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<160> 21
210> 1
211> 132
212> PRT
<213> human
C 400> 1
Met Leu Gly Val Leu Val Leu Gly Ala Leu Ala Leu Ala Gly Leu Gly
1 5 10 15
Phe Pro Asp Pro Cys Phe Arg Ala Asn Cys Glu Tyr Gln Cys Gln Pro
20 25 30
Leu Asn Gin Thr Ser Tyr Leu Cys Val Cys Ala Glu Gly Phe Ala Pro
35 40 45
Ile Pro llis Glu Pro His Arg Cys Gln Met Phe Cys Asn Gln Thr Ala
50 55 60
Cys Pro Ala Asp Cys Asp Pro Asn Thr Gln Ala Ser Cys Glu Cys Pro
65 70 75 80
Giu Gly Tyr Ile Leu Asp Asp Gly Phe Ile Cys Thr Asp Ile Asp Glu
8b 90 95
Cys Giu Asn Gly Gly Phe Cys Ser Gly Val Cys His Asn Leu Pro Gly
100 105 110
Thr Phe Glu Cys Ile Cys Gly Pro Asp Ser Ala Leu Val Arg His Ile
115 120 125
Gly Thr Asp Cys
130
210> 2
<2315 386
{212% DNA
<{213> human
<4007 2
atgettgggg tecetggteet lggegegetg gccctggccg.gcctggggtt ccecegaceeg 60
tgetteagag ccaaclgega gtaccagtge cageccelga accaaactag ctacctetge 120
gtetgegeeg agggeliege goecaticoe cacgagecge acaggigeca gatgittige 180
aaccagactg eclglcecage cpactgegac cccaacacee aggetagetg tgagtgecet 240
gaaggctaca tcctgpacga cggtitcatc tgpeacggaca tcgacgaghg cgaaaacgge 300



ggottetget cepgeeigte ccacaaccte cocggiacet togagtgeal ctgegggece 360

gacleggeoe titgtecgeca catiggeace gacigt

210> 3
211> 132
212> PRT
<213> human
400> 3
Met Leu Gly Val Leu Val Leu Gly Ala Leu Ala
I 5 10
Phe Pro Asp Pro Cys Phe Arg Ala Asn Cys Glu
20 25
Leu Asn Gln Thr Ser Tyr Leu Cys Val Cys Ala
35 40
Ile Pro His Glu Pro His Arg Cys Gln Metl Phe
50 55
Cys Pro Ala Asp Cys Asp Pro Asn Thr Gln Ala
66 70 75
Glu Gly Tyr Ile Leu Asp Asp Gly Phe Ile Cys
86 90
Cys Glu Asn Gly Gly Phe Cys Ser Gly Val Cys
100 105
Thr Phe Glu Cys Ile Cys Gly Pro Asp Ser Ala
116 120
Gly Thr Asp Cys
130
210> 4
211> 396
212> DNA
<213> human
<4007 4
atgetlgeggeg tcetgpteel tggegegetg gocoiggoog
tgettecagag ceaactgepa glaccagige cageoceiga
gtetgepeeg agggettege geccaticee cacgagecge
aaccagactg cctgtccage cgactgegac cecaacacce
gaaggcetaca teciggacga cggliteate tgcacggaca
gpettetget ceogggrptgtg cecacaaccte cceggtacet
gacteggeee tlgecegeca catlggeace gacigt
<210> b
211> 480

<212> PRT

Leu Ala Gly

Gin Cys
30

Phe

Tyr
Glu Gly
45
Cys Asn Gln
60
Ser

Cys Glu

Thr Asp Ile
Leu
110

Arg

His Asn

Ala
125

Leu

goctggggtt
accaaactag
acaggtpeea
aggelagetg
tegacgagly
tcgagtgeat

Leu Gly
15
Gln Pro

Ala Pro

Thr Ala

Cys Pro
80

Asp Glu

g5

Pro Gly

His Ile

CCCCEACCOE
ctacotetge
gatglitige
tgagtgccet
cgaaaacgees

ctgecgggeee

396

60

120
180
240
300
360
396




<213> human
<400> 5
Met Leu Gly Val

i
Phe

His

Ser

Ser

65

Val

Gly

Gly

Gly

Ala

145

Lys

Pro

Tyr

VYal

Thr

225

Gly

Asn

l.eu

Asn

Pro

Asp

Gln

50

Val

Gly

Asp

Asp

Ala

130

Thr

Ala

L.eu

Gly

Gly

210
Ala

Ala T

Ala

Gln

Asp
290

Ala

Cys

3b

Ile

Ala

Arg

Pro

Asn

115

Pro

Val

Asp

Ala

Thr

195

Ser

Pro

Trp

Ile

Ala

275

Leu

Pro
20

Phe
Cys
Ala
Are
Lys
100
Asn
Leu
Pro
Gly
Yal
180
Pro
Ser
Pro
Asp
Pro
260

Asp

Cvs

Leu

Ala

Ala

Asp

Asp

Arg

85

Arg

Thr

Cys

Ser

Phe

165

Giu

Phe

Ala

Gly

Cys

245

Gly

Gly

Glu

Val

Glu

Leu

Gly

Val

70

Leu

leu

Ser

Gly

Glu

150

Leu

Pro

Ala

Ala

Ala

230

Ser

Ala

Arg

His

Leu

Pro

Tyr

Leu

Ile

Trp

Gly

Tyr

Pro

136

Pro

Cys

Gly

Ala

VYal

21b

Val

Val

Pro

ser

Phe
205

Gly

Gln

Pro

40

Arg

Ser

Tle

Pro

Ser

120

Leu

Ile

Glu

Ala

Arg

200

Ala

Gln

Glu

Arg

Cys

280
Cvs

Ala

Pro

2b

Gly

Gly

Leu

Gly

Leu

105

Arg

Cys

Trp

Phe

Ala

185

Gly

Pro

Gly

Asn

Cys

265

Thr

Val

Leu

10

Gly

Pro

His

Leu

Leu

90

Arg

Trp

Val

Glu

His

170

Ala

Ala

Leu

His

Gly

2b0

Gln

Ala

Pro

Ala

Gly

Ala

Leu

Leu

75

Gln

Gly

Ala

Ala

Glu

1565

Phe

Ala

Asp

Gly

Trp

235

Gly

Cys

Ser

Asn

Leu

Ser

Thr

Met

60

Asn

Leu

Phe

Arg

Val

140

Gln

Pro

Ala

Phe

Leu

220

Ala

Cys

Pro

Pro
300

Ala

Gln

Phe

45

Thr

Gly

Pro

Gln

Leu

125

Ser

Gln

Ala

Glu

Ala

Thr

285
Asp

Gly

Cys

30

Leu

Yal

Asp

Pro

Trp

110

Asp

Ala

Cys

Thr

Ser

180

Ala

J.eu

Glu

His

Gly

270

GlIn

Gln

Leu
15

Val
Asn
Arg
Gly
Gly
95

Val
Leu
Ala
Glu
Cys
175
ile
Leu
Met
Ala
Ala
258
Ala

sSer

Pro

Gly

Glu

Ala

Ser

Gly

Asn

Glu

Val

160

Arg

Thr

Pro

Cys

Pro

240

Cys

Ala

Cys

Gly




Ser Tyr Ser
306
His Arg Cys

Pro Gln Arg

Pro Asn Tvr
355
Cys Phe Arg

Ser Tyr Leu
385

Pro His Arg

Cys Asp Pro

Leu Asp Asp
435
Gly Phe Cys
450
Tle Cys Gly
465
210> 6
211> 1440
<212> DNA
<213> human
<400> 6
atgottigges
gecagagecge
ggeoccgepa
acagtgeget
gligpeegee
cgeeteggee
agglgggeac
tecgetgetg
aaggccgatg
gagceeggeg
ggageggacl
cagetaatgt
ggegetiggg

Cys
Gla
Cvs
340
Asp
Ala
Cys
Cys
Asn
420
Gly

Ser

Pro

Met

Asp

326

Val

Leu

Asn

Val

Gln

405

Thr

Phe

Gly

Asp

teclggtcet
agoegggley
cettecteaa
cetegglegee
ggegectoelg
coetgegegg
gegetegaccel
aggecactgt
gelticotety
cegeggetge
tecaggeget
geaccgegee

actgcagegt

Cys
310
Val
Asn
Val
Cys
Cys
390
Met
Gln
Tie

Val

Ser
470

Glu

Asp

Thr

Asp

Glu

378

Ala

Phe

Ala

Cys

Cys

455
Ala

Gly
360
Tyr
Glu
Cys
Ser
Thr
440

His

Letu

lggegegeig
cageeagltge
tgecagtoag
tgecpatglce
gatcggoetyg
cbticcaglipg
caatppggel
goccagegag
cgagttecac
cgecgteteg
geegglEggre
ECCCEEageg
ggagaacgge

Gly

Gly
345
Glu
Gln
Gly
Asn
Cys
425
Asp

Asn

Val

Tyr

Ile

330

Gly

Cys

Cys

Phe

Gin

410

Glu

Ile

Leu

Arg

Arg

315

Leu

Phe

Val

Gln

Ala

395

Thr

Cys

Asp

Pro

His
475

gecetggeeg

gtegageacg

atclgegacg
attteeltge

cagetgeoeac

gltacpgrag

ceectetgeg

cegatetggy

ttecccageea

atcacctacg

agclcogecg

gtecagegee
ggetgepgage

Leu

Glu

Glu

Glu

Pro

380

Pro

Ala

Pro

Glu

Gly

460
Ile

Ala

Pro

Cys

Pro

365

Leu

Ile

Cys

Glu

Cys

445

Thr

Gly

Ala

Ser

His

360

Val

Asn

Pro

Pro

Gly

430

Glu

Phe

Thr

geotgegetil
actgettege

gactgoegeeg
tactigaacgg

cegpetlgery

gcaacaacac

geccglipgtg

aggageagesa

cetgeaggece

geacccepgtt

ceggleggetee

acigggecag

acgegtgeaa

Asp

Pro

335

Cys

Asp

Gln

His

Ala

415

Tyr

Asn

Glu

Asp

gcecgeacce
gelotaceoeg
ccacciaatg
CRACEECERC
cgaceccaag
cagetatage
cgltegelgle
gitgcgaagtg
actggeigtg
CECEECCCED
celeggetlta
gBagRCcECel
tgegatceeet

Gln
320
Cys
Tyr
Pro
Thr
Glu
400
Asp
Ile

Gly

60

120
180
240
300
360
420
480
540
600
660
720
780




ggggelocee
accgealeeg
£aCCAgCCEE
caceggtgeg
gtcaacacac
gagtgtetee
clgaaccaaa
cogeacaget
acccaggeta
gacaicgacg
acclicgagt
210> 7
{211> 480
212> PRT

<213> human

400> 7

Met Leu Gly

1
Phe Pro

His Asp Cys
Gin
50

VYal

Ser Ile

Ser Ala
65
Val

Gly Arg

Asp Pro

Asn
115

Pro

Asp

Ala
130
Thr Val

Ala Asp

Leu Ala

Ala

gelgecagte
cpacgeagte
getectacte
aggacgigga
agggtgegctt
agccegtpga
ctagetacctl
gecagatgit
gectgteagty
aglgegaaaa

geatetgegg

Val Leu

Pro Ala
20
Phe Ala

Cys Asp

Val

Glu

Leu

Gly

Val

coCagecgec
clgcaacgac
gtgecatgtge
tgactgecata
cgagtgecac
ceegtgetic
ctgegtetge
tigcaaccag
cceltgaagge
cggeggette

gecegacleg

Leu Gly

Pro Gln

Pro
40
Arg

Tyr

Leu
55

Ile Ser

Ala
Pro
25

Gly

Gly

l.eu

Arg

Lys

100

Asn

Leu

Pro

Gly

Yal
180

Asp

Arg

86

Arg

Thr

Cys

Ser

Phe

185
Gla

70

Leu

Leu

Ser

Gly

Glu
150

Leu

Trp

Gly

Gly

Ile

Pro

Ser

120

len

Ile

Glu

Ala

Giy

Leu

Arg

Cys

Trp

Phe

Ala

geegeeetge
cletgeogage
gagaccgget
ctggagcecea
tgetacceta
agagccaact
geegagggetl
actgcectgte
tacatcetgg

tegctecgper
gececttgteco

Leu Ala
10
Gly Gly

Pro Ala

His Leu

Leu
76
Gln

L.eu

Leu
90
Arg Gly
106

Trp Ala

Val Ala

Gln Glu
155
His Phe
170
Ala Ala

185

agECagacgs
acttetgegt
accggelgge
gteegtgtee
actacgacet
gegagtaces
tcgegeecat
cagcegactg
acgacgegltt
Lgtgecacaa

gececacatlgg

Leu Ala

Ser Gln

30
Phe
45
Thr

Thr

Met
60

Asn

Gly

Cys

Leu

Val

gegetecige
tceeaaccece
ggcecgaccaa
geagegetgt
ggtggacgge
gltgccagece
tecccacgag
cgaccecaac
catcigeacy
ceteccoggt

caccgactgl

Leu Gly
15
Val Glu

Asn Ala
Arg Ser

Gly

Leu

Phe

Arg

Val

140
Gln

Gly

Pro

Gin

Leu

126

sSer

Gln

Ala

a Val

Asp

Pro

Cys

Thr

Ser
190

Gly

Gly

Val

Leu

Ala

Glu

Cys

175
Ile

80
Cys

Thr

Asn

Glu

Val

160

Arg

Thr

840

900

960

1020
1080
1140
1200
1260
1320
1380
1440




Tyr

Val

Thr

225

Gly

Asn

Leu

Asn

Ser

305

His

Pro

Pro

Cys

Ser T

386

Pro

Cys

Leu

Gly

Iie

485

Gly

Gly

210

Ala

Ala

Ala

Gln

Asp

290

Tyr

Arg

Gln

Asn

Phe

370

His

Asp

Asp

Phe

450
Cys

<210> B
{211> 1440
<212> DNA

<213> human

Thr

195

Ser

Pro

Trp

Tie

Ala

275

Leu

Ser

Cys

Arg

Tyr

355

Arg

Leu

Arg

Pro

Asp

43b

Cys

Gly

Pro

Ser

Pro

Asp

Pro

260

Asp

Cys

Cys

Glu

Cys

340

Asp

Ala

Cys

Cys

Asn

420

Giy

Ser

Pro

Phe

Ala

Gly

Cys

245

Gly

Gly

Glu

Mat

Asp

325

Val

Leu

Asn

Yal

Gln

405

Thr

Phe

Ala

Ala

Ala

230

Ser

Ala

Arg

His

Cys

310

Val

Asn

Val

Cys

Cys

3490

Met

Gln

Ile

ly Val

Ser
470

Ala

Val

215

Val

Val

Pro

Ser

Phe

295

Giu

Asp

Thr

Asp

Glu

375

Ala

Phe

Ala

Cys

Cys

455
Ala

Arg
200
Ala
Gln
Glu
Arg
Cys
280
Cys
Thr
Asp
Gln
Gly
360
Tyr
Glu
Cys
Ser
Thr
440

His

Leu

Gly

Pro

Gly

Asn

Cys

265

Thr

Val

Gly

Cys

Gly

345

Glu

Gin

Gly

Asn

Cys

425

Asp

Asn

Ala

Ala

Leu

His

Gly

250

Gln

Ala

Pro

Tyr

Ile

330

Gly

Cys

Cys

Phe

Gln

410

Glu

Ile

Leu

Arg

Asp
Gly
Trp
235
Gly
Cys
Ser
Asn
Arg
315
Leu
Phe
Val
Gln
Ala
395
Thr
Cys
Asp

Pro

His
475

Phe

Leu

220

Ala

Cys

Pro

Ala

Pro

300

Leu

Glu

Glu

Glu

Pro

380

Pro

Ala

Pro

Gln

Gly

460
Ile

Gln
206
Gln

Arg

Glu [

Ala
Thr
285
Asp
Ala

Pro

Cys

fie
Cys
Glu
Cys
445

Thr

Gly

Ala

Leu

Glu

Gly
270
Gln
Gin
Ala
Ser
His
350
Val
Asn
Pro
Pro
Gly
430
Glu

Phe

Thr

Leu

Met

Ala

Ala

256

Ala

Ser

Pro

Asp

Pro

335.

Cys

Asp

Gln

His

Ala

415

Tyr

Asn

Giu C

Asp

Pro

Cys

Pro

240

Cys

Ala

Cys

Gly

Glin

320

Cys

Tyr

Pro

Thr

Glu

AGO

Asp

Tle

Gly

Cys
480




<400> 8
atgellgggs
geagagecge
ggeceegega
acagtgeget
gtltggeecgee
cgocteggge
agetgggeac
teegetgetg
aagegccgateg
gagccCggeg
ggageggacl
cagcetaatgt
ggcgettgge
ggggeleccee
accgeateceg
EacCagceEr
caccgglgeg
gtcaacacac
gagtgteteg
ctgaaccaaa
ccgeacaggt
acccaggeta
gacatcgacg
acctlegagt
210> §
211> 516
212> PRT

<Z13> human

<400> 9

Met Leu Gly
1

Phe Pro Ala

His Asp Cys

35

Ser Gln Ile
50

Ser Val Ala

6b

tecetgptect
agecgggtae
ccltleeteaa
ceteggtgge
ggegeeletg
cectgegegy
ggctegacet
aggoecactgl
getiectelg
cegeggetee
tcecaggeget
geaccgegee
actgcagegt
getgecagtg
cgacgeaglce
getectactc
aggacgtgga
ageggtggett
agecogtgga
ctagetacct
gecagatgtt
getegtgagteg
aglgecgaaaa

geatetgegy

Val
h
Pro
20
Phe

Cys

Ala

Leu Val

Ala GI

Ala Leu

Asp Gly

Asp Val
70

tggcgegety
cagecaglee
tgecagteag
lgeegalgte
gategpecte
cttccagteg
caatgpgget
goeceagegag
cgagitccac
cgeegleteg
googglggpe
geecoggageg
EEagaacgEe
CCCAgCCggEe
ctgecaacgac
gtgeatgtge
tgactgcata
cgagtgecac
cecgtgetic
clgegtetge
tigcaaccag
ccecigaagge
cggeggette

gecegacteg

u Pro
Tyr

40
Leu
55

Ile Ser

Gin Pro Gly

Arg Gly His

gecectggoog
gtegagcacg
atelgegacg
atttecttge
cagelgcesac
gitacgggag
ccectetgeg
cegatetggg
ttceceageca
atcacctacg
agelcogeeg
gtecagggge
ggeigogage
gecgecetige
ctetgegage
gagaccgget
ctggagecca
tgctacecta
agagecaact
geegaggeet
actgeclgte
tacateelgg
tgetecggeg

gecoctigooe

Leu Gly Ala Leu Alsa

10
Giy
25

Pre Gly Pro Als

Leu

Leu Leu

geetggegtt
actgettege
gaclgegege
tactigaacgg
ccggetgegy
acaacaacac
geeegltigle
aggageagea
cetgeaggee
geaccceegtt
cggtggelee
actgggoecag
acgeglegeaa
aggecagacgg
acttcigegt
accggelgge
gteegigtce
actacgacct
gegagtacca
tcgegeeeat
cagecgactg
acgacggltt
tgtgeccacaa

gecacallgg

Let Ala

Ser Gln
30
Thr Phe
45
Met Thr
60

CCCCgLacee
getctacocg
ccacctaatg
CEaCEECELC
cgaccecasg
cagclatage
cgicgeigte
gigcgaagte
actggeiglg
CECEECCCEC
ccicggetlta
EBAEECECCE
tgegatecet
gegetectge
tecccaaccee
ggecgaceaa
goageogetgt
ggtggacggo
gigocagece
teceecacgag
cgaceecaac
catctlgeacg
ceteeceggt

caccgactgt

Gly Leu Gly

1h

Cys Val Glu

Leu Asn Ala

Val Arg Ser

Asn Gly Asp Gly Gly

80

60
120
180
240
300
360
420
480
540
600
660
720
780
840
500
260
1020
1080
1140
1200
1260
1320
1380
1440




Val

Gly

Gly

Gly

Ala

14b

Lys

Pro

Tyr

Val

Thr

225

Gly

Asn

Leu

Asn

Ser

306

His

Pro

Pro

Cys

Ser
385

Gly Arg

Asp

Asp

Ala

130

Thr

Ala

Leu

Gly

Gly

210

Ala

Ala

Ala

Gln

Asp

290

Tyr

Arg

Gln

Asn

Phe

370
Tyr

Pro
Asn
115
Pro
Val
Asp
Ala
Thr
195
Ser
Pro
Tro
Ile
Ala
275
Leu
Ser
Cys
Arg
Tyr
3565
Arg

Leu

Arg
Lys
100
Asn
Leu
Pro
Gly
Val
180
Pro
Ser
Pro
Asp
Pro
260
Asp
Cys
Cys
Glu
Cys
340
Asp

Ala

Cys

Arg

Arg

Thr

Cys

Ser

Phe

165

Glu

Phe

Ala

Gly

Cys

245

Gly

Gly

Giu

Met

Asp

R

VYal

l.eu

Asn C

Val

Leu

Leu

Ser

Gly

Glu

i60

Leu

Ala

Ala

Ala

230

Ser

Ala

Arg

His

Cys

310

Val

Asn

Val

Cys
3980

Trp

Gly

Tyr

Pro

136

Pro

Cys

Gly

Ala

Val

215

Val

Val

Pro

Ser

Phe

296

Glu

Asp

Thr

Ile
Pro
Ser
{20
Leu
Ile
Glu
Ala
Arg
200
Ala
Gln
Glu
Arg
Cys
280

Cys

Thr

Gly

Leu

106

Arg

Cys

Trp

Phe

Ala

18b

Gly

Pro

Gly

Asn

Cys

265

Thr

Val

Gly

Cys

in Gly

Gly
360
Tyr

Glu

345
Glu

Gin

Gly

Leu
20

Arg
Trp
Val
Glu
His
170
Ala
Ala
Leu
His
Gly
250
Gln
Ala

Pro

Gln

Gly

Ala

Ala

Glu

155

Phe

Ala

Asp

Gly

Trp

235b

Gly

Cys

Ser

Asn

Arg

315

Leu

v Phe

Sys Val

Cys

Phe

Gin

Ala
396

Leu

Phe

Arg

Val

140

Gln

Pro

Ala

Phe

Leu

220

Ala

Cys

Pro

Ala

Pro

300

l.eu

Glu

Glu

Glu

Pro

380
Pro

Pro

Gin

Leu

125

Ser

Gin

Ala

Val

Gln

206

Glin

Arg

Glu

Ala

Thr

285

Asp

Ala

Pro

Cvs

Pro

365

Leu

Ile

Pro

Trp

110

Asp

Ala

Cys

Thr

Ser

190

Ala

Leu

Glu

His

Gly

270

Gla

Gln

Ala

Ser

Val

Asn

Pro

Gly
Val
Leu
Ala
Glu
Cys
175
Ile
Leu
Met
Ala
Ala
255
Ala
Ser
Pro

Asgp

Pro
335

5 Cys

Asp

Cys

Thr

Asn

Giu

Val

160

Arg

Thy

Pro

Cvs

Pro

240

Cys

Ala

Cys

Gly

Gln

320

Cys

Tyr

Pro

Glu
400




Pro His Arg

Cys Asp Pro

Leu Asp Asp

435

Gly Phe Cys
450

Ile Cys

465

Asp

Gly

Ser Gly

Pro Ser

Val His

210> 10
211> 1548
212> DNA
<213> human
460> 10
atgetipgeeg
geagagecge
ggeeecgoga
acaglgeget
gttggeegee
cgoeeleggge
agglpggeac
lLecgetgete
aaggecgatg
ZAECCCRECH
ggageggact
cagetaatlgt
ggegettgee
ggggetecee
accgeateeg
FACCAZCCEE
caccggtgeg
gleaacacac

gagtgtgtag

Gln
405
Thr

Cys

Asn
420
Gly Phe

Ser Gly

Pro Asp

Met

Ile

Val

Phe Cys

Gln Ala Ser

Cys Thr

440
Cys His
455

Ser Ala Leu

470

Val
4856

Pro

Lys

Thr
500
Gly

teetggieet
agCcgEEtEe
cetilicetcan
ceteggteee
ggegeetelg
cectgegegg
gegctegacel
aggeecactgt
getieotetly
cegeggotyge
teceaggegel
geaccgeges
acigecagegt
getgeeagtly
cgacgeagle
gctecetacte
aggacgtgga
agggtggett
ageceglgga

Asp

Gly

Ser Thr

tpegegegety
cagccagtge
tgccagtcag
tgccgatgte
gatcggeetg
cticcagleg
caatggeggcetl
geecagegag
cgaglticeac
cpeegteteg
gecgglggge
geeepgageg
SEAEAACEEC
CCCagecgec
ctgcaacgac
gtgecatgtge
tgactgeata
cgaglgecac

ceegtgettc

Gly Giv Asp

Glr
410
Glu

Asn Thr

Cys Cys
425
Asp

Ile Asp

Asn Leu Pro

Yal His
475
Gly

Arg

Ser
490
Thr

Leu Pro

505

geectggeeg
gtcgageacg
atectpegacg
atttecitee
cagcetlgecac
gttacgegag
cecctetgeg
cogateigeg
ttececageea
altcacctacg
agetecgeeg
gleeagggec
grgotigegage
geocgecetge
ctetgegage
gagacceggei
ctggageees
tgciacceta

agagcceaact

Pro

Gly
4360
Glu

Phe

Tle Gly Thr

Ser Gly Glu

Ala Val

510

Pro

geotggeatt
actgettcge
gactgeggeg
tacigaacgg
coggotgegy
4088c8acac
geecegtigty
aggagecagea
celgeaggec
geacceegtt
cgptggetlce
aclgggecag
acgegtgeas
aggecagacgg
aclictgegt
aceggetege
glecgtgice
actacgacet

gegagtacca

Ala:
415
Tyr

Asp

Tle

Asn Gly

Glu Cys
Cys
480

Pro

Asp

Pro
495

Gly Leu

ceceoegeacee
getetlacecg
ccacctaatg
CEacgEcggc
cgaccecaag
cagctatage
cglegetgice
gtgcgaagte
actggetety
CECEECCLEC
ceteggella
EEABECECCE
tgegatecct
gegeteeoige
tececaacceceo
ggeogacceaa
geagegetgt
ggtggacgee

gtgecageee

120
180
240
300
360
420
480
540
600
660
T20
T80
840
900
960
1020
1080
1140




clgaaccaaa
cegeacaggt
acccaggeta
gacatcgacg
accltcgagt
gactoeggea
ceceggeteca
210> 11
211> 516
<212> PRT
<213> human
<400> 11
Met Leu Gly
1

Phe Pro Ala

His Asp Cys
35
Ser Gln Ile
50
Ser Val Ala
65
Val Gly Arg

Gly Asp Pro

Gly Asp Asn

1156

Gly Ala Pro
130

Ala Thr Val

Lys Ala Asp
Pro Leu Ala
Tyr Gly Thr

195

Val Gly Ser
210

Val
Pro
20

Phe
Cys
Ala
Arg
Lys
100
Asn
Leu
Pro
Gly
Val
180

Pro

Ser

ctagetaccet
gecagalgit
getgtgagty
agtgegaaaa
geatetgepg
aggtgpaceg

cctigactce

Leu
5
Ala
Ala
Asp
Asp
Arg
85
Arg
Thr
Cys
Ser
Phe
165
Glu

Phe

Ala

Val

Glu

Leu

Gly

Val

70

Leu

Leu

Ser

Gly

Glu

150

Leu

Pro

Ala

Leu

Pre

Tyr

Leu

bb

Ile

Trp

Gly

Tyr

Pro

135

Pro

Cys

Gly

Ala

VYal
215

ctgegtetge
tigcaaccag
ceetgaagge
cggeggette
geeegactlog
tggegacage
tecggecgte

Gly

Gln

Pro

40

Arg

Ser

Ile

Pro

Ser

120

Leu

Ile

Giu

Ala

Arg

200
Ala

geegaggget
actgecetglic

tacatecigg

tgetecoggge
geeccttpgtee

ggetlteteggeg
ggepetegtge

Ala
Pro
25

Gly
Gly
Leu
Gly
Leu
105
Arg
Cys
Trp
Phe
Ala
185

Gly

Pro

Leu
10

Gly
Pro
His
Leu
Leu
90

Arg
Trp
Val
Glu
His
170
Ala

Ala

Leu

Ala

Gly

Ala

Leu

Leu

75

Gln

Gly

Ala

Ala

Glu

155

Phe

Ala

Asp

Gly

10

tcgegeceat

cagecgaclg

acgacgettti

tgtegccacaa

gecacattigg

agececCCCgec

attcgggce

Leu

Ser

Thr

Met

60

Asn

Leu

Phe

Arg

Val

140

Gln

Pro

Ala

Phe

Leu
220

Ala

Gln

Phe

45

Thr

Gly

Pro

Gln T

Leu
125

Ser

Gin

Yal

Gln
206
Glin

Gly
Cys
30

Leu
Val
Asp
Pro
trp
110
Asp

Ala

Cys

g Thr

Ser
190
Ala

Leu

tecccacgag
cgaccceaac
catctgcacg
ccteceeggt
caccgaclgt

Cageecgacg

Leu
15

Val
Asn
Arg
Gly
Gly
95

Val
Leu
Ala
Giu
Cvs
175
Ile
Leu

Met

Gly

Glu

Ala

Ser

Gly

80

Cys

Thr

Asn

Giu

Val

160

Arg

Thr

Pro

Cys

1200
1260
1320
1380
1440
15600
1548




Thr

225

Gly

Asn

Leu

Asn

Ser

306

His

Pro

Pro

Cys

Ser

3856

Pro

Cys

Leu

Gly

Iie

465

Asp

Pro

Val

210> 12

Ala

Ala

Ala

Gln

Asp

290

Tyr

Arg

Gln

Asn

Phe

370

Tyr

His

Asp

Asp

Phe

450
Cys

Ser

His

Pro

Trp

Ile

Ala

275

Leu

Ser

Cys

Arg

Tyr

3565

Arg

Leu

Arg

Pro

Asp

435

Cys

Gly

- Gly

Pro

Ser
516

<211> 1548

Pro

Asp

Pro

260

Asp

Cys

Cys

Glu

Cys

340

Asp

Ala

Cys

Cys

Asn

420

Gly

Ser

Pro

Lys

Thr

500
Gly

Glu

Met

Asp

325

Val

Leu

Asn

Val

Gln

405

Thr

Phe

Gly

Asp

Val

485

Pro

Ala
230
Ser
Ala
Arg
His
Cys

310
Val

Asn T

Val
Cys
Cys
3890
Met
Gln
Ile
Val
Ser
470

Asp

Gly

Val

Val

Pro

Asp

Glu

37h

Ala

Phe

Ala

Cys

Cys

455

Ala

Gly

Ser

Gln

Glu

Arg

~ Cys

280
Cys

Thr

Asp

- Gln

Gly
360
Tyr
Giu
Cys
Ser
Thr
440
His
Leu

Giy

Thr

Gly
Asn
Cys
265
Thr
Val
Gly
Cys
Gly
345
Glu
Gln
Gly
Asn
Cys
425
Asp
Asn
Ala

Asp

Leu
505

His

Gly

260

Gln

Ala

Pro

Tyr

Ile

330

Gly

Cys

Cys

Phe

Gln

410

Glu

Ile

Leu

Arg

Ser

400
Thr

Trp

235

Gly

Cys

Ser

Asn

Arg

316

Leu

Phe

Val

Gln

Ala

395

Thr

Cys

Asp

Pro

His |

475
Gly

Pro

11

Ala

Cys

Pro

Ala

Pro

300

Leu

Glu

Glu

Glu

Pro

380

Pro

Ala

Pro

Glu

Ser

Pro

Arg

Glu

Ala

Thr

286

Asp

Ala

Pro

Cys

Pro

365

Leu

Ile

Cys

Glu

His

Gly

270

Gln

Gln

Ala

Ser

His

350

Val

Asn

Pro

Pro

Gly
430

s Glu

hr Phe

s Gly

Gly

Ala

Thr

Glu

Yal
510

Ala

Ala

265

Ala

Ser

Pro

Asp

Pro

336

Cys

Asp

Gln

His

Ala

415

Tyr

Asn

Glu

Asp

Pro

495
Gly

Pro

240

Ala

Cys

Gly

Gln

320

Cys

Tyr

Pro

Thr

Glu

400

Asp

Iie

Gly

Cys

Cys

480

Pro

Leu




<212> DNA

<213> human

400> 12
atgettggeg
gCagagecge
ggeeocgoga
acaglgegel
gttggecgee
cgeclcggge
aggtgggeac
fcegetgetg
aaggeogatg
BagCCCEECE
ggageggact
cagcetaatgt
ggogetigee
geggegetecee
acegcatceg
EACCAgCCEs
caccgegtgeg
gltecaacacac
gagigtetgg
ctgaaccaaa
ccgeacaggt
acccaggela
gacatcgacg
accttcgagtl
gacloceggea
ceeggeteca
210> 13
211> 21
212> DNA

teetggtect
agccgeatyg
cettecteas
ceteggtgge
ggegeetelg
ceclgegegg
gegetegacet
aggcecactigt
geltceetetg
cegeggetge
tccaggeget
ECACCECECE
actgecagegt
getgecagtig
cgacgecagic
geteoctacte
aggacgtgga
agggteggett
agcecgigga
ctagelacet
gecagatgtt
getgtgagtg
aptgcgaaaa
geatetgegg
aggleggacgy

cettgactee

tggegegetg
cagecagtge
tgecaglcag
tgeegatgte
galcggeelg
cttccaglegg
caatgggegcel
gececcagegag
cgagitccac
cgeegteteg
geegeiggge
ECCCERALCE
£EAagaaceEc
cocagocgge
cltgcaacgac
gtgecatglge
tgactgeata
cgapgtgecac
ccegtgette
clgecgtetge
ttgcaaccag
ccetlgaagee
cgeegrotte
geecgacteg
tggegacage
tecggeegly

213> Artificial Sequence

<2205

geoelggeog
glecgagecacg
atetgegacg
atttcettige
cagetgccac
gttacgggag
cccctetlgeg
ccgatelpggg
Ttcccageca
atcacctacg
agelecgeceg
gtccagegee
ggetgegage
geegecetge
ctetgegage
gagaccgget
ctggagceca
tgetacceta
agagccaact
geegagegget
actgectgte
tacatcetigg
tgetecgegs
geectlttgeee
ggeletiggesg
gggetegltge

geoetggggtt
actgetltege
gactgeggeg
tactgaacgg
ceggelgegs
acaacaacac
gecegttety
aggagcagca
cclgeaggee
gcaccecegtt
cggigegetee
acltgggcceag
acgegtgeaa
aggeagacgy
actictgept
accggetgge
gteegtgtcee
actacgacct
gegagtacca
tegegeceeat
cagecgactg
acgacgeglti
igtgecacaa
gecacattpg
8gCCCCCECe

atlcggge

ccecgeasee
getetacceg
ccacotaatyg
CHACERCEHC
cgaccccaag
cagctatage
cgtegetgte
glgogaagty
actggetptg
CECERCCCEC
ccteggetta
BEABECECCE
tgegateeot
gcgelectge
tececaaceoo
ggecgaccaa
gcagegetgt
getggacgge
gtgeecagece
tececacgag
cgaccceaac
catclgceacg
ceteceegat
caccgactgt

cageecgacg

€223> Description of Artificial Sequence: Synthetic DNA

<400> 13

aatglggegeg geaagggeeg a

210> 14
211> 10
(212> PRT

12

21

120
189
240
300
360
420
480
b40
600
660
720
780
840
960
960
1620
1080
1140
1200
1260
1320
1380
1449
15060
1548



<213> human

<400%> 14

Lys Glu Ser Tyr Ser Val Tyr Val Tyr Lys

i 5 10

210> 15

211> 14

<212> PRT

<{213> human

<400> 15

Val Leu Lys Gln Val His Pro Asp Thr Gly Ile Ser Ser Lys
1 b 10

210> 16

211> 13

212> PRT

<213> human

<400> 16

Ser Thr Ile Thr Ser Arg Gilu Ile Gln Thr Ala Val Arg
i 5 10

210> 17

QLi> 7

212> PRT

<213> human

<400> 17

Glu Ile Gln Thr Ala Val Arg

1 5

<210> 1B

2li> 16

212> PRT

<213> human

<400> 18

Glu Ile Gln Thr Ala Val Arg Leu Leu Leu Pro Gly Glu Leu Ala Lys
1 5 10 15
216> 19

211> 9

<212> PRT

<213> human

400> 19

Leu Leu Leu Pro Gly Glu Leu Ala Lys
1 5

<210> 20

13




<21l 17
212> PRT

<213> human

<400> 20

Leu Leu Leu Pro Gly Glu Leu Ala Lys His Ala Val Ser Glu Giy Thr

1

Lys

<21o> 21
211> 125
<212> PRT
{213> human
<400> 21

Pro Glu Pro
1

Ala Val Thr

Arg Lys Giu
35

His Pro Asp

50

Phe Val Asn

Ala Hig Tyr

Ala Val Arg

Glu Gly Thr
115

)

Ala Lys

Lys Ala
20

Ser Tyr

Thr Gly

Asp Tle

Asn Lys
85

Leu Leu
100

Lys Ala

Ser

Gln

Ser

Ile

Phe

70

Arg

Leu

Val

Ala

Lys

Val

Ser

5b

Glx

Ser

Pro

Thr

Pro

Lys

Tyr

40

Ser

Arg

Thr

Gly

Lys
120

Ala

Asp

25

Val

Lys

Ile

Ile

Glu

105

Tyr

10

Pro

10

Gly

Tyr

Ala

Ala

Thr

40

Leu

Thr

Lys Lys

Lys Lys

Lys Val

Met Gly

60

Gly Glu

76

Ser Arg

Ala Lys

Ser Ser

14

Gly

Arg

Leu

45

1le

Ala

Glu

His

Lys
125

Ser

Lys

30

Lys

Mat

Ser

Ile

Ala
110

15

Lys Lys
15

Arg Ser

Gln Val

Asn Ser

Arg Leu
80

Gln FThy

9b

Val Ser




