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pGG55 D133V only (1:0) pGG55 WT only (0:1)
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pGG55 D133V + pGG55 WT (1:1)

TTTAATGNTTTTTCG
440 445 450
/ Two peaks are clearly visible and

indicated by the arrow when plasmids

are mixed in equimolar amounts.
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pGG55 D133V + pGG55 WT (10:1)
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435 440 445 The peak from the wild-type sequence has
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ADV451 —
CCAAACCCTACAAAAACAAGTTTCATACAGCCTAGCTAAATTTAATGTTT
CCAAACCCTACAAAAACAAGTTTCATACAGCCTAGCTAAATTTAATGATT

ADV452 —

R R R E e T
TTTCGATTAACGGGAAGCTTGGCTCTATTTGCGGTCAACTTTTAATCCTG
TTTCGATTAACGGGAAGCTTGGCTCTATTTGCGGTCAACTTTTAATCCTG
O L L L Ll L L L L L T T e e L T T Tt T
ACCTATGTGTATGGTAAAGAAACTCCTGATGGCATCAAGATTACACTGGA
ACCTATGTGTATGGTAAAGAAACTCCTGATGGCATCAAGATTACACTGGA
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TAATTTAACAATGCAGGAGTTAGGATATTCAAGTGGCATCGCACATAGCT
TAATTTAACAATGCAGGAGTTAGGATATTCAAGTGGCATCGCACATAGCT
e s e e L
CAGCTGTTAGCAGAATTATTTCCAAATTAAAGCAAGAGAAAGTTATCGTG
CAGCTGTTAGCAGAATTATTTCCAAATTAAAGCAAGAGAAAGTTATCGTG
e s L e e e s s Ly
TATAAAAATTCATGCTTTTATGTACAAAATCGTGATTATCTCAAAAGATA
TATAAAAATTCATGCTTTTATGTACAAAATCTTGATTATCTCAAAAGATA
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1. 5ngof pGGS5 D133V

2. 1ngof pGGSS D133V,

3. 0.2 ng of pGG55 D133V,
4. 5 ngof pGG5S wild-typs;

5. 1 ngof pGG55 wild-type;

6. 0.2 ng of pGG5S wild-type;

Figure 14

1} 5 ngof pGGS55 D133V,

2} 1ngof pGG5S5 D133V,

3} 0.2 ng of pGG55 D133V,

4} 5 ng of pGGSS wild-type;
5} 1 ngof pGGSS wild-type;

&) 0.2 ng of pGG5S wild-type;

Figure 15

1 ng of pGGSS D133V

1 ng of pGGSY wild-type

100 pg of pGGSS wild-type {(107)
10 pg of pGGSS wild-type (107)
1 pg of pGGSS wild-type (107}
100 fg of pGG5S wild-type {107%)
10 fg of pGGSS wild-type (107)
1 fg of pGGSS5 wild-type (10°)
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5. 5 pg of pGGS5 wild-type (10
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7. 50fg of pGGS5 wild-type {107)
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A ADV452

1)1 ng of pGG55 D133V only &) 1 ng of pGGSS5 D133V + 1 pgof
pGGES wild-type priA

2} 1 ng of pGG53 D133V only
7} 1 ng of pGGS5 D133V + 100 fg of

3} 1 ng of pGGSS D133V + L ng of pGGSS wild-type priA

pGG55 wild-type prfA
8} 1 ng of pGGSS D133V + 10 fg of

4) 1 ng of pGG55 D133V + 100 pg of pGGSS wild-type pria

pGG55 wild-type prfA
9} 1 ng of pGGSS D133V + 1 fgof

pGGSS wild-type prfA

Figure 22
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