230-PCT1_SEQLISTING.ST25.txt
SEQUENCE LISTING '

<110> QBI Enterprises, Ltd.
Ramot at Tel-Aviv University Ltd.
FEINSTEIN, Elena
PEER, Dan

<120> ENDO180-TARGETED PARTICLES FOR SELECTIVE DELIVERY OF THERAPEUTIC
AND DIAGNOSTIC AGENTS :

<130> 230/PCT1

<150> US 61/582373
<151> 2012-01-01

<160> 12

<170> Patentln version 3.3
<210> 1

<211> 5983

<212> RNA

<213> Homo_sapiens
<300>

<308> NM_006039.3
<309> 2011-12-17

<313> (1)..(5983)

<400> 1
gaaggcgagg cggggagaga cugggaaaca gagcagcaag agaaagggceg cacgeugggg 60

uccuccugga cccggegugu CCUCCUCUCC gecaccceuu UCUCUCCCUC ccgacgeucy 120
agccccagac cCgegecuce UCCCCUUCCC CUCCcacgcu geccacuuce cuuccccucu 180
acceceucgaa CCCUGCUCCE CgguUUCUgey CUCCUCCCUC CgCCCUceeu cecgeceggge 240
UGCCUCCUCC CUCCUCCUCC ccgggaggca ucacuucguc ccgacécgga ggaggacgcg 300
agcceccuuge gggeggucau cacageccag ccucggggeu gecacagege guugegecug 360
ugcgceccucg guccecegegu ccacugageg ccgegeucgg ggauggggec cggeecggeeg 420
gceeceecgege ccuggecucg ucaccugeug cgecugeguce ugcuccucgg gugecugecac 480
cucggccguc €Cggegeeee uggggacgcee geccuccegg aacccaacgu cuuccucauc 540
uucagccaug gacugcaggg cugccuggag geccagggeg ggecaggucag agucaccceg 600
gcuugcaaua ccagecucce ugeccagege uggaaguggg ucucccgaaa ccggcuauuc 660
aaccugggua ccaugcagug ccugggcaca ggcuggecag gcaccaacac cacggecuce 720

cugggcaugu augaguguga ccgggaagca cugaaucuuc gecuggcauug ucguacacug 780
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230-PCTH1 _SEQLISTING.ST25.txt
aguaugcggce ccauccuggu gcgacagcgu gggacaaugu gaacauggac ucgaagacau 5880

ggcccuuucu cuguaguuga uuuuuuaaau gugccauuau uguuuuuaaa aaaaaaggaa 5940
aaaagaaaag caaacaaaua aaacaccuuu aagaggcuug aaa 5983
<210> 2

<211> 1479

<212> PRT _

<213> Homo_sapiens

<300>

<308> NP_006030.2

<309> 2012-11-17

<313> (1)..(1479)

<400> 2

Met Gly Pro Gly Arg Pro Ala Pro Ala Pro Trp Pro Arg His Leu Leu
1 5 10 15

Arg Cys Val Leu Leu Leu Gly Cys Leu His Leu Gly Arg Pro Gly Ala
20 25 30

Pro Gly Asp Ala Ala Leu Pro Glu Pro Asn Val Phe Leu lle Phe Ser
35 40 45

His Gly Leu GIn Gly Cys Leu GIu Ala GiIn Gly Gly GIn Val Arg Val
50 55

Thr Pro Ala Cys Asn Thr Ser Leu Pro Ala GIn Arg Trp Lys Trp Val
65 70 75 80

Ser Arg Asn Arg Leu Phe Asn Leu Gly Thr Met GIn Cys Leu Gly Thr
85 90 95

Gly Trp Pro Gly Thr Asn Thr Thr Ala Ser Leu Gly Met Tyr Glu Cys
100 105 110

Asp Arg Glu Ala Leu Asn Leu Arg Trp His Cys Arg Thr Leu Gly Asp
115 120 125

GIn Leu Ser Leu Leu Leu Gly Ala Arg Thr Ser Asn lle Ser Lys Pro
130 135 140

Gly Thr Leu Glu Arg Gly Asp GIn Thr Arg Ser Gly Gin Trp Arg lle
Page 5



230-PCT1_SEQLISTING.ST25.ixt
145 150 155 160

Tyr G|y Ser Glu Glu Asp Leu Cys Ala Leu Pro Tyr His Glu Val Tyr
165 170 - 175

Thr Ilé GIn Gly Asn Ser His Gly Lys Pro Cys Thr lle Pro Phe Lys
180 185 ’ 190

Tyr Asp Asn GIn Trp Phe His Gly Cys Thr Ser Thr Gly Arg Glu Asp
195 200 205

Gly His Leu Trp Cys Ala Thr Thr GIn Asp Tyr Gly Lys Asp Glu Arg
210 215 220

Trp Gly Phe Cys Pro lle Lys Ser Asn Asp Cys Giu Thr Phe Trp Asp
225 230 235 240

Lys Asp GIn Leu Thr Asp Ser Cys Tyr Gin Phe Asn Phe Gin Ser Thr
245 250 255

Leu Ser Trp Arg Giu Ala Trp Ala Ser Cys Glu Gin GIn Gly Ala Asp
260 265 270

Leu Leu Ser lle Thr Glu lle His Glu GIn Thr Tyr lle Asn Gly Leu
275 280 285

Leu Thr Gly Tyr Ser Ser Thr Leu Trp lle Gly Leu Asn Asp Leu Asp
290 295 300

Thr Ser Gly Gly Trp GIin Trp Ser Asp Asn Ser Pro Leu Lys Tyr Leu
305 310 315 320

Asn Trp Glu Ser Asp GIn Pro Asp Asn Pro Ser Glu Glu Asn Cys Gly
325 330 335

Val lle Arg Thr Glu Ser Ser Gly Gly Trp GIn Asn Arg Asp Cys Ser
340 345

lle Ala Leu Pro Tyr Val Cys Lys Lys Lys Pro Asn Ala Thr Ala Glu
355 360 365

Pro Thr Pro Pro Asp Arg Trp Ala Asn Val Lys Val Glu Cys Glu Pro
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230-PCT1_SEQLISTING.ST25.ixt
370 375 380

‘Ser Trp GIn Pro Phe Gin Gly His Cys Tyr Arg Leu GIn Ala Glu Lys
385 390 - 395 400

Arg Ser Trp GIn Glu Ser Lys Lys Ala Cys Leu Arg Gly Gly Gly Asp
405 . 410 415

Leu Val Ser lle His Ser Met Ala Glu Leu Glu Phe lle Thr Lys Gin
420 425 430

ile Lys GIn Glu Val Glu Glu Leu Trp lle Gly Leu Asn Asp Leu Lys
435 440 445

Leu GIn Met Asn Phe Glu Trp Ser Asp Gly Ser Leu Val Ser Phe Thr
450 455 460

His Trp His Pro Phe Glu Pro Asn Asn Phe Arg Asp Ser Leu Glu Asp
465 470 475 480

Cys Val Thr lle Trp Gly Pro Glu Gly Arg Trp Asn Asp Ser Pro Cys
485 490 495

Asn GIn Ser Leu Pro Ser lle Cys Lys Lys Ala Gly GIn Leu Ser GIn
500 505 510

Gly Ala Ala Glu Glu Asp His Gly Cys Arg Lys Gly Trp Thr Trp His
515 520 525

Ser Pro Ser Cys Tyr Trp Leu Gly Glu Asp Gin Val Thr Tyr Ser Glu
530 535 540

Ala Arg Arg Leu Cys Thr Asp His Gly Ser GIn Leu Val Thr lle Thr
545 550 555 560

Asn Arg Phe Glu Gin Ala Phe Val Ser Ser Leu lle Tyr Asn Trp Glu
565 570 575

Gly Glu Tyr Phe Trp Thr Ala Leu GIn Asp Leu Asn Ser Thr Gly Ser
580 585 590

Phe Phe Trp Leu Ser Gly Asp Glu Val Met Tyr Thr His Trp Asn Arg
Page 7



230-PCT1_SEQLISTING.ST25.txt
595 600 605

Asp Gin Pro Gly Tyr Ser Arg Gly Gly Cys Val Ala Leu Ala Thr Gly
610 615 620

Ser Ala Met Gly Leu Trp Glu Val Lys Asn Cys Thr Ser Phe Arg Ala:
625 630 ' 635 640

Arg Tyr lle Cys Arg GIn Ser Leu Gly Thr Pro Val Thr Pro Glu Leu
645 650 655

Pro Gly Pro Asp Pro Thr Pro Ser Leu Thr Gly Ser Cys Pro Gin Gly
660 665 670

Trp Ala Ser Asp Thr Lys Leu Arg Tyr Cys Tyr Lys Val Phe Ser Ser
675 680 685

Glu Arg Leu GIn Asp Lys Lys Ser Trp Val Gin Ala Gin Gly Ala Cys
690 695 700

GIn Glu Leu Gly Ala GiIn Leu Leu Ser Leu Ala Ser Tyr Glu Glu Glu
705 710 715 720

His Phe Val Ala Asn Met Leu Asn Lys lle Phe Gly Glu Ser Glu Pro
725 730 735

Glu lle His Glu GIn His Trp Phe Trp lle Gly Leu Asn Arg Arg Asp
740 745 750

Pro Arg Gly Gly GIn Ser Trp Arg Trp Ser Asp Gly Val Gly Phe Ser
: 755 760 765

Tyr His Asn Phe Asp Arg Ser Arg His Asp Asp Asp Asp lle Arg Gly
770 775 780

Cys Ala Val Leu Asp Leu Ala Ser Leu GIn Trp Val Ala Met Gin Cys
785 790 795 800

Asp Thr GIn Leu Asp Trp lle Cys Lys lle Pro Arg Gly Thr Asp Val
805 810 815

Arg Glu Pro Asp Asp Ser Pro GIn Gly Arg Arg Glu Trp Leu Arg Phe
Page 8



' 230-PCT1_SEQLISTING.ST25.txt
820 825 830

GIn Glu Ala Glu Tyr Lys Phe Phe Glu His His Ser Thr Trp Ala Gin
835 - 840 845 » '

Ala GIn Arg lle Cys Thr Trp Phe GIn Ala Glu Leu Thr Ser Val His
850 855 860 ‘

Ser GIn Ala Glu Leu Asp Phe Leu Ser His Asn Leu GIn Lys Phe Ser
865 870 : 875 880

Arg Ala GIn Glu GIn His Trp Trp lle Gly Leu His Thr Ser Glu Ser
885 890 895

Asp Gly Arg Phe Arg Trp Thr Asp Gly Ser lle lle Asn Phe lle Ser
900 905 910

Trp Ala Pro Gly Lys Pro Arg Pro Val Gly Lys Asp Lys Lys Cys Val
915 920 925

Tyr Met Thr Ala Ser Arg Glu Asp Trp Gly Asp GIn Arg Cys Leu Thr
930 935 940

Ala Leu Pro Tyr lle Cys Lys Arg Ser Asn Val Thr Lys Glu Thr Gin
945 950 955 960

Pro Pro Asp Leu Pro Thr Thr Ala Leu Gly Gly Cys Pro Ser Asp Trp
965 970 975

lle GIn Phe Leu Asn Lys Cys Phe Gin Val Gln Gly GIn Glu Pro Gin
980 985 990

Ser Arg Val Lys Trp Ser Glu Ala GIn Phe Ser Cys Glu Gin Gin Glu
995 1000 1005

Ala GIn Leu Val Thr lle Thr Asn Pro Leu Glu GIn Ala Phe lle
1010 1015 1020

Thr Ala Ser Leu Pro Asn Val Thr Phe Asp Leu Trp lle Gly Leu
1025 1030 1035

His Ala Ser Gin Arg Asp Phe GIn Trp Val Glu GIn Glu Pro Leu
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230-PCT1_SEQLISTING.ST25.txt -
1040 = 1045 1050 v

Met Tyr Ala Asn Trp Ala Pro Gly Glu Pro Ser Gly Pro Ser Pro
1055 1060 1065 o

Ala Pro Ser Gly Asnb Lys Pro Thr Ser Cys Ala Val Val Leu His
1070 ‘ 1075 1080

~ Ser Pro Ser Ala His Phe Thr Gly Arg Trp Aép Asp Arg Ser Cys
1085 1090 1095

Thr Glu Glu Thr His Gly Phe lle Cys GIn Lys Gly Thr Asp Pro
1100 1105 1110

Ser Leu Ser Pro Ser Pro Ala Ala Leu Pro Pro Ala Pro Gly Thr
1115 1120 1125

Glu Leu Ser Tyr Leu Asn Gly Thr Phe Arg Leu Leu Gin Lys Pro
1130 1135 1140

Leu Arg Trp His Asp Ala Leu Leu Leu Cys Glu Ser Arg Asn Ala
1145 1150 1155

Ser Leu Ala Tyr Val Pro Asp Pro Tyr Thr GIn Ala Phe Leu Thr
1160 1165 1170

GIn Ala Ala Arg Gly Leu Arg Thr Pro Leu Trp lle Gly Leu Ala
1175 1180 1185

Gly Glu Glu Gly Ser Arg Arg Tyr Ser Trp Val Ser Glu Glu Pro
1190 1195 1200

Leu Asn Tyr Val Gly Trp Gin Asp Gly Glu Pro Gin Gin Pro Gly
1205 1210 1215

Gly Cys Thr Tyr Val Asp Val Asp Gly Ala Trp Arg Thr Thr Ser
1220 1225 1230

Cys Asp ThrLys Leu GIn Gly Ala Val Cys Gly Val Ser Ser Gly
1235 1240 1245

Pro Pro Pro Pro Arg Arg lle Ser Tyr His Gly Ser Cys Pro Gin
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_ . 230-PCT1_SEQLISTING.ST25.1xt
1250 1255 1260

"Gly Leu Aié Asp Ser Ala Trp lie Pro Phe Arg Glu His Cys Tyr '
1265 1270 1275

Ser Phe His Met Glu Leu Leu Leu Gly His Lys Glu Ala Arg GIn
1280 1285 1290

Arg Cys GIn Arg Ala Gly Gly Ala Val Leu Ser lle Leu Asp Glu
1295 1300 1305

Met Glu Asn Val Phe Val Trp Glu His Leu GIn Ser Tyr Glu Gly
1310 1315 1320

Gin Ser Arg Gly Ala Trp Leu Gly Met Asn Phe Asn Pro Lys Gly
1325 1330 1335

Gly Thr Leu Val Trp GIn Asp Asn Thr Ala Val Asn Tyr Ser Asn
1340 1345 1350

Trp Gly Pro Pro Gly Leu Gly Pro Ser Met Leu Ser His Asn Ser
1355 1360 1365

Cys Tyr Trp lle GIn Ser Asn Ser Gly Leu Trp Arg Pro Gly Ala
1370 1375 1380

Cys Thr Asn lle Thr Met Gly Val Val Cys Lys Leu Pro Arg Ala
1385 1390 - 1395

Glu GIn* Ser Ser Phe Ser Pro Ser Ala Leu Pro Glu Asn Pro Ala
1400 1405 1410

Ala Leu Val Val Val Leu Met Ala Val Leu Leu Leu Leu Ala Leu
1415 1420 1425

Leu Thr Ala Ala Leu lle Leu Tyr Arg Arg Arg Gin Ser lle Glu
1430 1435 1440

Arg Gly Ala Phe Glu Gly Ala Arg Tyr Ser Arg Ser Ser Ser Ser
1445 1450 1455

Pro Thr Glu'Ala Thr Glu Lys Asn lle Leu Val Ser Asp Met Glu
Page 11



230-PCT1_SEQLISTING.ST25.txt
1460 1465 1470

Met Asn Glu Gin GIn Glu
1475

<210> 3

<211> 1593

<212> DNA

<213> ARTIFICIAL

<220> v

<223> Extracellular domain of human ENDO180 (amino acids 1-522) cloned
within FLAG sequence

<400> 3
atggggcccg gecggeegge ceccegegecc tggectegte acctgetgeg ctgegtectg 60

ctcetegggt geetgeacct cggecgtece ggegeeccetg gggacgeege ceteccggaa 120
cccaacgtct tectecatcett cagecatgga ctgeagggcet gectggagge ccagggeggg 180
caggtcagag tcaccccgge ttgcaatace agecteectg cecagegetg gaagtgggte 240
tcccgaaacc ggctattcaa cetgggtace atgcagtgee tgggceacagg ctggecagge 300
accaacacca cggcctccct' gggcatgtat gagtgtgacc gggaagcact gaatcttcgc 360
tggcattgtc gtacactggg tgaccagcetg tecttgetee tgggggeccg caccagcaac 420
atatccaagc ctggcaccct tgagegtggt gaccagacce gcagtggeca gtggegcatc 480
tacggcagcg aggaggacct atgtgctctg ccctaccacg aggtctacac catccaggga 540
aactcccacg gaaagecgtg caccatcecc ttcaaatatg acaaccagtg gttccacgge 600
tgcaccagca cgggecgega ggatggtcac ctgtggtgtg ccaccaccca ggactacgge 660
aaagacgagc gctggggctt ctgccccate aagagtaacg actgcgagac cttctgggac 720
aaggaccagc tgactgacag ctgctaccag tttaacttcc agtccacgct gtcgtggagg 780
gaggcectggg ccagetgega geagecagggt geggatcetge tgagecatcac ggagatccac 840
gagcagacct acatcaacgg cctectcact gggtacagct ccaccetgtg gatcggettg 900
aatgacttgg acacgagcgg aggctggcag tggtcggaca actcgeccct caagtacctc 960
aactgggaga gtgaccagcc ggacaacccc agtgaggaga actgtggagt gatccgecact 1020
gagtcctcgg geggetggea gaaccgtgac tgcagcatcg cgotgeccta tgtgtgcaag 1080
aagaagccca acgecacgge cgageccace cotccagaca ggtgggecaa tgtgaaggty 1140
gagtgcgagc cgagctggca geccttccag ggccactgct accgectgca ggeccgagaag 1200
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230-PCT1_SEQLISTING.ST25.txt
cgcagetgge aggagtccaa gaaggceatgt ctacggggeyg gtggcgacct ggtcageate 1260
cacagcatgg cggagctgga attcatcacc aagcagatca agcaagaggt ggaggagetg 1320
tggatcggec tcaacgatit gaaactgcag atgaattitg agtggtctga cgggagectt 1380
gtgagcttca cccactggca cccectitgag cccaacaact tccgggacag tciggaggac 1440
-totgtcacca tetggggece ggaaggecge tggaacgaca gteectgtaa ccagtecttg 1500
ccatccatct gcaagaaggce aggccagcetyg agccaggggg ccgecgagga ggaccatgge 1560
tgccgggatt acaaggacga cgacgataag tga 1593
<210> 4
<211> 530
<212> PRT
<213> ARTIFICIAL

<220>
<223> Polypeptide encoded by SEQ ID NO:3

<400> 4

Met Gly Pro Gly Arg Pro Ala Pro Ala Pro Trp Pro Arg His Leu Leu
1 5 10 15

Arg Cys Val Leu Leu Leu Gly Cys Leu His Leu Gly Arg Pro Gly Ala
20 25 30

Pro Gly Asp Ala Ala Leu Pro Glu Pro Asn Val Phe Leu lle Phe Ser
35 40 45

His Gly Leu GIn Gly Cys Leu Glu Ala GIn Gly Gly GIn Val Arg Val
50 55 60

Thr Pro Ala Cys Asn Thr Ser Leu Pro Ala GIn Arg Trp Lys Trp Val
65 70 75 80

Ser Arg Asn Arg Leu Phe Asn Leu Gly Thr Met Gin Cys Leu Gly Thr
85 90 95

Gly Trp Pro Gly Thr Asn Thr Thr Ala Ser Leu Gly Met Tyr Glu Cys
100 105 110

Asp Arg Glu Ala Leu Asn Leu Arg Trp His Cys Arg Thr Leu Gly Asp
115 120 125
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GIn Leu Ser Leu Leu Leu Gly Ala Arg Thr Ser Asn:lle Ser Lys Pro
130 135 140

Gly Thr Leu Glu Arg Gly Asp GIn Thr Arg Ser Gly GIn Trp-Arg lle
145 150 155 160

Tyr Gly Ser Glu Glu Asp Leu Cys Ala Leu Pro Tyr His Glu Val Tyr
165 170 175

Thr lle GIn Gly Asn Ser His Gly Lys Pro Cys Thr lle Pro Phe Lys
180 185 190

Tyr Asp Asn GIn Trp Phe His Gly Cys Thr Ser Thr Gly Arg Glu Asp
195 200 205

Gly His Leu Trp Cys Ala Thr Thr GIn Asp Tyr Gly Lys Asp Giu Arg
210 215 220

Trp Gly Phe Cys Pro lle Lys Ser Asn Asp Cys Glu Thr Phe Trp Asp
225 230 235 240

Lys Asp GIn Leu Thr Asp Ser Cys Tyr GIn Phe Asn Phe GIn Ser Thr
245 250 255

Leu Ser Trp Arg Glu Ala Trp Ala Ser Cys Glu GIn GIn Gly Ala Asp
260 265 270

Leu Leu Ser lle Thr Glu lle His Glu Gin Thr Tyr lle Asn Gly Leu
275 280 285

Leu Thr Gly Tyr Ser Ser Thr Leu Trp lte Gly Leu Asn Asp Leu Asp
290 295 300

Thr Ser Gly Gly Trp GIn Trp Ser Asp Asn Ser Pro Leu Lys Tyr Leu
305 310 315 320

Asn Trp Glu Ser Asp GIn Pro Asp Asn Pro Ser Glu Glu Asn Cys Gly
325 330 335

Val lle Arg Thr Glu Ser Ser Gly Gly Trp Gln Asn Arg Asp Cys Ser
340 345 350
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lle Ala Leu Pro Tyr Val Cys Lys Lys Lys Pro Asn Ala Thr Ala Glu
355 360 365

Pro Thr Pro Pro Asp Arg Trp Ala Asn Val Lys Val Glu Cys Glu Pro
370 375 380

Ser Trp GIn Pro Phe GIn Gly His Cys Tyr Arg Leu Gin Ala Glu Lys
385 390 395 400

Arg Ser Trp GIn Glu Ser Lys Lys Ala Cys Leu Arg Gly Gly Gly Asp
405 410 415

Leu Val Ser lle His Ser Met Ala Glu Leu Glu Phe lle Thr Lys Gin
420 425 430

lle Lys GiIn Glu Val Glu Glu Leu Trp lle Gly Leu Asn Asp Leu Lys
435 440 445

Leu GIn Met Asn Phe Glu Trp Ser Asp Gly Ser Leu Val Ser Phe Thr
450 455 460

His Trp His Pro Phe Glu Pro Asn Asn Phe Arg Asp Ser Leu Glu Asp
465 470 475 480

Cys Val Thr lle Trp Gly Pro Glu Gly Arg Trp Asn Asp Ser Pro Cys
485 490 495

Asn GIn Ser Leu Pro Ser lle Cys Lys Lys Ala Gly GIn Leu Ser GIn
500 505 510

Gly Ala Ala Glu Glu Asp His Gly Cys Arg Asp Tyr Lys Asp Asp Asp
515 520 525

Asp Lys
530

<210> 5

<211> 1127
<212> DNA
<213> ARTIFICIAL

<220>
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<223> Polynucleotide seq of anti-ENDO180 scFv clone G7V

<400> 5
taatgtgagt tagctactct taggcacccc aggctttaca ctttatgett ccggetegta 60

tottgtgtgg aattgtgagc ggataacaat ttcacacagg aaacagctat gaccatgatt 120

" acgccaagct tgccaaattc tatttcaagg agacagtcat aatgaaatac ctattgccta 180
cggcagccgc tggattgtta ttactcgcég caagcggcegce geatgeccag gtgcagetgg 240
tgcagtctgg gggaggectg gtcaagectg gggggteect gagactctee tgtgcagect 300
ctggattcac cttcagtagc tatagcatga actgggtccg ccaggcticca gggaagggge 360
tggagtgggt ggccaacata aagccagatg gaagtgagag acactctgtg gactctgtga 420
agggccgatt caccatctcc agagacaact ccaagaactc actgtatctg caaatgaaca 480
gcctgagage cgaggacacg getgtttatt actgtgcgeg accecgggget gggegacttg 540
actactgggg ccagggcacc ctggtcaccg tctcctcagg tggaggeggt tcaggcggag 600
gtggctetgg cagtggegga tegaatttta tgctgactca ggacgetgcet gtgtetgtgg 660
ccttgggaca gacagtcagg atcacatgcc aaggagacag cctcagaagc tattatgcaa 720
gctggtacca acagaagceca ggacaggecc ctgtacttgt cgtctatggt aaaaacaacc 780
gaccctcagg gatcccagac cgattctctg getccagetc aggaaacaca gettecttga 840
ccatcéctgg ggctcaggeg gaagatgagg ctgactatta ctgtaactcc cgggacagca 900
gtggtaacce ctgggegttc ggeggaggga ccaaggtgac cgtcctaget agcggcaaac 960
caatcccaaa cccactgetg ggectggata gtactcacca tcaccatcac cattaggegg 1020
ccgctactgt tgaaagttgt ttagcaaaac ctcatacaga aaattcattt actaacgtct 1080
ggaaagacga caaaacttta gatcgttacg ctaactatga gggcttg 1127
<210> 6
<211> 284
<212> PRT
<213> ARTIFICIAL

<220>
<223> Polypeptide encoded by SEQ ID NO:5

<400> 6

Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
1 5 10 15
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Ala Ser Gly Ala His Ala GIn Val GIn Leu Val GlIn Ser Gly Gly Gly
20 25 30

Leu Val Lys Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly
3B 40 45

Phe Thr Phe Ser Ser Tyr Ser Met Asn Trp Val Arg GIn Ala Pro Gly
50 55 60

Lys Gly Leu Glu Trp Val Ala Asn lle Lys Pro Asp Gly Ser Glu Arg
65 70 75 : 80

His Ser Val Asp Ser Val Lys Gly Arg Phe Thr lle Ser Arg Asp Asn
85 90 [£53)

Ser Lys Asn Ser Leu Tyr Leu GIn Met Asn Ser Leu Arg Ala Glu Asp
100 105 110

Thr Ala Val Tyr Tyr Cys Ala Arg Pro Gly Ala Gly Arg Leu Asp Tyr
115 120 125

Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser
130 135 140

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asn Phe Met Leu Thr GIn
145 150 155 160

Asp Ala Ala Val Ser Val Ala Leu Gly GIn Thr Val Arg lle Thr Cys
165 170 175

GIn Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr GIn GIn Lys
180 185 190

Pro Gly GIn Ala Pro Val Leu.Val Val Tyr Gly Lys Asn Asn Arg Pro
195 200 205

Ser Gly lle Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr Ala
210 215 220

Ser Leu Thr lle Thr Gly Ala Gin Ala Glu Asp Glu Ala Asp Tyr Tyr
225 230 235 240 ’
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Cys Asn Ser Arg Asp Ser Ser Gly Asn Pro Trp Ala Phe Gly Gly Gly
245 250 255

Thr Lys Val Thr Val Leu Ala Ser Giy Lys Pro lle Pro Asn Pro Leu
' 260 265 270

Leu Gly Leu Asp Ser Thr His His His His His His
275 280

<210> 7

<211> 12

<212> PRT
<213> ARTIFICIAL

<220>
<223> CDR domain

<400> 7

Cys Ala Arg Pro Gly Ala Gly Arg Leu Asp Tyr Trp
1 5 10

<210> 8

<211> 13

<212> PRT
<213> ARTIFICIAL

<220>
<223> CDR domain

<400> 8

Cys Asn Ser Arg Asp Ser Ser Gly Asn Pro Trp Ala Phe
1 5 10 '

<210> 9

<211> 19

<212> RNA
<213> ARTIFICIAL

<220>
<223> Chemically synthesized

<400> 9
gccacaacgu cuauaucau 19

<210> 10

<211> 19

<212> RNA
<213> ARTIFICIAL
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<220>
<223> Chemically synthesized

<400> 10 _
augauauaga cguuguggc

<210> 11

<211> 18

<212> RNA
<213> ARTIFICIAL

<220>
<223> Chemically synthesized

<400> 11
gugcaaagug guauccua

<210> 12

<211> 19

<212> RNA
<213> ARTIFICIAL

<220>
<223> Chemically synthesized

<400> 12
uaggauacca cuuugcacg

230-PCT1_SEQLISTING.ST25.txt

19

18

19
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