glu Phe Ile Thr Lys Gln 
420 	425 	430 

Ile Lys Gln Glu Val Glu Glu Leu Trp Ile Gly Leu Asn Asp Leu Lys 
435 	440 	445 

Leu Gln Met Asn Phe Glu Trp Ser Asp Gly Ser Leu Val Ser Phe Thr 
450 	455 	460 

His Trp His Pro Phe Glu Pro Asn Asn Phe Arg Asp Ser Leu Glu Asp 
465 	470 	475 	480 

Cys Val Thr Ile Trp Gly Pro Glu Gly Arg Trp Asn Asp Ser Pro Cys 
485 	490 	495 

Asn Gln Ser Leu Pro Ser Ile Cys Lys Lys Ala Gly Gln Leu Ser Gln 
500 	505 	510 

Gly Ala Ala Glu Glu Asp His Gly Cys Arg Asp Tyr Lys Asp Asp Asp 
515 	520 	525 

Asp Lys 
530 

<210> 5 
<211> 1127 
<212> DNA 
<213> ARTIFICIAL 

<220> 

Page 15 



230-PCT1_SEQLISTING.ST25.txt 
<223> Polynucleotide seq of anti-END0180 scFv clone G7V 

<400> 5 
taatgtgagt tagctactct taggcacccc aggctttaca ctttatgctt ccggctcgta 	60 

tgttgtgtgg aattgtgagc ggataacaat ttcacacagg aaacagctat gaccatgatt 	120 

acgccaagct tgccaaattc tatttcaagg agacagtcat aatgaaatac ctattgccta 	180 

cggcagccgc tggattgtta ttactcgcag caagcggcgc gcatgcccag gtgcagctgg 	240 

tgcagtctgg gggaggcctg gtcaagcctg gggggtccct gagactctcc tgtgcagcct 	300 

ctggattcac cttcagtagc tatagcatga actgggtccg ccaggctcca gggaaggggc 	360 

tggagtgggt ggccaacata aagccagatg gaagtgagag acactctgtg gactctgtga 	420 

agggccgatt caccatctcc agagacaact ccaagaactc actgtatctg caaatgaaca 	480 

gcctgagagc cgaggacacg gctgtttatt actgtgcgcg acccggggct gggcgacttg 	540 

actactgggg ccagggcacc ctggtcaccg tctcctcagg tggaggcggt tcaggcggag 	600 

gtggctctgg cggtggcgga tcgaatttta tgctgactca ggacgctgct gtgtctgtgg 	660 

ccttgggaca gacagtcagg atcacatgcc aaggagacag cctcagaagc tattatgcaa 	720 

gctggtacca acagaagcca ggacaggccc ctgtacttgt cgtctatggt aaaaacaacc 	780 

gaccctcagg gatcccagac cgattctctg gctccagctc aggaaacaca gcttccttga 	840 

ccatcactgg ggctcaggcg gaagatgagg ctgactatta ctgtaactcc cgggacagca 	900 

gtggtaaccc ctgggcgttc ggcggaggga ccaaggtgac cgtcctagct agcggcaaac 	960 

caatcccaaa cccactgctg ggcctggata gtactcacca tcaccatcac cattaggcgg 	1020 

ccgctactgt tgaaagttgt ttagcaaaac ctcatacaga aaattcattt actaacgtct 	1080 

ggaaagacga caaaacttta gatcgttacg ctaactatga gggcttg 	1127 

<210> 6 
<211> 284 
<212> PRT 
<213> ARTIFICIAL 

<220> 
<223> Polypeptide encoded by SEQ ID NO:5 

<400> 6 

Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 
1 	5 	10 	15 
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Ala Ser Gly Ala His Ala Gln Val Gln Leu Val GIn Ser Gly Gly Gly 

20 	25 	30 

Leu Val Lys Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly 
35 	40 	45 

Phe Thr Phe Ser Ser Tyr Ser Met Asn Trp Val Arg Gln Ala Pro Gly 
50 	55 	60 

Lys Gly Leu Glu Trp Val Ala Asn Ile Lys Pro Asp Gly Ser Glu Arg 
65 	70 	75 	80 

His Ser Val Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn 
85 	90 	95 

Ser Lys Asn Ser Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp 
100 	105 	110 

Thr Ala Val Tyr Tyr Cys Ala Arg Pro Gly Ala Gly Arg Leu Asp Tyr 
115 	120 	125 

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser 
130 	135 	140 

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asn Phe Met Leu Thr Gln 
145 	150 	155 	160 

Asp Ala Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr Cys 
165 	170 	175 

GIn Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln GIn Lys 
180 	185 	190 

Pro Gly Gln Ala Pro Val Leu Val Val Tyr Gly Lys Asn Asn Arg Pro 
195 	200 	205 

Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr Ala 
210 	215 	220 

Ser Leu Thr Ile Thr Gly Ala Gin Ala Glu Asp Glu Ala Asp Tyr Tyr 
225 	230 	235 	240 

Page 17 



230-PCT1 SEQLISTING.ST25.txt 
Cys Asn Ser Arg Asp Ser Ser Gly Asn Pro Trp Ala PheGly Gly Gly 

245 	250 	255 

Thr Lys Val Thr Val Leu Ala Ser Gly Lys Pro Ile Pro Asn Pro Leu 
260 	265 	270 

Leu Gly Leu Asp Ser Thr His His His His His His 
275 	280 

<210> 7 
<211> 12 
<212> PRT 
<213> ARTIFICIAL 

<220> 
<223> CDR domain 

<400> 7 

Cys Ala Arg Pro Gly Ala Gly Arg Leu Asp Tyr Trp 
1 	5 	10 

<210> 8 
<211> 13 
<212> PRT 
<213> ARTIFICIAL 

<220> 
<223> CDR domain 

<400> 8 

Cys Asn Ser Arg Asp Ser Ser Gly Asn Pro Trp Ala Phe 
1 	5 	10 

<210> 9 
<211> 19 
<212> RNA 
<213> ARTIFICIAL 

<220> 
<223> Chemically synthesized 

<400> 9 
gccacaacgu cuauaucau 	 19 

<210> 10 
<211> 19 
<212> RNA 
<213> ARTIFICIAL 
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<220> 
<223> Chemically synthesized 

<400> 10 
augauauaga cguuguggc 19 

<210> 11 
<211> 18 
<212> RNA 
<213> ARTIFICIAL 

<220> 
<223> Chemically synthesized 

<400> 11 
gugcaaagug guauccua 18 

<210> 12 
<211> 19 
<212> RNA 
<213> ARTIFICIAL 

<220> 
<223> Chemically synthesized 

<400> 12 
uaggauacca cuuugcacg 19 
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