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Figure 2a

1. Human IgGl Fc-multimer IgM tp L309C SEQIDNO:26

CPPCPAPELLGGPSVFLFPPKPKDTIMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNA
KTKPREEQYNSTYRVVSVLTVCHODWLNGKEYKCKVSNKALPAPIEKTISKAKGOPREPQVY
TLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLT
VDKSRWQOGNVFSCSVMHEALHNHYTOKSLSLSPGKPTLYNVSLVMSDTAGTCY

2. Human IgG4 Fc-multimer IgM tp L309Cc SEQIDNO:27

CPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVICVVVDVEQEDPEVQFNWYVDGVEVHNA
KTKPREEQFNSTYRVVSVLTIVCHODWLNGKEYKCKVSNKGLPSSITEKT ISKAKGQPREPQVY
TLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLT
VDKSRWQEGNVFSCSVMHEALHNHYTOKSLELSLGKPTLYNVSLVMSDTAGTCY

3. Human IgGl Fc-multimer IgA tp L309C SEQIDNO: 28

CPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNA
KTKPREEQYNSTYRVVSVLTVCHQODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLT
VDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKPTHVNVSVVMAEVDGTCY

4. Human IgG4 Fe-multimer IgA tp L303C SEQIDNO: 29

CPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVEVHNA
KTKPREEQFNSTYRVVSVLTVCHQDWLNGKEYKCKVSENKGLPSSTEKT ISKAKGQPREPQVY
TLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSRLT
VDKSRWQEGNVEFSCSVMHEALHNHYTQKSLSLSLGKPTHVNVSVVMAEVDGTCY

5. Human IgGl Fe-multimer Cu4-IgM tp L309C SEQIDNO:30

CPPCPAPELLGGEPSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKFNWYVDGVEVHNA
KTKPREEQYNSTYRVVSVLIVCHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVY
TLPPSRDELTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLT
VDKSRWOQGNVFSCSVMHEALHNHY TQKSLSLSPGKVALHRPDVYLLPPAREQLNLRESATT
TCLVTGFSPADVFVOWMQRGQPLSPEKYVTSAPMPEPQAPGRYFAHSILTVSEEEWNTGETY
TCVAHEALPNRVTERTVDKSTGKPTLYNVSLVMSDTAGTCY




WO 2015/132365 PCT/EP2015/054688

3/63

Figure 2a continued

6. Human IgG4 Fc-multimer Cu4-IgM tp L309C SEQID NO: 31

CPPCPAPEFLGGPSVEFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNA
KTKPREEQFNSTYRVVSVLTVCHODWLNGKEYKCKVENKGLPSSIEKTISKAKGOPREPQVY
TLPPSQEEMTKNQVESLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSRLT
VDKSRWOEGNVEFSCSVMHEALHNHY TQKSLSLSLGKVALHRPDVYLLPPAREQLNLRESATT
TCLVTGFSPADVFVOWMORGOPLSPEKYVTSAPMPEPQAPGRYFAHSILTVSEEEWNTGETY
TCVAHEALPNRVTERTVDKSTGKPTLYNVSLVMSDTAGTCY

7. Human IgGl Fe-multimer IgM tp S267A L309C SEQIDNO: 32

CPPCPAPELLGGPSVFLEFPPKPKDTLMISRTPEVICVVVDVAHEDPEVKFNWYVDGVEVHNA
KTKPREEQYNSTYRVVSVLTVCHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGOPREPQVY
TLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLT
VDKSRWQOGNVFSCSVMHEALHNEHY TQKSLELSPGKPTLYNVSLVMSDTAGTCY
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Figure 2b

IgGl Fe IgM tp SEQID NO: 33

CPPCPAPELL GGPSVFLFPP KPKDTLMISR TPEVTCVVVD VSHEDPEVKF NWYVDGVEV
H NAKTKPREEQ ¥NSTYRVVSV LTVLHQDWLN GKEYKCKVSN KALPAPIEKT I8SKAKGQ
PRE PQVYTLPPSR:'E@ELTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKITP PVLDS
DGSFY LYSKLTVDKS RWQQGNVEFSC SVMHEALHNH YTQOKSLSLSE GKPTLYNVSL VMS
DTAGTCY

IgG4 Fc IgM tp SEQID NO: 34

CPPCPAPEFL GGPSVFLFPP KPKDTLMISR TPEVTCVVVD VSQEDPEVQF NWYVDGVEV
H NAKTKPREEQ FNSTYRVVSV LTVLHQDWLN GKEYKCKVSN KGLPSSIEKT ISKAKGQ
PRE PQVYTLPPSQ EEMTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDS
DGSFF LYSRLTVDKS RWQEGNVFSC SVMHEALHNH YTQKSLSLSL GKPTLYNVSL VMS
DTAGTCY
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Figure 2¢

IgGl Fo IgM tp L234F SEQID NO: 35

CPPCPAPEFL GGPSVFLFPP KPKDTLMISR TPEVICVVVD VSHEDPEVKF NWYVDGVEV
H NAKTKPREEQ YNSTYRVVSV LITVLHQDWLN GKEYKCKVEN KALPAPIEKT ISKAKGQ
PRE POQVYTLPPSR DELTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDS
DGEFF LYSKLTVDKS RWOQGNVFSC SVMHEALHNH YTQKSLSLSP GKPTLYNVSL VMS -
DTAGTCY

IgGl Fc IgM tp L234F P3318 SEQID NO: 36

CPPCPRPEFL GGPSVFLFPP KPKDTLMISR TPEVTICVVVD VSHEDPEVKF NWYVDGVEV
H NAKTKPREEQ YNSTYRVVSV LTVLHQDWLN GKEYKCKVSN KALPASIEKT ISKAKGQ
PRE PQVYTLPPSR DELTEKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKITP PVLDS
DGESFF LYSKLTVDKS RWQQGNVFSC SVMHEALHNH YTOKSLSLSP GKPTLYNVSL VMS
DTAGTCY

IgG4 Fe IgM tp F234L SEQID NO: 37

CPPCPAPELL GGPSVFLFPP KPKDTLMISR TPEVTCVVVD VSQEDPEVQF NWYVDGVEV
H NAKTKPREEQ FNSTYRVVEV LTVLHQDWLN GKEYKCKVSEN KGLPSSIEKT ISKAKGQ
PRE POQVYTLPPEQ EEMTEKNQVSL TCLVEKGFYPS DIAVEWESNG QPENNYKTTP PVLDS
DGSFF LYSRLIVDKS RWQEGNVIFSC SVMHEALHNH YTQKSLSLSL GKPTLYNVEL VMS
DTAGTCY

IgG4 Fc IgM tp F234L F296Y SEQIDNOQO: 38

CPPCPAPELL GGPSVFLFPP KPKDTLMISR TPEVTCVVVD VSQEDPEVQE NWYVDGVEV
H NAKTKPREEQ ¥NSTYRVVSV LTVLHQDWLN GKEYKCKVSN KGLPSSIEKT ISKAKGQ
PRE POQVYTLPPSQ BEMTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDS
DGSFF LYSRLTVDKS RWQEGNVFSC SVMHEALHNH YTQKSLSLSL GKPTLYNVSL VMS
DTAGTCY
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Figure 2c continued

IgG4 Fe IgM tp G327a 8330a SEQIDNO: 39

CPPCPAPEFL GGPSVFLFPP KPKDTLMISR TPEVICVVVD VSQEDPEVQF NWYVDGVEV
H NAKTKPREEQ FNSTYRVVSV LTVLHQDWLN GKEYKCKVSN KALPASIEKT ISKAKGQ
PRE PQVYTLPPSQ EEMTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKITP PVLDS
DGSFF LYSRLIVDKS RWQEGNVFSC SVMHEALHNH YTQKSLSLSL GKPTLYNVSL VMS
DTAGTCY

IgG4 Fc IgM tp G327A £331p SEQID NO: 40

CPPCPAPEFL GGPSVFLFPP KPKDTIMISR TPEVITCVVVD VEQEDPEVQF NWYVDGVEV
H NAKTKPREEQ FNSTYRVVSV LTVLHQDWLN GKEYKCKVSN KALPSPIEKT ISKAKGQ
PRE POVYTLPPSQ EEMTEKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTE PVLDS
DGSFF LYSRELTVDKS RWQEGNVFSC SVMHEALHNH YTQKSLSLSL GKPTLYNVEL VMS
DTAGTCY

IgG4 Fc IgM tp 83304 s331p SEQID NO: 41

CPPCPAPEFL GGPSVFLFPP KPKDTLMISR TPEVTCVVVD VSQEDPEVQF NWYVDGVEV
H NAKTKPREEQ FNSTYRVVSV LTVLHQDWLN GKEYKCKVEN KGLPAPIEKT ISKAKGO
PRE PQVYTLPPSQ EEMTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDS
DGSFF LYSRLTVDKS RWOQEGNVFSC SVMHEALHNH YTQKSLSLSL GKPTLYNVSL VMS
DTAGTCY
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Figqure 2d

IgGl CH2 IgG4 CH3 IgM tp SEQIDNO:42

CPPCPAPELL GGPSVFLFPP KPKDTLMISR TPEVTCVVVD VSHEDPEVKF NWYVDGVEV
H NAKTKPREEQ YNSTYRVVSV LTVLHQDWLN GKEYKCKVSEN KALPAPIEKT ISKAKGQ
PRE PQVYTLPPSQ EEMTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDS
DGSFF LYSRLTVDKS RWQEGNVFSC SVMHEALHNH YTQKSLSLSL GKPTLYNVSL VMS
DTAGTCY

IgG4 CH2 IgGl CH3 IgM tp SEQIDNO:43

CPPCPAPEFL GGPSVFLFPP KPKDTLMISR TPEVTCVVVD VSQEDPEVQF NWYVDGVEV
H NAKTKPREEQ FNSTYRVVSV LTVLHODWLN GKEYKCKVSN KGLPSSIEKT ISKAKGQ
PRE PQVYTLPPSR DELTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDS
DGSFF LYSKLTVDKS RWOQQOGNVFIC SVMHEALHNH YTQKSLSLSP GKPTLYNVSL VMS
DTAGTCY
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Figure 2e

IgG4 CH2 / IgGl CH3 hybrid IgM tp F234L SEQIDNO: 44

CPPCPAPELL GGPSVFLFPP KPKDTLMISR TPEVTCVVVD VSQEDPEVQF NWYVDGVEV

H NAKTKPREEQ FNSTYRVVSV LTVLHQDWLN GKEYKCKVSN KGLPSSIEKT ISKAKGQ
PRE PQVYTLPPSR DELTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDS
DGSFF LYSKLTVDKS RWQQGNVFSC SVMHEALHNH YTQKSLSLSP GKPTLYNVSL VMS
DTAGTCY

IgG4 CH2 / IgGl CH3 hybrid IgM tp G327A S331P SEQIDNO: 45

CPPCPAPEFL GGPSVFLFPP KPKDTLMISR TPEVTCVVVD VSQEDPEVQF NWYVDGVEV
H NAKTKPREEQ FNSTYRVVSEV LTVLHODWLN GKEYKCKVSN KALPSPIEKT IBKAKGQ
PRE PQVYTLPPSR DELTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDS
DGSFF LYSKLTVDKS RWQQGNVFSC SVMHEALHNH YTQKSLSLSP GKPTLYNVSL VMS
DTAGTCY

IgG4 CH2 / IgGl CH3 hybrid IgM tp F234L F296Y SEQID NO: 46

CPPCPAPELL GGPSVFLFPP KPKDTLMISR TPEVTCVVVD VSQEDPEVQFEF NWYVDGVEV
H NAKTKPREEQ YNSTYRVVSV LTVLHQDWLN GKEYKCKVSN KGLPSSIEKT ISKAKGQ
PRE PQVYTLPPSR DELTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDS
DGSFF LYSKLTVDKS RWQOGNVEFSC SVMHEALHNH YTQKSLSLSP GKPTLYNVSL VMS
DTAGTCY
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Figure 2e continued

IgG4 CH2 / IgGl CH3 hybrid IgM tp G327a s330a SEQIDNO:; 47

CPPCPAPEFL GGPSVFLFPP KPKDTLMISR TPEVTCVVVD VSQEDPEVQF NWYVDGVEV
H NAKTKPREEQ FNSTYRVVSV LITVLHQDWLN GKEYKCKVSN KALPASIEKT ISKAKGO
PRE PQVYTLPPSR DELTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDS
DGSFF LYSKLTVDKS RWQQGNVFSC SVMHEALHNH YTQKSLSLSP GKPTLYNVSL VMS
DTAGTCY
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Figure 2f

(i)

atggaatggtcctgggtcttecctgttttteoctttctgtecacaaceggggtgeacage
SEQ 1D NO: 48

(i)

MEWSWVFLFFLSVTTGVHS SEQID NO: 49
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Figure 29

Ig@l Fec IgM tp L309C SEQIDNO:; 50

CPPCPAPELL GGPSVFLFPP KPKDTLMISR TPEVTCVVVD VSHEDPEVKF NWYVDGVEV
H NAKTKPREEQ ¥YNSTYRVVSV LTVCHQDWLN GKEYKCKVSN KALPAPIEKT ISKAKGQ
DRE PQVYTLPPSR DELTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDS
DGSFF LYSKLTVDKS RWQQGNVFSC SVMHEALHNH YTQKSLSLSP GKPTLYNVSL VMS
DTAGTCY

IgG4 Fec IgM tp L309C SEQID NO: 51

CPPCPAPEFL GGPSVFLFPP KPKDTLMISR TPEVICVVVD VSQEDPEVQF NWYVDGVEV
H NAKTKPREEQ FNSTYRVVSV LTVCHODWLN GKEYKCKVSN KGLPSSIEKT ISKAKGQ
PRE PQVYTLPPSQ EEMTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDS
DGSFF LYSRLTVDKS RWQEGNVFSC SVMHEALHNH YTQKSLSLSL GKPTLYNVSL VMS
DTAGTCY

IgGl Fec IgM tp L309C L234F SEQIDNO:52

CPPCPAPEFL GGPSVFLFPP KPKDTLMISR TPEVICVVVD VSHEDPEVKF NWYVDGVEV
H NAKTKPREEQ YNSTYRVVSV LTVCHQDWLN GKEYKCKVSN KALPAPIEKT ISKAKGQ
PRE PQVYTLPPSR DELTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDS
DESFF LYSKLTIVDKS RWOQGNVFSC SVMHEALHNH YTQKSLSLSP GKPTLYNVSL VMS
DTAGTCY

IgGl Fc IgM tp L309C L234F P331s SEQIDNO:53

CPPCPAPEFL GGPSVFLFPP KPKDTLMISR TPEVTCVVVD VSHEDPEVKE NWYVDGVEV
H NAKTKPREEQ YNSTYRVVSV LTVCHQDWLN GKEYKCKVSN KALPASIEKT ISKAKGQ
PRE PQVYTLPPSR DELTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDS
DGSFF LYSKLTVDKS RWQQGNVFEFSC SVMHEALHNH YTQKSLSLSP CGKPTLYNVSL VMS
DTAGTCY
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Figure 2g continued

IgG4 Fc IgM tp L309C F234L SEQIDNO: 54

CPPCPAPELL GGPSVFLFPP KPKDTLMISR TPEVICVVVD VSQEDPEVQF NWYVDGVEV
H NAKTKPREEQ FNSTYRVVSV LTVEHQDWLN GKEYKCKVSN KGLPSSIEKT ISKAKGQ
PRE POQVYTLPPSQ EEMTRNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDS
DGSFF LYSRLTVDKS RWQEGNVFSC SVMHEALHNH YTQKSLSLSL GKPTLYNVSL VMS
DTAGTCY

IgG4 Fc IgM tp L309C F234L F296Y SEQID NO:55

CPPCPAPELL GGPSVFLFPP KPKDTLMISR TPEVTCVVVD VSQEDPEVQF NWYVDGVEV
H NAKTKPREEQ ¥NSTYRVVSV LTVCHQDWLN GKEYKCKVSN KGLPSSIEKT ISKAKGQ
PRE PQVYTLPPBQ EEMTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTITP PVLDS
DGSFF LYSRLTVDKS RWQEGNVFSC SVMHEALHNH YTQKSLSLSL GKPTLYNVSL VMS
DTAGTCY

IgG4 Fc IgM tp L309C @G327a 8330a SEQIDNO: 56

CPPCPAPEFL GGPSVFLFPP KPKDTLMISR TPEVICVVVD VSQEDPEVQF NWYVDGVEV
H NAKTKPREEQ FNSTYRVVSV LTVCHQDWLN GKEYKCKVSN KALPASIEKT ISKAKGO
PRE PQVYTLPPSQ EEMTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDS
DGSFF LYSRLTVDKS RWQEGNVFESC SVMHEALHNH YTQKSLSLSL GKPTLYNVSL VMS
DTAGTCY

IgG4 Fe IgM tp L309C @G327a s8331p SEQID NO: 57

CPPCPAPEFL GGPSVFLFPP KPKDTLMISR TPEVTCVVVD VSQEDPEVQF NWYVDGVEV
H NAKTKPREEQ FNSTYRVVSV LTVCHQDWLN GKEYKCKVSN KALPSPIEKT ISKAKGQ
PRE PQVYTLPPSQ EEMTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKITP PVLDS
DGSFF LYSRLTVDKS RWQEGNVESC SVMHEALHNH YTQKSLSLSL GKPTLYNVSL VMS
DTAGTCY
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Figure 2g continued

IgG4 Fc IgM tp L309C 8330A s331p SEQIDNQO: 58

CPPCPAPEFL GGPSVFLFPP KPKDTLMISR TPEVTCVVVD VSQEDPEVQYF NWYVDGVEV
H NAKTKPREEQ FNSETYRVVEV LIVCHQDWLN GKEYKCKVSN KGLPAPIEKT ISKAKGQ
PRE PQVYTLPPSQ EEMTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDS
DGSFF LYSRLTVDKS RWQECNVESC SVMHEALHNH YTQKSLSLSL GKPTLYNVSL VMS
DTAGTCY

IgGl CH2 IgG4 CH3 IgM tp L309C SEQIDNO:59

CPPCPAPELL GGPSVFLFPP KPKDTLMISR TPEVTCVVVD VSHEDPEVKE NWYVDGVEV
H NAKTKPREEQ YNSTYRVVSV LTVCHQDWLN GKEYKCKVSN KALPAPIEKT ISKAKGQ
PRE PQVYTLPPSQ EEMTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKITP PVLDS
DGSFF LYBRLTVDKS RWQEGNVFSC SVMHEALHNH YTQOKSLSLSL GKPTLYNVSL VMS
DTAGTCY

IgG4 CH2 IgGl CH3 IgM tp L30sc SEQID NO:60

CPPCPAPEFL GGPSVFLFPP KPKDTLMISR TPEVTCVVVD VSQEDPEVQF NWYVDGVEV
H NAKTKPREEQ FNSTYRVVSV LTVCHQDWLN GKEYKCKVSN KGLPSSIEKT ISKAKGQ
PRE PQVYTLPPSR DELTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDS
DGSFF LYSKLTVDKS RWQQCGNVFSC SVMHEALHNH YTQKSLSLSP GKPTLYNVSL VMS
DTAGTCY
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Figure 29 continued

IgG4 CH2 / IgGl CH3 hybrid IgM tp L309C F234L SEQID NO: 61

CPPCPAPELL GGPSVFLFPP KPKDTLMISR TPEVTCVVVD VSQEDPEVQF NWYVDGVEV
H NAKTKPREEQ FNSTYRVVSV LTVCHQDWLN GKEYKCKVSN KGLPSSIEKT ISKAKGQ
PRE PQVYTLPPSR?ﬁELTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDS
DGSFF LYSKLTVDKS RWQOGNVFSC SVMHEALHNH YTQKSLSLSP GKPTLYNVSL VMS
DTAGTCY

IgG4 CH2 / IgGl CH3 hybrid IgM tp L309C G327A 8331P SEQIDNO:62

CPPCPAPEFL GGPSVFLFPP KPKDTLMISR TPEVICVVVD VSQEDPEVQF NWYVDGVEV
H NAKTKFREEQ FNSTYRVVSV LTVCHQDWLN GKEYKCKVSN KALPS?IEKT ISBKAKGQ
PRE POQVYTLPPSR ﬁEﬂTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDS
DGSFF LYSKLTVDKS RUWQQGNVFSC SVMHEALHNH YTQKSLSLSP GKPTLYNVSL VMS
DTAGTCY

IgG4 CH2 / IgGl CH3 hybrid IgM tp L309C F234L F296Y SEQID NO: 63

CPPCPAPELL GGPSVFLFPP KPKDTLMISR TPEVICVVVD VSQEDPEVQF NWYVDGVEV
H NAKTKPREEQ ¥NSTYRVVSV LIVCHQDWLN GKEYKCKVSN KGLPSSIEKT ISKAKGO
PRE PQVYTLPPSR DELTRNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDS
DGSFF LYSKLTVDKS RWQQGNVFSC SVMHEALHNH YTQKSLSLSP GKPTLYNVSL VMS
DTAGTCY
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Figure 2a continued

IgG4 CH2 / IgGl CH3 hybrid IgM tp L309C G327A s330a SEQIDNO: 64

CPPCPAPEFL GGPSVFLFPP KPKDTLMISR TPEVICVVVD VSQEDPEVQF NWYVDGVEV
H NAKTKPREEQ FNSTYRVVSV LTVCHQDWLN GKEYKCKVSN KALPASIEKT ISKAKGQ
PRE PQVYTLPPSR DELTKNQVSIL TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDS
DGSFF LYSKLTVDKS RWQOGNVFSC SVMHEALHNH YTQKSLSLSP GKPTLYNVSL VMS

DTAGTCY
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Figure 3(a)
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Figure 3(b)
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Figure 3(c)
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Figure 3(d)
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Figure 4
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Figure 6
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Figure 6 continued
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Figure 6 continued
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Figure 6 continued
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Figure 6 continued
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Figure 6 continued
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Figure 6 continued
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Figure 6 continued
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Figure 7
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Figure 7 continued
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Figure 7 continued
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Figure 7 continued
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Figure 7 continued
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Figure 11
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Figure 12
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Figure 14 continued
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Figure 14 continued
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Figure 14 continued
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Figure 15
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Figure 15 continued
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Figure 15 continued
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Figure 15 continued
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Figure 15 continued
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