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Fig. 19 
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Figure 31: please align the legend so that symbols and words line up 
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Fig. 46 
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Fig. 56 

4 – 12% NuPAGE: ECL lectin blot: 

Non-red Red. Red. 
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Fig. 62 
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Fig. 63 

4 – 12% NuPAGE: ECL lectin blot: 

Non-red. Red. Red. 
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Fig. 64 
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Fig. 68 
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Fig. 69 

A. B. 
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Fig. 71 

74/84 



F
ig

. 7
2 

75/84 



Fig. 73 
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Fig. 77 

Trivalent GalNAc containing glycan 
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Fig. 80 

C12, ~12 Å 

Trivalent GalNAc glycan C12 

Intact protein MALDI analysis 
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