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SEQUENCE LISTING 

<110> 	Moerae Matrix, 	LLC 

<120> 	COMPOSITIONS AND METHODS FOR TREATING DISEASES, CONDITIONS, OR 
PROCESSES CHARACTERIZED BY ABERRANT FIBROBLAST PROLIFERATION AND 
EXTRACELLULAR MATRIX DEPOSITION 

<130> 	117477.010802 

<150> 	US 61/474,370 
<151> 	2011-04-12 

<160> 	25 

<170> 	Patentln version 3.5 

<210> 	1 
<211> 	22 
<212> 	PRT 
<213> 	Unknown 

<220> 
<223> 	Mammalian 

<400> 	1 

Tyr Ala Arg Ala Ala Ala Arg Gln Ala Arg Ala Lys Ala Leu Ala Arg 
1 	 5 	 10 	 15 

Gln Leu Gly val Ala Ala 
20 

<210> 	2 
<211> 	11 
<212> 	PRT 
<213> 	Unknown 

<220> 
<223> 	Mammalian 

<400> 	2 

Lys Ala Leu Ala Arg Gln Leu Gly val Ala Ala 
1 	 5 	 10 

<210> 	3 
<211> 	21 
<212> 	PRT 
<213> 	Unknown 

<220> 
<223> 	Mammalian 

<400> 	3 

Phe Ala Lys Leu Ala Ala Arg Leu Tyr Arg Lys Ala Leu Ala Arg Gln 
1 	 5 	 10 	 15 
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Leu Gly val Ala Ala 

20 

<210> 	4 
<211> 	23 
<212> 	PRT 
<213> 	Unknown 

<220> 
<223> 	Mammalian 

<400> 	4 

Lys Ala Phe Ala Lys Leu Ala Ala Arg Leu Tyr Ary Lys Ala Leu Ala 

1 	 5 10 15 

Arg Gln Leu Gly Val Ala Ala 
20 

<210> 	5 
<211> 	21 
<212> 	PRT 
<213> 	Unknown 

<220> 
<223> 	Mammalian 

<400> 	5 

Tyr Ala Arg Ala Ala Ala Arg Gln Ala Arg Ala Lys Ala. Leu Ala Arg 

1. 	 5 10 15 

Gln 	Leu Ala val 	Ala 
20 

<210> 	6 
<211> 	21 
<212> 	PRT 
<213> 	Unknown 

<220> 
<223> 	Mammalian 

<400> 	6 

Tyr Ala Arg Ala Ala Ala Arg Gln Ala Arg Ala Lys Ala Leu Ala Arg 

1 	 5 10 15 

Gln Leu Gly val Ala 
20 

<210> 	7 
<211> 	22 
<212> 	PRT 
<213> 	Unknown 
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<220> 
<223> 	Mammalian 

<400> 	7 

His Arg Arg Ile Lys Ala Trp Leu Lys Lys Ile Lys Ala Leu Ala Arg 

1 	 5 10 15 

Gln 	Leu Gly val 	Ala Ala 
20 

<210> 	8 
<211> 	10 
<212> 	PRT 
<213> 	Unknown 

<220> 
<223> 	Mammalian 

<400> 	8 

Lys Ala Leu Ala Arg Gln Leu Ala Val Ala 

1 	 5 10 

<21D> 	9 
<211> 	10 
<212> 	PRT 
<213> 	Unknown 

<220> 
<223> 	Mammalian 

<400> 	9 

Lys Ala Leu Ala Arg Gln Leu Gly val Ala 

1 	 5 10 

<210> 	10 
<211> 	11 
<212> 	PRT 
<213> 	unknown 

<220> 
<223> 	mammalian 

<400> 	10 

Lys Ala Leu Ala Arg Gln Leu Gly val Ala Ala 

1 	 5 10 

<210> 	11 
<211> 	11 
<212> 	PRT 
<213> 	unknown 

<220> 
<223> 	Mammalian 
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<400> 	11 

Tyr Ala Arg Ala Ala Ala Arg Gln Ala Arg Ala 
1 	 5 10 

<210> 	12 
<211> 	14 
<212> 	PRT 
<213> 	Unknown 

<220> 
<223> 	Mammalian 

<400> 	12 

Trp Leu Arg Arg Ile Lys Ala Trp Leu Arg Arg Ile Lys Ala 
1 	 5 10 

<210> 	13 
<211> 	7 
<212> 	PRT 
<213> 	Unknown 

<220> 
<223> 	Mammalian 

<400> 	13 

Trp Leu Arg Arg Ile Lys Ala 
1 	 5 

<210> 	14 
<211> 	11 
<212> 	PRT 
<213> 	Unknown 

<220> 
<223> 	Mammalian 

<400> 	14 

Tyr Gly Arg Lys Lys Arg Arg Gln Arg Arg Arg 
1 	 5 10 

<210> 	15 
<211> 	12 
<212> 	PRT 
<213> 	unknown 

<220> 
<223> 	Mammalian 

<400> 	15 

Trp Leu Arg Arg Ile Lys Ala Trp Leu Arg Arg Ile 
1 	 5 10 

<210> 	16 
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<211> 	10 
<212> 	PRT 
<213> 	Unknown 

<220> 
<223> 	Mammalian 

<400> 	16 

Phe Ala Lys Leu Ala Ala Arg Leu Tyr Arg 

1 	 5 10 

<210> 	17 
<211> 	12 
<212> 	PRT 
<213> 	Unknown 

<220> 
<223> 	Mammalian 

<400> 	17 

Lys Ala Phe Ala Lys Leu Ala Ala Arg Leu Tyr Arg 

1 	 5 10 

<210> 	18 
<211> 	11 
<212> 	PRT 
<213> 	unknown 

<220> 
<223> 	mammalian 

<400> 	18 

His Arg Arg Ile Lys Ala Trp Leu Lys Lys Ile 

1 	 5 10 

<210> 	19 
<211> 	21 
<212> 	PRT 
<213> 	unknown 

<220> 
<223> 	mammalian 

<400> 	19 

Tyr Ala Arg Ala Ala Ala Arg Gln Ala Arg Ala Lys Ala Leo Asn Arg 

1 	 5 10 15 

Gln 	Leu Gly Val 	Ala 
20 

<210> 	20 
<211> 	9 
<212> 	PRT 
<213> 	unknown 
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<220> 
<223> Mammalian 

<400> 20 

Arg Lys Lys Arg Arg Gln Arg Arg Arg 
1 5 

<210> 21 
<211> 10 
<212> PRT 
<213> Unknown 

<220> 
<223> Mammalian 

<400> 21 

Lys Lys Leu Asn Arg Thr Leu Ser val Ala 
1 5 10 

<210> 22 
<211> 13 
<212> PRT 
<213> Unknown 

<220> 
<223> mammalian 

<400> 22 

Lys Lys Lys Ala Leu Asn Arg Gln Leu Gly Val Ala Ala 
1 5 10 

<210> 23 
<211> 17 
<212> PRT 
<213> Unknown 

<220> 
<223> mammalian 

<220> 
<221> MISC_FEATURE 
<222> (3)..(12) 
<223> wherein the "Xaa's" represent any amino acid and a sequence of 

amino acids with a length of 10 residues 

<400> 23 

Lys Lys xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Lys Arg Arg Lys 
1 5 10 15 

Lys 
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<210> 	24 
<211> 	7 
<212> 	PRT 
<213> 	Unknown 

<220> 
<223> 	Mammalian 

<400> 	24 

Leu Leu Lys Arg Arg Lys Lys 
1 	 5 

<210> 	25 
<211> 	6 
<212> 	PRT 
<213> 	unknown 

<220> 
<223> 	Mammalian 

<220> 
<221> 	MISC_FEATURE 
<222> 	(1)..(1) 
<223> 	Wherein the "xaa" represents a bulky hydrophobic residue selected 

from the group consisting of val, 	Ile, 	Leu, Met, and Phe 

<220> 
<221> 	MISC_FEATURE 
<222> 	(2)..(2) 
<223> 	Wherein the "Xaa" represents any amino acid 

<220> 
<221> 	MISC_FEATURE 
<222> 	(4)..(5) 
<223> 	wherein the "Xaa's" represent any amino acid and a sequence of 

amino acids with a length of 2 	residues 

<220> 
<221> 	MISC_FEATURE 
<222> 	(6)..(6) 
<223> 	wherein the "Xaa" represents phosphorylated Ser or phosphorylated 

Thr 

<400> 	25 

xaa xaa Arg Xaa Xaa Xaa 
1 	 5 
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