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[26]

C3E-7085-LC
NFMLTQPSSVSGVPGQRVIISCTGNTGNIGSNYVNWYQQOLPGTAPKLLIYRDDKRP
SGVPDRFSGSKSGTSASLAITGFQAEDEADYYCQSYSSGFIFGGGTRKLIVLGQPKA
APSVILFPPSSEELOANKATLVCLISDFYPGAVTIVAWKAD SSPVKAGVETTTPSKQ
SNNKYARSSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS

(BEC5I&ES2)

[E47]

C3E-7096
EVQLVESGGGLVQPGGESLRLSCAASGVTENYYGMSWIRQAPGKGLEWVASITRSGG
RIYYPDSVKGRFTISRENTQKTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGCGT
LVTVSSGGGGSGGEGGESGGEGSNEFMLTQPSSVSGVPGORVTISCTGNTGNIGSNYVN
WYQQOLPGTCPKLLIYRDDKRPSGVPDRFSGSKSGTSASLAITGFQAEDEADYYCQS
YSSGFIFGGGTKLTVL

(BREHNES3)

[E8]

HC h
ATGAAGCACCTCTGGTTCTTTCTCCTGTTGGTGGCTGCACCAAGATGGGTCCTGAG
CGACAAGACGCACACTTGCCCTCCGTGTCCAGCTCCCGAAGCTGCAGGAGGTCCCA
GCGTTTTCCTGTTTCCTCCARAGCCCARAGACACCCTGATGATCTCCAGGACTCCC
GAGGTGACCTGTGTAGTTGTCGACGTTAGCCATGAGGATCCCGAGGTCAAGTTTAA
CTGGTATGTCGACGGAGTTGAAGTCCACAATGCCAAGACCAAACCACGAGAAGAGC
AGTACAATAGCACATATCGCGTAGTGTCTETACTGACCGTCTTGCATCAGGATTGG
CTTAATGGGAAGGAGTACAAGTGCAAAGTGAGCAACAAAGCCCTTCCGGCGCCCAT
AGAGARAACCATCAGCAAGGCAAAGGGGECAACCTCGGGAACCTCAGGTCTGCACALC
TGCCACCTTCTCGTGATGCGAGCTGACTAAGAACCAGGTGTCACTGTCCTGTGCCGTG
AABRGGCTTTTACCCCTCCGACATTGCCETCGAATGGGAGTCARATGGTCAGCCTGA
GAACAACTACAAGACTACACCGCCAGTGCTCGATTCACGATGGCTCTTTCTTCCTGG
TTTCCAAGCTGACAGTGGACAAATCCAGATGGCAACAGGGCAATGTGTTCAGCTGC
AGTGTGATGCATGAAGCCCTTCACAACCACTATACGCAGAAADAGTCTGAGTCTCTC
TCCTGGADAA

(BEHI &S 4) 5+ IEH] (1-57) .Hinge (58-8"7) .CH2 (88-417).

CH3 (418-738)
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C3E-7085-HC-k
ATGAAGCATCTCTGGTTTTTCTTGCTGCTCGTCGCTGCACCTCGATGEGGTGCTGTC
AGGCGAAGTCCAGCTGGTTGAATCTGGCGGTGGCCTGGTGCAACCTGGAGGGTCTT
TGAGACTGAGTTGTGCCGCATCAGGAGTCACCTTCAACTACTATGGCATGTCATGG
ATACGCCAAGCTCCCGGGAAAGGGCTCGAATGGGTCGCATCAATCACTCGGTCTGE
GGGGAGAATCTACTATCCAGACTCAGTCAAGGGCCGCTITACCATCAGCCETGAGA
ATACCCAGAAAACGCTGTACCTACAGATGAACTCCCTTCGEGCAGAGGACACTGCE
GTGTACTACTGTACACTGGATGGGCGAGATGEGTGEETTGCCTATTGGGECCAAGE
TACTCTTGTGACTCTGTCTTCGECAGGCGGCGGTTCCEETGETGGTGGTTCCGGAG
GAGGAGGAAGCAACTTCATGCTGACACAGCCGTCTTCCETATCTCGGCGTACCAGGT
CAACGCGTGACCATTTCTTGCACCGGCAATACAGGGAACATTGGCAGCAACTATGT
GAACTGGTATCAGCAGCTTCCCGGAACTEGCTCCTAAACTCCTGATATACAGGGATG
ATAAGCGGCCTTCTGEEETCCCTCGATCGETTTAGTGECTCCAAAAGCGGAACCTCE
GCGAGCCTGGCAATCACAGGCTTTCAGECTGACGATGAGCGCCGACTATTATTGCCA
GAGTTATAGTAGCGGATTCATCTTTGECEEEEGECACGAAGTTAACCGTCCTTCGTG
GAGAGCCCAAAAGCGCCGACAAGACCCACACCTGTCCACCTTGTCCCGCTCCAGAA
GCCGCTGGGEGECCTTCCETCTTTCTCTTTCCCCCCAAACCCAAAGACACACTGAT
GATCTCCAGAACACCCGAAGTAACCTGCETTGTGETIGACGTATCCCACGAAGATC
CCGRAGTGAAGTTCAATTGGTACCTGEACCGCET TGAGETGCACAATGCCARAACA
AAGCCTAGGGAGGAACAGTACAATTCGACATATAGGETAGTGTCAGTCCTGACAGT
GTTACACCAGGACTGGETTGAACGGCAAAGAGTACAAGTGCAAGGTGAGCAACAAAG
CGCTTCCAGCGCCAATTGAGAAGACGATTTCCAAAGCCAAAGGACAGCCGAGGGAA
CCGCAGGTCTACACCTTACCCCCATGCAGAGACGAGTTGACCAAGAATCAGGTGAG
TCTATGGTGCCTCGETGAAGCGCTTCTATCCCAGCGATATTGCCCTCGAGTGGGAAT
CTAATGGCCAACCAGAGAACAACTACAAGACTACGCCACCCGTTCTGGACAGTGAT
GGGAGCTTCTTCCTATACTCCAAGCTCACTGTGGACAAGTCACGTTGGCAACAGGG
AAATGTTTTCAGTTGTAGCGTGATGCATGAGGCCTTGCATAATCACTACACTCAGA
AAAGCCTGTCCCTGTCACCTGGARAG

(BE5ES5) >4 FILEF| (1-57) .C3E-7085 (61-780) , Linker (781~
786) Hinge (787-831).CH2 (832-1161) ,CH3(1162-1482)
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[Eg10]

C3E~-7085-Fab-HC-k
ATCGAAACATCTCTGGTTCTTTCTGCTGCTGEGTAGCCGCCCCTAGATGGGTCCTCAG
TGAGGTTCAGCTTGTAGAGTCCGGLCEGGCEGELCTTGGETGCAGCCCEGGAGGTTCCCTCC
GECTTTCTTGCGCTGCTTCAGGAGTTACGTTCAATTACTATGGCATGTCCTGGATA
AGGCAGGCTCCCEGETAAGGGETTECAATCEETEGCCAGTATTACCCGCAGTEGEAGG
AAGAATCTACTATCCGGATTCTGTGAAAGGACGGTTCACTATCAGCAGAGADAATA
CACAGAARACCCTTTATCTCCAGATGAACTCCCTTCGTGCCGAGGATACCGCTGTG
TACTACTGCACACTGGATGGCCGAGATGEGGETGEGEGTAGCCTACTGEGGTCAAGGAAC
GCTTGTGACAGTTTCCTCAGCCAGCACTAAGGGACCAAGCGTCTTTCCGTTGGCAC
CCAGCAGCARAAGTACTAGCGGCGGCACAGCTGCACTGGGCTGCCTGGTGAAGGAC
TATTTCCCTGAACCCGETCACCGTEGTCCTGGAACTCCGGTGCCTTGACTTCCGGETET
TCACACATTCCCCGCAGTGCTCCAGAGTTCCGGGCTCTACTCACTGTCATCTGTGGE
TCACCGTGCCTAGCTCAAGTCTGGGGACCCAAACTTACATCTGCAATGTGAACCAT
AAGCCTAGTAACACCAMAGTCGACADACGCGTCGAGCCCAAGTCATGCGACAAGAC
CCACACATGTCCACCTTGTCCCGCACCTGAGGCGGCTGETGGCCCATCCGTGTTTC
TGTTTCCACCARAGCCTAAAGACACCCTGATGATTAGTCGAACACCAGAGGTGACT
TGCGTTGTCGTCGATGTGTCACACGAAGATCCGGAGCTAMAGTTCAACTGGTACGT
CGATGGGGTGGAGGTTCATAACGCCAAGACTAAGCCAAGAGAAGAGCAGTACAACT
CTACGTATAGGGTGGTAAGCGTACTGACAGTGTTGCACCAGGATTGGCTCAATGGC
AAGGAATACAAGTGTAAGGTGTCTAATAAGGCGCTGCCTGCGCCAATTGAGAMRAC
GATCTCTAAGGCCAAAGGGCAACCAAGGGAGCCCCAAGTCTATACCCTECCTCCRET
GTCGGGACGAACTGACTAAGAACCAAGTGAGCCTCTGGTGCCTGGTCAARGGCTTT
TATCCCAGCGACATAGCAGTGGAATGCGGAGAGCAATGGGCAGCCAGAGAACAACTA
CAAGACCACACCTCCCGTTCTGEGACTCTGACGGATCATTCTTTCTGTATTCCAAAC
TGACAGITGACAAGTCTCGCTGGCAGCAGGGARATGTEGTTCAGCTGTAGCEGTGATG
CATGAAGCCCTGCACAATCACTATACCCAGAAAAGCCTGAGCCTGTCTCCCGGCAA
A

(BEHFES6)FFIVEHI (1-57),CIE-7085-VH (58-411),CH1 (412—
705) ,Hinge (706-750),CH2 (751-1080) ,CH3 (1081~-1401)



10/42

WO 2022/210485 PCT/JP2022/014868
[Bg11]

C3E-7085-LC
ATGGITTCTGCAGACTCAGGTGTTCATTTCCCTTCTGCTGTGGATTAGTGGGGCATA.
TGGGAATTTCATGCTGACTCAGCCARGCTCCGTAAGCGGAGTACCCGGCCARAGAG
TCACAATCAGTTGCACTGGTAACACCGGTAATATCGGCTCTAACTACGTGAATTGE
TACCAGCAGTTGCCAGGAACAGCACCCAAACTCCTGATCTACCGCGATGACAAGCG
ACCATCTGGCGTGCCTGATCGETTTAGCGGGAGCAAAAGTGGCACAAGTGCCTCAT
TGGCCATAACGGGETTCCAGGCGGAGCATGAAGCAGACTACTATTGCCAGTCCTAC
TCCTCTGGCTTCATCTTTGGCGGAGCGCGCACCAAGCTCACCETGCTTGGACAACCCAA
AGCAGCTCCATCAGTGACCCTGTTTCCTCCTTCTTCTCAGGAGCTGCAGGCCAATA
AGGCCACACTGGTGTGTCTCATTAGCCACTTTTATCCGCEETGCGGTCACTGTGECC
TGGAAAGCCGACTCAAGTCCGGTTAAGGCTGEGAGTTGAGACAACCACACCCTCTAA
GCAGAGCAACAACAAGTATGCTGCCTCAAGCTACCTCTCACTGACCCCTGAGCAGT
GGAAATCCCATAGGAGCTATTCCTGCCAAGTCACCCACGAAGGCTCCACCGEGTCGAA
AAGACTGTGGCTCCCACGGAATGTAGC

(BHES7) U FILEFI (1-60) ,C3E-7085_VL(61-381) ,CL(382-
699)
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[Bd12]

C3E-7096~HC-k
ATGAAGCACCTCTGGT T TTTTCTGTTACTCCTTECTGCTCCCAGATGGGTCTTGAG
CGGAGAAGTACAGCTTGTAGAGTCAGGAGGAGGACTGGTACAACCAGGTGGCTCGT
TACGGCTCAGTTGCGCAGCCTCCGGTGTGACTTTCAACTACTACGGCATGAGCTGGE
ATACGGCARGCGCCTGGARAGGGGCTCGAATGGGTAGCCTCCATAACACGGAGTGE
GGGTCGCATTTACTACCCCGATTCTGTCARAGGCCGCTTCACAATCAGCAGAGARA
ACACGCAGAAAACATTGTACCTCCAGATGAATAGCCTTAGGGCCGAAGATACGGCA
GTCTACTATTGCACCCTGGATGGCAGGGACGETTGGGTTGCCTATTGGGGTTGTGE
CACCTTAGTGACCGTATCCTCTGGAGGAGGCGGCAGTGGAGGAGGGGGATCAGGGE
GTGGAGGGAGTAACTTCATGCTTACACAGCCAAGTTCTGTTTCAGGTGTTCCTGGE
CAGAGGGTTACCATCTCTTGCACAGGGAATACAGGCAACATTGGCAGCAACTATGT
GAATTGGTATCAGCAGCTACCAGGCACGTGTCCGAAACTGTTGATCTATCGGGATG
ACARAAGACCGTCCGGAGTGCCTGATCGCTTTTCCGEGCTCTARATCCGGGACTTCA
GCGAGTTTGECCATTACTGGGTTTCAGGCAGAAGATGAGGCCGACTACTACTGCCA
GAGCTACTCTAGCGGGTTCATCTTTGGCGGTEGEGACCAAGCTGACTGTGCTGGGECE
GCGAACCCAAATCCGCCGACAAAACCCACACTTGTCCGCCATGTCCTGCTCCAGAG
GCAGCTGGTGGCCCCTCTEGTCTTTCTGTTTCCCCCTAAGCCCAAGGACACACTGAT
GATTTCGCGTACTCCAGAGGTGACGTGTCTGETGEGTGGATGTGTCTCATGAAGATC
CCGAGGTGAAGTTCAATTGGTATGTGGACGGAGTGGAAGTCCACAACGCTAAGACA
AAGCCTAGGGAAGAGCAGTATAACTCCACCTACAGAGTCGTTAGCEGTGCTGACCGET
GCTCCATCAAGACTGGCTCAATGGCAAGGAGTACAAGTGCAAAGTCTCCAATAAGE
CCCTTCCTGCTCCCATCGAGAAAACCATCTCAAAGGCGAAAGGACAACCCCGAGAA
CCTCAGGTCTATACCCTACCACCCTGTCGTGACGAGCTGACTAAAAATCAGGTGTC
ACTGTGGTGCCTAGTCAAAGGGTTCTATCCCTCTCGACATTGCCETGCAGTGEGAGA
GCAATGGCCAGCCAGAGAACAACTACAAGACCACACCTCCAGTCCTGGACTCGGAT
GGCTCCTTCTTCCTGTACAGCAAGCTCACCGTTGACAAGTCACGATGGCAGCAAGG
GAATGTCTTCTCATGCAGCCTCATGCATGAGGCACTTCACARCCACTATACTCAGA
AGTCCCTGAGCTTGAGTCCGGGGARA

(ERHES8) L4+ ILERSI (1-57) .C3E~T7096 (61-780), Linkexr {781~
786) ,Hinge (787~831),CH2 (832~1161),CH3(1162-1482)

[E213]

HC h
MKHIWFFLLLVAAPRWVLSDKTHTCPPCPAPEAAGGPSVFLEFPPKPKDTIMISRTP
EVICVVVDVSHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHEQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVCTLPPSRDELTKNQVSLSCAV
KGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFESC
SVMHEALHNHYTQKSLSLSPGK

(5 ES9) LFFILEEFI (1-19) .Hinge (20-29) ,CH2 (30-139),
CH3(140-246)
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[E414]

C3E~7085-HC-k
MKHLWFFLLLVAAPRWVLSGEVQLVESGGGLVQPGGSLRLSCAASGVTFNYYGMSW
IRQAPGKGLEWVASITRSGGRIYYPDSVKGRFTISRENTQKTLYLOQMNSLRAEDTA
VYYCTLDGRDGWVAYWGQGTLVTVS SGGGGSGEEGSGGGGSNFML.TQPSSVSGVEG
QRVTISCTGNTGNIGSNYVNWYQQLPGTAPKLLIYRDDRKRPSGVPDREFSGSKSGTS
ASLAITGFQAEDEADYYCOSYSSGFIFGGGTKLTVIL.GGEPKSADKTHTCPPCPAPE
AAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHED PEVKEFNWYVDGVEVHNAKT
KPREEQYNSTYRVVSVLTVLHQODWLNGKE YKCKVSNKALPAPIEKTI SKAKGQPRE
POQVYTLPPCRDELTKNQVSLWCLVKGEFYPSDIAVEWNE SNGQPENNYKTTPPVLDSD
GSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
(BEHIES10) LT FILEH (1-19) .C3E-7085(21-260) ,linker (261~
262) .Hinge (263-277).CH2 (278-387),CH3 (388-494)

[E15]

C3E-7085-Fab-HC-k
MKHLWFFLLLVAAPRWVLSEVQLVESGGGLVQPGGSLRLSCAASGVTENY YGMSWI
ROAPGKGLEWVASITRSGGRIYYPDSVKGREFTISRENTOKTLYLOMNSLRAEDTAV
YYCTLDGRDGWVAYWGRGTLVIVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKD
YFPEPVTVSWNSGALTSGVHTFPAVLOSSGLY SLSSVVTVPSSSLGTQTY ICNVNH
KPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVT
CVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLIVLHQDWLNG
KEYKCKVSNKALPAPIERKTISKAKGOPREPQVYTLPPCRDELTKNQVSLWCLVKGE
YPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPGK

(RHNES11) 7+ IEF] (1-19),C3E-T085-VH(20-137) , CHI1(138-
235) Hinge (236-250) , CH2 (251-360) , CH3 (361-467)

[EQ16]

C3E-7085-LC
MVLQTQVFISLLLWISGAYGNFMLTQPSSVSGVPGORVTISCTCGNTGNIGSNYVNW
YOOLPGTAPKLLIYRDDKRPSGVPDRFSGSKSGTSASLAITGFQAEDEADYYCQSY
SSGFIFGGGTKLTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVA
WKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVE
KTIVAPTECS

(L5 ES12) > 5 FIVEEHI (1-20) . C3E-7085_VL(21-127) ,CL (128~
233)



13/42

WO 2022/210485 PCT/JP2022/014868

[B417]

C3E-7096-HC-k
MKHLWFFLLLVAAPRWVLSGEVQLVESGGGLVQPGGSLRL.SCAASGVTEFNYYGMSW
IRQAPGRKGLEWVASITRSGGRIYYPDSVKGRFTISRENTOKTLYLOMNSLRAEDTA
VYYCTLDGRDGWVAYWGCGTLVIVSSGGGESCEEESEEGESNFMLTQPSSVSGVPG
QRVTISCTGNTGNIGSNYVNWYQQLPGTCPKLLIYRDDKRPSGVPDRFSGSKSGTS
ASLATITGFQAEDEADYYCQSYSSGFIFGGGTKLTVLGGEPKSADKTHTCPPCPAPE
AAGGPSVFLFPPKPKDTIMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPREEQYNSTYRVVSVLIVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPRE
POQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSD
GSFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPGK
(BBHES13) Y FILEFH (1-19) .C3E-7096 (21-260) , Linker (261~
262).Hinge (263-27"7).CH2 (278-387) .CH3 (388-494)
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[E418]

TX3-0001-HC k
ATGAAGCACCTGTGGTTCTTTCTGCTGCTTGTGGCCGCACCACGGTGGGTGCTGETC
AGGTCAGGTGCAGTTAGTGCAGTCAGGCGCAGAAGTAAAGAAACCAGGAGCTTCAG
TGAAGGTCAGTTGCAAGGCTTCTGGGTATACGTTCACTACCGCAGGGATGCAGTGG
GTGCGEGCCAAGCTCCAGGGCAGCGCACTGGAGTGCGATGGGETGGATTAATACCCATAG
CGGGGTCCCRAAAGTACGCGGAAGATTTCAAAGGCAGAGTCACCATTTCTGCCGATA.
CGAGCACATCGACAGCATACCTCCAGCTTAGTTCCTTGAAGAGTGAGCGACACAGCT
GTATACTACTGCGCCAGATCCGGTTTTGGTAGCAGTTACTGGTACTTCGACGTGETG
GEGGCCAAGGCACACTCGTGACTGTATCCTCAGGAGGGGGAGGTTCCGGETGGCGGCG
GCTCTGCGAGCGAGGCGGAAGCGACATTCAGATGACCCAGTCTCCCAGTAGCCTTAGC
GCCAGTGTTCGCCATAGAGTCGACAATCACCTGTAAAGCCTCTCAGGACGTGTCGAC
AGCAGTGCGCATGETATCAGCAGAAACCCGGAAAGGCTCCCAAGCTACTGATATATT
CCGCGTCGTATCGGTACACAGCGGTACCATCTCEGCTTCTCEGGEGTTCCGGCAGCGGC
ACCGACTTTACCCTCACAATTAGCTCTTTACAGCCCCAAGACTTCGCAGTGTATTA
TTGCCAGCAACACTATATCACCCCGCTGACTTTTGGGCAGGGTACGAAGCTTGAGA
TCARACGGACTGGCGEGEEETGGCETCTGAGGTCCAGCTGETTGAATCCGGCGGGGGA
TTAGTGCAGCCAGGCGETTCACTCAGCTTCAGCTGEGTGCAGCCTCTGGAGTCACGTT
TAACTACTATGGCATGTCCTGCATTAGACAAGCCCCAGGCAAAGGCCTGGAGTGGGE
TAGCCTCTATCACCCGAAGCGGTGCACGCATCTATTACCCAGATAGCGTGAAGGGC
CGGTTCACAATCAGTAGAGAGAACACCCAGAAGACACTGTACCTACAAATGAACAG
CCTAAGAGCCCGAGGATACCGCEGETGTACTACTGTACACTCGATGGAAGGGATGGGET
GGETGECTTACTGEGEGGEGECAGCGGCACTCTCGTCACCEGTTAGTAGTGGCGGEGTGGCGGET
AGCGGCAGCAGGAGGTAGCGGECEGGAGGTEGEETCAAATTTCATGCTCACACAGCCCAG
CTCAGTCTCCEGEEETACCTEGCCAGCEGTETCGACTATCTCCTGCACTGGCAATACCG
GAAACATAGGAAGCAATTACGTAAACTGETATCAACAGCTTCCGEGEGCACTGCCCCT
AAACTCCTGATTTACCGCGATGATAAAAGCCCTTCCGGCEGTCCCAGACAGGTTTAG
TCECTCGAAATCCEGGGACAAGCGCCAGTTTGGCAATTACCGGATTTCAAGCCGAAG
ATCGAAGCTGACTACTACTGCCAGTCCTATTCATCAGGGTTCATATTTGGCGGTGGA
ACTAAACTGACCGTCCTTGGAGCGGGCAACCCAAGAGCGCCGACAMAACACACACTTG
TCCTCCGTGTCCCGCGCCCGARGCTGCTGGEGGGCCCAGTGTGTTCCTATTTCCCC
CCAAGCCARAGGACACGTTGATGATCTCTCGTACCCCTGAGGTCACGTGCEGITGTG
GTTGACGTCTCCCACGAAGATCCCGAGGTGARATTCAACTGGTATGTGGACGGCGET
TGAGGTGCACAATGCCAARACTARGCCGAGGGAAGAGCAGTACAACTCTACCTATC
GGGTGGTGTCTGTTTTGACAGTTCTCCATCAGGACTGGCTGAATGGAARAGAGTAC
AAGTGCAAGGTGAGTAACAAAGCTCTGCCAGCCCCTATCGAGAAAACCATCTCCAA
GGCCARAGGCCAACCACGAGAGCCTCAAGTTTACACCCTCCCTCCTTGTCCGAGACG
AGCTGACCAAGAACCAAGTCTCCTTATGGTGTCTCGTGAAGGGATTTTATCCCTCA
GACATTGCCGTGGAGTGGGAATCTAATGGCCAGCCTGAGAACRAATTATAAGACAAC
TCCTCCTGTCCTTGATTCCGATGGCTCCTTTTTCCTIGTACTCTAAGTTGACTGTCG
ACRAGTCACGCTGGCAGCAGGGGAATGTTTTCTCTTGCAGCGTTATGCATGAAGCT
CTGCATAACCACTATACTCAGAAAAGCCTGTCACTGTCACCGGGGAAG
(BEHNFES14) V5 FILEFI(1-57)  HT1-11 scFv(61-795),

linker (796-810).C3E-7085 (811-1530).linker (1531-15386),
Hinge (1537~1581),CH2 (1582-1911),CH3 (1912-2232)
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[E419]

TX3-0003-HC k
ATGAAGCATCTCTGGTTTTTCCTEGCTCCTGETGEGCGECTCCAAGATGGETGTTGAG
CGETCAGGTGCAACTGETGCAGTCAGGAGCCCGAGETCAAGAAACCCGEGGCGCGAGTG
TCAAAGTGCAGTTGCAAAGCTTCCGCATATACTTTCACTACCGCTGGAATGCAATGG
GTGAGACAAGCACCAGGGCAAGCCTTGGAATGGATGGGCTGGATCARCACACACTC
TGGGGTTCCCAAGTATGCCGAAGACTTTAAGGGTAGGGTCACCATATCAGCCGATA
CATCAACCTCGACCGCATACCTCCAGCTGTCCTCCCTTAAGAGCGAGGATACTGCT
GTTTACTATTGCGCTAGGTCAGGATTCGGCTCTTCTTACTGGTACTTTGATGTGTG
GGGGCAGGGCACACTTGTGACGETTTCCTCTGGCEGCEGCGEETCAGCAGCGTGRTE
GCTCTGGAGGGEETGGTTCAGACATCCAGATGACCCAGAGTCCTTCCTCCTTGAGT
GCCAGTGTAGGCGACAGAGTCACTATTACCTGCAAGGCCTCTCAGGACGTGTCGAC
AGCGGTTGCATGGTATCAGCAGARACCTGGGAAGCGCTCCAAAGCTCCTGATCTACT
CAGCCAGCTATCGGTACACTGGEGTCCCTTCTCGCTTTAGCGGCTCTGGTAGCEEE
ACCGACTTCACGCTTACCATCAGTTCCCTGCAACCEGAGGACTTTGCAGTGTACTA
CTGTCAGCAGCATTACATCACCCCACTCGACATTTGCECACGCEGACAAAGCTTGAGA
TTAAACGGACAGGCGGCCGAGGAAGCCAGGTGCACTTAGTGEAGAGCEGAGGCGGET
TTAGTCCAACCGGGCGGGAGCCTCCGTCTGAGCTGTGCTGCTTCCGGCGTTACCTT
CARACTATTATGGAATGAGCTGGATCAGGCAAGCCCCTGGCAAAGGTCTTGAATEGE
TTGCATCTATCACTCGATCAGGGGGTCGCATTTATTACCCGGATAGCGTTAAAGGC
AGGTTCACAATCTCTCGGGAGAACACTCAGAAAACCCTCTATCTACAGATGAACTC
TTTACGGGCCGAAGATACAGCCGTCTATTATTGCACTCTAGATGGTCGAGATGGCT
GGGTCGCCTATTGGGGGTGTGGAACCTTGGTCACTGT TAGCAGTGGAGGAGGAGGA
TCAGGAGGGGGCGGGETCCEGECEGGETGEGEGGETAGCAATTTCATGCTGACACAACCTTC
TTCAGTATCTGGCGTGCCAGGACAGCGCGTCACCATCTCTTGTACCGGCAATACAG
GTARCATTGGCTCCAATTACGTGAATTGGTACCAGCAGCTTCCTGGCACCTGCCCT
ARGCTGCTGATTTACCGGGACGATAAGAGGCCCTCGEGEETGCCCGACCETTTCTC
GGGAAGCAAGTCCGGGACATCCGCCTCACTTGCCATTACGEGETTTCAGGCCGAGG
ATGAAGCTGATTACTACTGCCAGTCTTACTCCAGTGGCTTCATTTTTGGCGGAGGC
ACCAAGCTGACAGTGCTAGGCGGAGAACCCAAAAGTGCAGACAAGACGCATACTTG
CCCCCCETGTCCTGCTCCAGAAGCAGCAGGAGGACCCTCTGTTTTCCTCTTTCCAC
CTAAACCCAAGGACACTCTCGATCGATAAGCAGAACACCTGAAGTGACGTEGTGTTGTG
GTAGATGTCTCCCATGAAGATCCCGAAGTCAAGTTCARCTGGTACGTGEGACGGCGT
GGAGGTGCACAATGCCAAAACGAAGCCCAGAGAGGAGCAGTATAACTCCACATACA
GAGTTGTGAGCGTACTGACTGTATTGCACCAAGACTGGCTGAATGGTAAGGAGTAC
AAGTGCAAGGTGTCAAACAAAGCTCTGCCTEGCACCCATAGAGAAAACCATCAGTAA
GGCCAAAGGGCAGCCACGCGAGCCACAGGTGTATACTCTGCCACCATGCCGAGACG
AGCTCACTAAGAATCAGGTGAGCTTGTGETGTCTCGTAAAGGGCTTTTACCCCTCG
CGACATTGCCGTAGAGTGGGAATCCAATGGGCAACCCGAGAACAATTACAARAACCAC
ACCGCCAGTGTTAGACAGCGATGGAAGCTTCTTTCTCTATAGCAAGCTGACCGTCG
ACAAAAGTCGCTGGCAGCAGGGGAACGTCTTCAGTTGTTCCGTGATGCACGAAGCE
CTACACAACCACTATACCCAGAAATCCCTGTCACTGAGTCCTGGCAAA
(BRFIFES15) L5+ ILEF] (1-57) . HT1-11 scFv(61-795),

linker (796-810) .C3E-7096(811-1530). linker (1531-1536).
Hinge (1537-1581).CH2 (1582-1911).CH3 (1912-2232)
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WO 2022/210485 PCT/JP2022/014868

[E420]

CX3-0001-HC k
ATGAAGCACCTGTGEGTTCTTTCTGCTGCTGETGGCCEGCTCCTAGATGGETGCTGTC
TECACAGCTTCAGCTGGTTCAGTCTGGCGCCGRAAGTGAAGAAACCTGGCGCCTCTG
TGAAGGTGTCCTEGCAAGECCTCTGGCTACGCCTTCAGCAACTACCTGATCGAGTGGE
GTCCGACAGGCCCCTGGACARGGACTTGAATGCATGGCCGTGATCAACCCTGGCAG
CGGCGTGACCAACTACAACGAGAAGTTCAAGGGCAGAGTGACCATCACCGCCGACA
CCAGCACAAGCACCGCCTACATGGAACTGAGCAGCCTGAGAAGCGAGGACACCGCC
GTGTACTATTGTGCCAGAGCCGAGGCTTGGTTTGCCTATTGGGGACAGGGCACCCT
GETCACCGTTAGCTCTGGTGEGAGGCEGETTCAGGCEGGAGGTGGCAGCGECGETGGCG
GGAGTGATATTGTGATGACACAGAGCCCCGACAGCCTGGCCGTGTCTCTTGGAGAA
AGAGCCACCATCAACTGCAAGAGCAGCCAGAGCCTGCTGTACTCCAGCAACCAGAA
GAACTACCTGGCCTGETATCAGCAGAAGCCCEGCCAGCCTCCTAAGCTGCTGATCT
ACTGGGCCAGCACCAGAGAAAGCGGCETGCCCGATAGATTTTCTGGCTCTGGCAGC
GGCACCGACTTCACCCTGACAATTTCTAGCCTGCAAGCCGAGGACGTGGCCGTGTA
CTACTGCCAGAGATATTACGGCTACCCCTGGACCTTTGGCCAGGGCACCAAGGETEE
ARATCAAGGGAGGCGGAGGATCTGAAGTGCAGCTGETGEGAATCCGEGEGEGEECCTE
GTGCAGCCTGGGGGGAGCCTGAGACTGAGTTGTGCCGCCTCTGGGEGTGACATTTARL
CTACTATGGCATGTCTTGGATCCGCCAGGCACCTGGARAGGGCCTGGAGTGGGTGGE
CCAGCATCACTAGGTCCGGCGGGCGAATCTACTATCCCGACAGCGTCAAGGGCAGG
TTCACAATTTCCCGCGAGAACACACAGAAAACTCTGTACCTGCAGATGAATAGCCT
GAGAGCCGARAGATACAGCTGTGTACTATTGCACTCTGGACGGCAGGGATGGGETGGGE
TCGCCTATTGGGGGCAGGGAACCCTGGTGACAGTCAGCTCCGGAGGAGGAGGATCT
GGCGGAGGAGGCAGTGGGGGAGECGGGTCARACTTTATGCTCACTCAGCCGTCCTC
TGTTTCTGGCGTACCTGGCCAACGGGTGACCATTAGCTGTACGGGTAATACCGGGA
ATATCGGGTCTAACTACGTGAACTGGTATCAGCAGCTTCCAGGGACAGCTCCCAAG
TTGCTGATCTATCGCGACGACAAAAGACCCTCAGGGGTCCCTGACCGATTTAGTGG
CAGCAAAAGCGGTACTTCCGCTTCCCTGGCGATAACCGGCTTTCAGGCCGARGATG
AGGCAGACTACTATTGCCAGTCATATTCCAGCGGCTTCATCTTCGGAGGCGGAACT
AAGCTGACAGTGTTGGGCGGAGAACCCAAGAGCGCAGACAAGACCCACACCTGTCC
TCCATGTCCTGCTCCAGAAGCTCGCAGGCGGCCCTTCCGTGTTTCTGTTCCCTCCAA
AGCCTAAGGACACCCTGATGATCAGCCGGACACCTGAAGTGACCTGCGETGGTGGETG
GATGTGTCCCACGAGGATCCCGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGA
AGTGCACAACGCCAAGACCAAGCCTAGAGAGGAACAGTACAACAGCACCTACAGAG
TGETGTCTGTGCTGACAGTGCTGCACCAGGACTGGCTCAACGGCAAAGAGTACAAG
TGCAAGGTGTCCAACAAGGCCCTGCCTGCTCCTATCGAGAAADACCATCAGCAMAGGC
CAAGGGCCAGCCTAGGGAACCCCAGGTTTACACCCTGCCTCCATGCAGGGATGAGE
TGACCAAGAACCAGETGTCCCTGTGETECCTGETTAAGEGCTTCTACCCCTCCGAT
ATCGCCGTGGAATGGGAGAGCAATGGCCAGCCAGAGARCAACTACAAGACAACCCC
TCCTGTGCTGGACTCCGACGGCTCATTCTTCCTGTACAGCARGCTGACCGTGGACA
AGAGCAGATGGCAGCAGGGCAACGTGTTCAGCTGCAGCGTGATGCACGAGGCCCTG
CACAACCACTACACACAGAAGTCCCTGTCTCTGAGCCCCGGCAAR
(BBHES16) Y FNEFI(1-57) . hM23-H1L1 scFv(61-792),
linker (793-807).C3E-7085 (808-1527), linker (1528-1533),
Hinge (1534-1578),CH2 (1579-1908),CH3 (1909-2229)
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WO 2022/210485 PCT/JP2022/014868

[Bg21]

CX3-0003-HC k
ATGAAGCACCTGTGGTTCTTTCTGCTGCTGGTGGCCGCTCCTAGATGEGTGCTGTC
TGGACAGGTTCAGCTGGTTCAGTCTCGGCGCCGAAGTGAAGAAACCTGGCGCCTCTG
TGAAGGTGTCCTGCAAGGCCTCTGGCTACGCCTTCAGCAACTACCTGATCCGAGTGE
GTCCGACAGGCCCCTGGACARGGACTTGAATGGATGGGCGTGATCAACCCTGGCAG
CGGCGTGACCAACTACAACGAGAAGTTCAAGGGCAGAGTGACCATCACCGCCGACA
CCAGCACAAGCACCGCCTACATGGAACTGAGCAGCCTGAGAAGCGAGGACACCGCC
GTGTACTATTGTGCCAGAGCCGAGGCTTGGTTTGCCTATTGGGGACAGGGCACCCT
GGTCACCGTTAGCTCTGETGGAGGCGETTCAGGCGGAGEGTGGCAGCGGECGETGGCE
GGAGTGATATTGTGATGACACAGAGCCCCGACAGCCTGEGCCGTGTCTCTTGGAGAA
AGAGCCACCATCAACTGCAAGAGCAGCCAGAGCCTGCTGTACTCCAGCAACCAGAA
GAACTACCTGGCCTGGTATCAGCAGAAGCCCGEGCCAGCCTCCTAAGCTGCTGATCT
ACTGGGCCAGCACCAGAGAAAGCGGCGTGCCCEATAGATTTTCTGEGCTCTGGCAGC
GGCACCGACTTCACCCTGACAATTTCTAGCCTGCAAGCCGAGGACGTGGCCGTGTA
CTACTGCCAGAGATATTACGGCTACCCCTGEACCTTTGGCCAGGGCACCAAGGTGG
ABATCAAGGGAGGCGGAGGATCTGAAGTGCAGCTGGTGCGAATCCGGGGGGGECCTE
GTGCAGCCTGGGGGGAGCCTGAGACTGAGTTGTGCCGCCTCTGGGGTGACATTTAA
CTACTATGGCATGTCTTGGATCCGCCAGGCACCTGGAAAGGGCCTGGAGTGGGTGG
CCAGCATCACTAGGTCCGGCGGGCGAATCTACTATCCCGACAGCGTCAAGGGCAGG
TTCACAATTTCCCGCGAGAACACACAGAAAACTCTGTACCTGCAGATGAATAGCCT
GAGAGCCGAAGATACAGCTGTGTACTATTGCACTCTGGACGGCAGGGATGGGTGGE
TCGCCTATTGGGGGTGTCGAACCCTGGTGACAGTCAGCTCCGGAGGAGGAGGATCT
GGCGGAGGAGGCAGTGGEGGAGGCGGEGTCAAACTTTATGCTCACTCAGCCGTCCTC
TGTTTCTGGCGTACCTGEGCCAACGGGTGACCATTAGCTGTACGGGTAATACCGGGA
ATATCGGGTCTAACTACGTGAACTGGTATCAGCAGCTTCCAGGGACATGTCCCARG
TTGCTGATCTATCGCGACGACAAAAGACCCTCAGGGGTCCCTGACCGATTTAGTGG
CAGCAAAAGCGGTACTTCCGCTTCCCTGGCGATAACCGGCTTTCAGGCCGAAGATG
AGGCAGACTACTATTGCCAGTCATATTCCAGCGGCTTCATCTTCGGAGGCGGAACT
AAGCTGACAGTGTTGGGCGGAGAACCCAAGAGCGCAGACAAGACCCACACCTGTCC
TCCATGTCCTGCTCCAGAAGCTGCAGGCGECCCTTCCGTGTTTCTGTTCCCTCCAA
AGCCTAAGGACACCCTGATGATCAGCCGGACACCTGAAGTGACCTGCGTGGTGETG
GATGTGTCCCACGAGGATCCCGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGGA
AGTGCACAACGCCAAGACCAAGCCTAGAGAGGAACAGTACAACAGCACCTACAGAG
TGGTGTCTGTGCTGACAGTGCTGCACCAGGACTGGCTGAACGGCAAAGAGTACAAG
TGCAAGGTGTCCAACAAGGCCCTGCCTGCTCCTATCGAGAAAACCATCAGCAAGGC
CAAGGGCCAGCCTAGGGAACCCCAGETTTACACCCTGCCTCCATGCAGGGATGAGE
TGACCAAGAACCAGGTGTCCCTETGETGCCTGEGTTAAGGGCTTCTACCCCTCCGAT
ATCGCCGTGGAATGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACARCCCC
TCCTGTGCTGGACTCCGACGGCTCATTCTTCCTGTACAGCAAGCTGACCGTGGACA
AGAGCAGATGGCAGCAGGGCAACGTGTTCAGCTGCAGCGTGATGCACGAGGCCCTG
CACAACCACTACACACAGAAGTCCCTGTCTCTGAGCCCCGGCARA

(EBFEB17) 45 ILERS] (1-57) . hM23-H1L1 scFv(61-792),

linker (793-807).C3E-7096 (808-1527),linker (1528-1533),
Hinge (1534-1578),CH2 (1579-1908),CH3 (1909-2229)
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WO 2022/210485 PCT/JP2022/014868

[Eg22]

RX3-0001-HC k
ATGAAGCACCTGTGGTTCTTTCTGCTGCTGGTGGCCGCTCCTAGATGGGTGCTGTC
TGGACAGGTGCAGCTGGTGCAGTCTGGCGCCCAAGTGAAGARAACCAGGCGCCAGCG
TGAAGGTGTCCTGCAAGGCCAGCGGCTACACCTTTACCGGCTACTACATGCACTGG
GTGCGCCAGGCTCCAGGCCAGGGACTGGAATGGATGGGCCGGATCAACCCCAATAG
CGGCGGCACCAACTACGCCCAGAAATTCCAGGGCAGAGTGACCATGACCCGGGACA
CCAGCATCAGCACCGCCTACATGGAACTGAGCGGCCTGAGARGCGACGACACCGCC
GTGTACTACTGTGCCTCTGGCTCTGTGCGGCACCCTTGGGGACAGGGAACACTCGT
GACCGTGTCCAGCGGTGGAGGCEETTCAGGCGGAGGTGGCAGCGGCGGTGGCGGGA
GTCAGCCTGTGCTGACACAGCCTCCAAGCGCCTCTGEGCACACCTGGCCAGAGAGTG
ACAATCAGCTGCAGCGGCAGCAGAAGCAACATCGGCGGCAACATCGTGTCCTGGTA
TCAGCAGTTCCCCEGCACCEGCCCCTAGACTGCTGACCTACGCCGACAACCAGAGGE
CTAGCGGCGTGCCCCATAGATTCAGCGGCTCTAAGAGCGGCACCAGCGCCAGCCTG
GCCATCTCTGGCCTGCACTCTGAGGACGAGGCCGACTACTATTGCGCCGCCTGGGA
CGACAGCCTGAACGGCGTGETETTTGECGEAGGCACCAAGCTGACAGTGCTGggay
gcggaggatctGAAGTGCAGCTGETGGAATCCGGGEGEGEEECCTGETGCAGCCTGGE
GGGAGCCTGAGACTGAGTTGTGCCGCCTCTGGGGTGACATTTAACTACTATGGCAT
GTCTTGGATCCGCCAGGCACCTGGAAAGGGCCTGGAGTGEGEGTGGCCAGCATCACTA
GGTCCGGCEGGCECAATCTACTATCCCGACAGCGTCAAGGGCAGEGTTCACAATTTCC
CGCGAGAACACACAGAAAACTCTGTACCTGCAGATGAATAGCCTGAGAGCCGAAGA
TACAGCTGTGTACTATTGCACTCTGGACGGCAGGGATGGGTGGEGTCGCCTATTGGE
GGCAGGGAACCCTGGTGACAGTCAGCTCCGGAGCGAGGAGGATCTGGCGGAGGAGGC
AGTGGGGGAGGCGGGTCAMACTTTATGCTCACTCAGCCGTCCTCTGTTTCTGGCGT
ACCTGGCCAACGGGTGACCATTAGCTGTACGGGTAATACCGGGAATATCGGGTCTA
ACTACGTGAACTGGTATCAGCAGCTTCCAGGGACAGCTCCCAAGTTGCTGATCTAT
CGCGACGACAARAGACCCTCAGGGGTCCCTGACCGATTTAGTGCGCAGCARARGCGG
TACTTCCGCTTCCCTGGCGATAACCGGCTTTCAGGCCGAAGATGAGGCAGACTACT
ATTGCCAGTCATATTCCAGCGGCTTCATCTTCGGAGGCGGAACTAAGCTGACAGTG
TTGGGCGGAGAACCCAAGAGCYCcaGACAAGACCCACACCTGTCCTCCATGTCCTGE
TCCAGAAGCTGCAGGCGGCCCTTCCGTGTTTCTGTTCCCTCCAAAGCCTAAGGACA
CCCTGATGATCAGCCGGACACCTGAAGTGACCTGCGTGGTGGTGGATGTGTCCCAC
GAGGATCCCGAAGTGAAGTTCAATTGGTACGTGGACGGCGTGEAAGTGCACAACGT
CARGACCAAGCCTAGAGAGGAACAGTACAACAGCACCTACAGAGTGGTGTCTGTGC
TGACAGTGCTGCACCAGGACTGGCTGAACGGCARAGAGTACAAGTGCAAGETETCC
AACAAGGCCCTGCCTGCTCCTATCGAGAARACCATCAGCARGGCCARGGGCCAGCC
TAGGGAACCCCAGGTTTACACCCTGCCTCCATGCAGGGATGAGCTGACCAAGAACC
AGGTGTCCCTGTGETGCCTGETTAAGGGCTTCTACCCCTCCGATATCGCCGTGGAA
TGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACARACCCCTCCTGTGCTGGA
CTCCGACGGCTCATTCTTCCTGTACAGCAAGCTGACCGTGGACAAGAGCAGATGGC
AGCAGGGCAACGTGTTCAGCTGCAGCGTGATGCACGAGGCCCTGCACAACCACTAC
ACACAGAAGTCCCTGTCTCTGAGCCCCGGCARA
(BRAES18) 5 FILEH (1-57) . C3022 scFv(61-780),

linker (781-795).C3E-7085(796-1515),linker (1516-1521),
Hinge (1522-1566) .CH2 (1567-1896) . CH3 (1897-2217)
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WO 2022/210485 PCT/JP2022/014868

[Eg23]

RX3-0003-HC_k
ATGAAGCACCTGTGGTTICTTTCTGCTGCTGETGGCCGCTCCTAGATGGETGCTGTC
TGGACAGGTGCAGCTGGTGCAGTCTGGCGCCGAAGTGAAGAARCCAGGCGCCAGCG
TGAAGGTGTCCTGCAAGGCCAGCGGCTACACCTTTACCGGCTACTACATGCACTGG
GTGCGCCAGGCTCCAGGCCAGGGACTGGAATGGATGGGCCGGATCAACCCCAATAG
CGGCGGCACCAACTACGCCCAGAAATTCCAGGGCAGAGTGACCATGACCCGGGACA
CCAGCATCAGCACCGCCTACATGGAACTGAGCGGCCTGAGAAGCGACGACACCGCC
GTGTACTACTGTGCCTCTGGCTCTETGCEGGCACCCTTGEGEGACAGGGAACACTCET
GACCGTGTCCAGCGGTGGAGGCGGTTCAGGCGCGAGGTGGCAGCGGCGETGGCEGEA
GTCAGCCTGTGCTGACACAGCCTCCAAGCGCCTCTGGCACACCTGGCCAGAGAGTG
ACAATCAGCTGCAGCGGCAGCAGAAGCAACATCGGCGGCARCATCGTGTCCTGGTA
TCAGCAGTTCCCCGGCACCGCCCCTAGACTGCTGACCTACGCCGACAACCAGAGGC
CTAGCGGCGTGCCCGATAGATTCAGCGGCTCTAAGAGCGGCACCAGCGCCAGCCTG
GCCATCTCTGGCCTGCAGTCTGAGGACGAGGCCGACTACTATTGCGCCGCCTGGGA
CGACAGCCTGAACGGCGTGGTGTTTGGCGGAGGCACCAAGCTGACAGTGCTGGGAG
GCGGAGGATCTGAAGTGCAGCCTGETGGAATCCGEGGEGEEEEEEGCCTGETGCAGCCTGEE
GGGAGCCTGAGACTGAGTTGTGCCGCCTCTGGGGTGACATTTAACTACTATGGCAT
GTCTTGGATCCGCCAGGCACCTGGAAAGGGCCTGGAGTEEGGTGGCCAGCATCACTA
GGTCCGGCGGGCGAATCTACTATCCCGACAGCGTCAAGGGCAGGTTCACAATTTCC
CGCGAGAACACACAGAAAACTCTGTACCTGCAGATGAATAGCCTGAGAGCCGAAGA
TACAGCTGTGTACTATTGCACTCTGGACGGCAGGEGATGGETGGGTCGCCTATTGESE
GGTGTGGAACCCTGGTGACAGTCAGCTCCGGAGGAGGAGGATCTGGCGGAGGAGGEC
AGTGGGGGAGGCGGGTCARACTTTATGCTCACTCAGCCGTCCTCTGTTTCTGGCET
ACCTGGCCAACGGGTGACCATTAGCTCGTACGGGTAATACCGGGAATATCGGEGTCTA
ACTACGTGAACTGGTATCAGCAGCTTCCAGGGACATGTCCCAAGTTGCTGATCTAT
CGCGACGACAAAAGACCCTCAGGGGTCCCTGACCGATTTAGTGGCAGCAARAGCGGE
TACTTCCGCTTCCCTGGCGATAACCGGCTTTCAGGCCGARGATGAGGCAGACTACT
ATTGCCAGTCATATTCCAGCGGCTTCATCTTCGGAGGCGGAACTAAGCTGACAGTG
TTGGGCGGAGAACCCAAGAGCGCAGACAAGACCCACACCTGTCCTCCATGTCCTGC
TCCAGAAGCTGCAGGCGGCCCTTCCGTETTTCTGTTCCCTCCAAAGCCTARAGGACA
CCCTGATGATCAGCCGGACACCTGAAGTGACCTGCGTGGTGGTGGATGTGTCCCAC
GAGGATCCCGAAGTGAAGTTCAATTGGTACGTGGACGEGCGTGGAAGTGCACAACGT
CAAGACCAAGCCTAGAGAGGAACAGTACAACAGCACCTACAGAGTGGETETCTGEGTGC
TCACAGTGCTGCACCAGGACTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTGTCC
AACAAGGCCCTGCCTGCTCCTATCGAGAAAACCATCAGCAAGGCCARGGGCCAGCC
TAGGGAACCCCAGGTTTACACCCTGCCTCCATGCAGGGATGAGCTGACCAAGAACC
AGGTGITCCCTGETGEGTGCCTGGTTAAGGGCTTCTACCCCTCCGATATCGCCGTGGAA
TGGGAGAGCAATGGCCAGCCAGAGAACAACTACAAGACAACCCCTCCTGTGCTGEA
CTCCGACGGCTCATTCTTCCTGTACAGCAAGCTGACCGTGGACAAGAGCAGATGGE
AGCAGGGCAACGTGTTCAGCTGCAGCGTGATGCACGAGGCCCTGCACAACCACTAC
ACACAGARAGTCCCTGTCTCTGAGCCCCGGCAAA

(EBHFES19) U FILEFH] (1-57).C3022 scFv(61-780),

linker (781-795),C3E-7096 (796~1515),linker (1516-1521),
Hinge (1522-1566),CH2 {1567-1896),CH3(1897-2217)
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WO 2022/210485 PCT/JP2022/014868

[g24]

TX3-0001-HC k
MKHLWFFLLLVAAPRWVL.SGQVQLVQSGAEVKKPGASVKVSCKASGY TFTTAGMOW
VRQAPGQGLEWMGWINTHSGVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTA
VYYCARSGFGSSYWYFDVHGQGTLVTVSSGGCGESGEEESGGEGESDIQMTOSPSSLS
ASVGDRVTITCKASQDVSTAVAWYQQOKPGKAPKLLIYSASYRYTGVPSRFSGSGSG
TDFTLTISSLQPEDFAVYYCQQHY ITPLTFGQGTKLEIKRTGCGGGSEVQLVESGGG
LVQPGGSLRLSCAASGVTFNYYGMSWIRQAPGKGLEWVASITRSGGRIYYPDSVKG
RFTISRENTQKTLYLOMNSLRAED TAVYYCTLDGRDGHVAYWGQGTLVTVSSGGGG
SGGGGSGGEGGSNFMLTQPSSVSGVPGQRVTISCTGNTGNIGSNYVNWYQQLPGTAP
KLLIYRDDKRPSGVPDRFSGSKSGTSASLAITGFQAEDEADYYCQSYSSGFIFGGG
TKLTVLGGEPKSADKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNS TYRVVSVLTVLHODWLNGKEY
KCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGFYPS
DIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEA
LHNHYTQKSLSLSPGK

(EEBIFES20) 5 FIVEEH] (1-19) \HT1-11 scFv(21-265),

linker (266-270),C3E-7085(271-510),linker (511-1512),

Hinge (513-527),CH2 (528-637),CH3 (638-744)

[Eg25]

TX3-0003-HC k
MEKHILWFFLLLVAAPRWVLSGQVQLVOSGAEVKKPGASVKVSCKASGYTFTTAGMOW
VRQAPGQGLEWMGWINTHSGVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTA
VYYCARSGFGSSYWYFDVWGQGTLVIVSSGGGEGSGEEESEGEGESDIQMTQSPSSLS
ASVGDRVTITCRKASQDVSTAVAWYQQORPGRAPRLLIYSASYRYTGVPSRESGSGSG
TDFTLTISSLQPEDFAVYYCQQOHY ITPLTFGQGTKLEIKRTGGGGSEVQLVESGGSE
LVOPGGSLRLSCAASGVIEFNYYCGMSWIRQAPGKGLEWVASITRSGGRIYYPDSVKG
RFTISRENTQKTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGCGTLVITVSSGGGG
SGEGEGSGGGEGSNEMLTQPSSVSGVPGQRVTISCTGNTGNIGSNYVNWYQQLPGTCP
KLLIYRDDRRPSGVPDREFSGSKSGTSASLAITGFQAEDEADYYCQSYSSGFIFGGG
TKLTVLGGEPKSADKTHTCPPCPAPEAAGGPSVFLFPPKPKDTIMISRTPEVTCVV
VDVSHEDPEVRKIFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEY
KCKVSNKALPAPIERTISKAKGOPREPQVYTLPPCRDELTKNQVSLWCLVKGFYPS
DIAVEWESNGOPENNYRTTPPVLDSDGSFEFLYSKLTVDKSRWQOGNVFSCSVMHEA
LHNHYTQKSLSLSPGK

(BEEHFES21) 5 FILET] (1-19) ,HT1~-11 scFv{21-265).

linker (266~270),C3E-7096 (271-510), linker (511-1512),

Hinge (513-527),CH2 (528-637),CH3 (638-744)



21/42

WO 2022/210485 PCT/JP2022/014868
[E226]

CX3-0001-HC_k
MEKHLWFFLLLVAAPRWVLSGQVQOLVOSGAEVRKRPGASVRKVSCKASGYAFSNYLIEW
VRQAPGQGLEWMGVINPGSGVINYNEKFKGRVTITADTSTSTAYMELSSLRSEDTA
VYYCARAEAWFAYWGQGTLVTVSSGGGESEGGGGESGEGESDIVMTQSPDSLAVSLGE
RATINCKSSQSLLYSSNQRKNYLAWYQQOKPGQPPRLLIYWASTRESGVPDRFSGSGS
GTDFTLTISSLOAEDVAVYYCQRYYGYPWTFGQGTKVEIRKGCGGESEVQLVESGGGL:
VQPGGSLRLSCAASGVTEFNYYGMSWIRQAPGKGLEWVASITRSGCERIYYPDSVKGR
FTISRENTORTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVIVSSGGGGS
GGGGSGGGESNFMLTQPSSVSGVPGRQRVTISCTGNTGNIGSNYVNWYQOLPGTAPK
LLIYRDDKRPSGVPDRFSGSKSGTSASLAITGFQAEDEADYYCQSYSSGFIFGGGET
KLTVLGGEPKSADKTHTCPPCPAPEAAGGPSVEFLFPPKPKDTIMISRTPEVICVVV
DVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYK
CKVSNKALPAPIEKTISKAKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGFYPSD
TAVEWESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGNVEFSCSVMHEAL
HNHYTQKSLSLSPGK

(B FEF22) 7 FILERS] (1-19) . hM23-H1L1 scFv(21-264),

linker (265~269).C3E~7085 (270-509),linker (510-511),

Hinge (512-526),CH2 (527~636),CH3 (637~743)

[Eg27]

CX3-0003-HC k
MKHLWFFLLLVAAPRWVLSGQVQLVQSGAEVKKPGASVKVSCKASGYAFSNYLIEW
VROAPGQGLEWMGVINPGSGVINYNEKFKGRVTITADTSTSTAYMELSSLRSEDTA
VYIYCARAEAWFAYWGOGTLVTVSSGGGGSGEGEGESGGGEGGESDIVMTQOSPDSLAVSLGE
RATINCKSSQSLLYSSNQKNYLAWYQOKPGQPPKLLIYWASTRESGVPDRFSGSGS
GTDFTLTISSLOAEDVAVYYCQORYYGYPWTFGQETKVE IKGGGGSEVQLVESGGGL
VOPGGSLRLSCAASGVIFNYYGMSWIRQAPGKGLEWVASITRSGGRIYYPDSVKGR
FPISRENTQKTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGCGTLVTVSSGGGGS
GGGESGEEESNFMLTOPSSVSGVPGORVTISCTGNTGNIGSNYVNWYQOLPGTCPK
LLIYRDDKRPSGVPDRFSGSKSGTSASLATTGFQAEDEADYYCQSYSSGFIFGGGT
KLTVLGGEPKSADKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVV
DVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYK
CKVSNKALPAPIEKTISKAKGOPREPQVYTLPPCRDELTKNQOVSLWCLVKGFYPSD
IAVEWE SNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGK

(ERHIEB23) &5 FIJLEH (1-19) . hM23-HIL1l scFv(21-264),

linker (265-269),C3E-~7096 (270-509),linker (510-511).

Hinge (512-~526).CH2 (527-636),CH3 (637-743)
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WO 2022/210485 PCT/JP2022/014868

[E428]

RX3-0001-HC_k
MKHLWFEFLLLVAAPRWVLSGQVQLVQSGAEVKKPGASVKVSCRASGYTFTGYYMHW
VROAPGQGLEWMGRINPNSGGTNYAQKFQGRVIMTIRDTSISTAYMELSGLRSDDTA
VYYCASGSVRHPWGQGTLVTVS SGEGEESGEEESEGEEGSQPVLTOPPSASGTPGQRY
TISCSGSRSNIGGNIVSWYQQFPGTAPRLLTYADNQRPSGVPDRESGSKSGTSASL
ATSGLOSEDEADYYCAAWDDSLNGVVFEGGGTKLTVLGGGGSEVQLVESGGCGLVQPG
GSLRLSCAASGVTFNYYGMSWIRQAPGKGLEWVASITRSGGRIYYPDSVKGRETIS
RENTQKTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGQOGTLVIVSSGGGGSGGGGE
SGGGGSNFMLTQOPSSVSGVPGORVTISCTGNTGNIGSNYVNWYQQLPGTAPKLLIY
RDDKRPSGVPDRESGSKSGTSASTATITGFQARDEADYYCQSYSSGFIFGGGTKLTV
LGGEPKSADKTHTCPPCPAPEAAGGPSVFLEFPPKPEKDTIMISRTPEVTCVVVDVSH
EDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVS
NKALPAPIEKTISKAKGOPREPQVYTLPPCRDELTEKNQVSLWCLVKGEFYPSDIAVE
WESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TOKSLSLSPGK

(BERNFES24) 25 FIEFH) (1-19),C3022 scFv (21-260),

linker (261-265),C3E~7085 (266-505), Llinker (506-507).

Hinge (508-522),CH2 (523-632) .CH3(633-739)

[429]

RX3-0003-HC_k
MKHLWFFLLLVAAPRWVLS GQVQLVQSGAEVKKPGASVKVSCKASGY TFTGY YMHW
VRQAPGQGLEWMGRINPNSGGTNYAQKFQGRVTMTRDTSISTAYMELSGLRSDDTA
VYYCASGSVRHPWGQGTLVTVSSGGGGSGGGGSGGEGESQPVLTQPPSASGTPGORY
TISCSGSRSNIGGNIVSWYQQFPGTAPRLLTYADNQRPSGVPDRFSGSKSGTSASL
AISGLOSEDEADYYCAARWDDSLNGVVEFGGGTKLTVLGGGGSEVQLVESGGGLVQPG
GELRLSCAASGVIFNYYGMSWIRQAPGKGLEWVASITRSGGRIYYPDSVKGRFTIS
RENTQKTLYLOMNSLRAEDTAVY YCTLDGRDGWVAYWGCGTLVTVS SGGGGSGGGE
SGGGGSNFMLTQPSSVSGVPGORVTISCTGNTGNIGSNYVNWYQQLPGTCPKLLIY
RDDKRPSGVPDRFSGSKSGTSASLAITGFQAEDEADYYCQSYSSGFIFGGGTRKLTV
LGGEPKSADKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSH
EDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGNVFSCSVMHEATLHNHY
TOQKSLSLSPGK

(BEHFS25) V47 FILERF] (1-19).C3022 scFv (21-260),

linker (261-265) ,C3E-7096 (266-505),linker (506~507).

Hinge (508-522),CH2 (523-632),CH3 (633-739)
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[Eg30]

TX3-0002~HC k
ATGARGCACCTGTGGTTCTTTCTGCTGCTGGTGGCCGCTCCTAGATGGGTGCTGTC
TGCACAGGTTCAGCTGGTGCAGTCTGGCGCCGAAGTGARAAAACCTGGCGCCTCCG
TGAAGGTGETCCTGCAAGGCTAGCGGCTACACCTTTACCACAGCCGGCATGCAGTGGE
GTCCGACAGGCTCCTGGACAAGGACTCGAGTGGATGGGCTGGATCAATACCCACAG
CGGCGTGCCCAAATACGCCEAGCATTTCAAGEGCAGAGTGACCATCAGCGCCGACA
CCAGCACAAGCACAGCCTACCTGCAGCTCGAGCAGCCTGAAGTCTGAGGACACCGCC
GTGTACTACTGTGCCAGAAGCGGCTTTCCCAGCAGCTACTGGTACTTCGATGTCTE
GGGCCAGGGCACCCTGGTCACAGTTTCTAGCGGAGGCGGAGGATCTGGTGGCGGAG
GAAGTGGCGGAGGCGGTTCTGATATCCAGATGACACAGAGCCCCAGCAGCCTGTCT
GCCTCTGTGGGAGACAGAGTGACAATTACATGCAAGGCCAGCCAGGACGTGTCCAC
AGCAGTTGCTTGGTACCAGCAGAAGCCTGGCAAGGCCCCTAAGCTGCTGATCTACA
GCGCCAGCTACAGATACACCGGCGTGCCAAGCAGATTTTCCGGCTCTGGCAGCGGE
ACCGATTTCACCCTGACCATATCTAGCCTGCAGCCAGAGGACTTCGCCGTGTATTA
TTGCCAGCAGCACTACATCACCCCTCTGACCTTTGGCCAGGGGACCARAGCTCGAGA
TCAAGAGAACAGGTGGCGGCGGATCTCGAGGCTGCAGCTGGTTGARAGCGGCGGAGGA
CTTGTTCAGCCTGGCGGATCTCTGAGACTGAGCTGTGCTGCTAGCGECGTGACCTT
CAACTACTACGGCATGAGCTGGATCCGCCAAGCTCCAGGCAAGEGCCTCGAGTGGE
TTGCCAGCATTACAAGATCTGGCGGCCGCATCTACTACCCCGACTCTGTGAAGGGC
AGATTCACAATCAGCCGCGAGAACACCCAGAAAACCCTGTACCTGCAGATGAACTC
CCTGAGAGCCGAGGATACAGCTGTGTACTATTGCACCCTGGACCGGCAGAGATGGCT
GGGTTGCATATTGGGGACAGGGAACCCTCGTGACCGTGTCCTCTGCCTCTACARAG
GGCCCTAGCGTGTTCCCTCTGGCTCCTAGCAGCAAGAGCACAAGCGGAGGAACAGC
CGCTCTGGGCTGTCTGGTCAAGGACTACTTTCCCGAGCCTGTGACAGTGTCCTGGA
ACTCTGGCGCTCTGACATCCGGCGTGCACACATTTCCAGCCETGCTGCARAGCAGC
GGCCTGTACTCTCTGAGCAGCGTCGTGACAGTGCCTAGCAGCTCTCTGGGCACCCA
GACCTACATCTGCAATGTGAACCACAAGCCTAGCAACACCAAGGTGGACAAGAGAG
TGGRACCCAAGAGCTGCGACAAGACCCACACCTGTCCTCCATGTCCTGCACCTGAA
GCTGCTGGECGGCCCTTCCGTETTTCTGTTCCCTCCAAAGCCTAAGGACACCCTGAT
GATCAGCAGAACCCCTGAAGTGACCTGCGTGGTGEGTGGATGTGTCTCACGAGGACC
CAGAAGTGAAGTTCAATTGGTACCTGEGACGEGCECTGECAAGTGCACAACGCCAAGACC
BAAGCCTAGAGAGGAACAGTACAACAGCACCTACAGAGTGETGTCCGTGCTGACAGT
GCTGCACCAGGATTGGCTGAACGGCARAGAGTACAAGTGCAAGGTGTCCAACAAGG
CCCTGCCTGCTCCTATCGAGAAAACCATCAGCAAGGCCAAGGGCCAGCCTAGGGAA
CCCCAGGTTTACACCCTTCCTCCATGCCGEGATGAGCTGACCAAGAACCAGGTGETC
CCTGTGGTGTCTCGTGAAGGGCTTCTACCCCTCCGATATCGCCGTGCGAATGGGAGA
GCAATGGCCAGCCTGAGARCAACTACARGACAACCCCTCCTGTGCTGGACAGCGAC
GECTCATTCTTCCTGTACAGCAAGCTGACCGTGGACAAGTCCAGATGGCAGCAGGGE
CAACGTGTTCAGCTGCTCCGTGATGCACGAGGCCCTGCACAACCACTACACACAGA
AGTCCCTGTCTICTGAGCCCCGGCAAA

(BEENFEB26) L5 FILEF (1-57) .HT1-11 scFv(61-795),

linker (796-810),C3E-7085-VH (811-1164), CH1(1165-

1458) Hinge (1459-1503) . CH2 (1504-1833),.CH3 (1834-2154)
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[E31]

CX3-0002~HC_k
ATGAAGCACCTGTGGTTCTTTCTGCTGCTGGTGGCCGCTCCTAGATGGGTGCTGTC
TGGACAGGTTCAGCTGGTTCAGTCTGGCGCCGAAGTGAAGAAACCTGGCGCCTCTG
TGAAGGTGTCCTGCAAGGCCTCTGGCTACGCCTTCAGCAACTACCTGATCGAGTGE
GTCCGACAGGCCCCTGGACAAGCACTTGAATGGATGEGCGTGATCAACCCTGGCAG
CGGCGTGACCAACTACAACGAGAAGTTCAAGGGCAGAGTGACCATCACCGCCGACA
CCAGCACAAGCACCGCCTACATGGAACTGAGCAGCCTGAGAAGCGAGGACACCGCC
GTGTACTATTGTGCCAGAGCCGAGGCTTGGTTTGCCTATTGGGGACAGGGCACCCT
GGTCACCGTTAGCTCTGGTGGAGECGEGTTCAGGCCGAGETEGGCAGCGEGCEGTEGCE
GGAGTGATATTGTGATGACACAGAGCCCCGACAGCCTGGCCGTGTCTCTTGGAGAR
AGAGCCACCATCAACTGCAAGAGCAGCCAGAGCCTGCTGTACTCCAGCAACCAGAA
GRACTACCTGGCCTGGTATCAGCAGAAGCCCGEGCCAGCCTCCTAAGCTGCTGATCT
ACTGGGCCAGCACCAGAGAAAGCGGCGTGCCCGATAGATTTTCTGGCTCTGGCAGC
GGCACCGACTTCACCCTGACAATTTCTAGCCTGCAAGCCGAGGACGTGGCCGTGTA
CTACTGCCAGAGATATTACGGCTACCCCTGGACCTTTGGCCAGGGCACCAAGGTGE
AAATCAAGggaggcggaggatctGAGGTGCAGCTTGT TGAATCAGGTGGCGGACTT
GTGCAGCCTGGCGGAAGCCTCAGACTTAGCTGTGCTGCTTCCGGCGTGACCTTCAA
CTACTACGGCATGAGCTGGATCAGGCAGGCACCTGGAAAGGGCCTCGAGTGGGTTG
CCTCTATCACAAGAAGCGGCGECAGAATCTACTACCCCGACTCTGTGARAGGCCGEG
TTCACCATCTCCAGAGAGARCACCCAGAAAACACTCTATCTCCAGATGAACTCTCT
GCGCGCCGRAAGATACAGCCGTCTATTACTGCACCCTGGACGGCAGAGATGGCTEGE
TTGCATATTGGEGGACAGGGAACCCTCGTGACCGTGTCCTCTGCCTCTACAAAGGGC
CCTAGCGTGTTCCCTCTGGCTCCTAGCAGCAAGTCTACCAGCGGAGGAACAGCCGE
TCTGGGCTETCTGETCAAGGACTACTTTCCCGAGCCAGTGACAGTGTCCTGGAACT
CTGGCGCTCTGACATCCGGCGTGCACACATTTCCAGCCGTGCTGCAAAGCTCCGGC
CTGTACTCTCTGAGCAGCGTGGTCACAGTGCCAAGCTCTAGCCTGGGCACCCAGAC
CTACATCTGCAATGTGAACCACAAGCCTAGCAACACCAAGGTCGACAAGAGAGTGG
AACCCAAGAGCTGCGACAAGACCCACACCTGTCCTCCATGTCCTGCTCCAGAAGCT
GCAGGCGECCCTTCCGTETTTCTGTTCCCTCCAAAGCCTAAGGACACCCTGATGAT
CAGCCGGACACCTGAAGTGACCTGCGTGGTGGTGCGATGTGTCCCACGAGGATCCCG
AAGTGAAGTTCAATTGGTACGTGCACGGCGTGGAAGTGCACAACGCCAAGACCAAG
CCTAGAGAGGAACAGTACAACAGCACCTACAGAGTGGTGTCTGTGCTGACAGTGCT
GCACCAGGACTGGCTGAACGGCAAAGAGTACAAGTECAAGGTGCTCCAACARAGGECCC
TGCCTGCTCCTATCGAGAARAACCATCAGCAAGGCCAAGGGCCAGCCTAGEGGARCCC
CAGGTTTACACCCTGCCTCCATGCAGGGATGAGCTGACCAAGAACCAGGTGTCCCT
GTGGTGCCTGETTAAGGGCTTCTACCCCTCCGATATCGCCGTGCGAATGGCAGAGCA
ATGGCCAGCCAGAGAACAACTACAAGACAACCCCTCCTGTGCTGGACTCCGACGEE
TCATTCTTCCTGTACAGCAAGCTGACCGTGGACAAGAGCAGATGGCAGCAGGGCAA
CGTGTTCAGCTGCAGCGTGATGCACGAGGCCCTGCACAACCACTACACACAGAAGT
CCCTGTCTCTGAGCCCCGGCAMA

(BHNES27) VT FILERH| (1-57) . hM23~-H1L1 scFv{61-792),

linker (793-807),C3E-7085-VH (808-1161), CH1 (1162-
1455)Hinge (1458-1500),CH2 (1501-1830),CH3 (1831-2151)
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[E32]

RX3-0002-HC k
ATGAAGCACCTGTGETTCTTTCTGCTGCTGETGGCCGCTCCTAGATGGGTGCTGTC
TGEACAGGTGCAGCTERTGCAGTCTGGCGCCGAAGTGAAGAAACCAGGCGCCAGCG
TGAAGGTGTCCTGCAAGGCCAGCGEGCTACACCTTTACCGGCTACTACATGCACTGG
GTGCGCCAGGCTCCAGGCCAGGGACTGGAATGGATGEGGCCGCGATCAACCCCAATAG
CGGCGGCACCAACTACGCCCAGARATTCCAGGGCAGAGTGACCATGACCCGGGACA
CCAGCATCAGCACCGCCTACATGGAACTGAGCGGCCTGAGAAGCGACGACACCGCC
GTGTACTACTGTGCCTCTGECTCTGTGCGGCACCCTTGGGGACAGGGARCACTCGT
GACCGTGTCCAGCGETGGAGGCGGTTCAGGCEGAGGTEGCAGCGGCGETEGCEGEA
GTCAGCCTGTGCTGACACAGCCTCCAAGCGCCTCTGGCACACCTGGCCAGAGAGTGE
ACAATCAGCTGCAGCGGCAGCAGAAGCAACATCGGCGGCAACATCGETETCCTGGTA
TCAGCAGTTCCCCGGCACCGCCCCTAGACTGCTGACCTACGCCGACAACCAGAGGT
CTAGCGGCGTGCCCGATAGATTCAGCGGCTCTARGAGCGGCACCAGCGCCAGCCTG
GCCATCTCTGGCCTGCAGTCTGAGGACGAGGCCGACTACTATTGCGCCECCTGGGA
CGACAGCCTGAACGGCGTGGTGTTTGGCGGAGGCACCAAGCTGACAGTGCTGGGAG
GCGGAGGATCTGAGGTGCAGCTTCTTGAATCAGGTGGCGCCACTTGTGCAGCCTGGE
GGAAGCCTCAGACTTAGCTGTGCTGCTTCCGGCETGACCTTCAACTACTACGGCAT
GAGCTGGATCAGGCAGGCACCTGGARAGGGCCTCGAGTGGGTTGCCTCTATCACAA
GRAGCGGCGGCAGAATCTACTACCCCGACTCTGTGAMAGGCCGGTTCACCATCTCC
AGAGAGAACACCCAGAARAACACTCTATCTCCAGATGAACTCTCTGCGCGCCGAAGA
TACAGCCGTCTATTACTGCACCCTGGACGGCAGAGATGECTGEGTTGCATATTGGG
GACAGGGAACCCTCGTGACCGTGTCCTCTGCCTCTACAAAGGGCCCTAGCGTGTTC
CCTCTGGCTCCTAGCAGCAAGTCTACCAGCGGAGGAACAGCCECICTGEGGGCTGTCT
GGTCAAGGACTACTTTCCCGAGCCAGTGACAGTGTCCTGGAACTCTGGEGCGCTCTGA
CATCCGGCGTGCACACATTTCCAGCCETECTGCAARAGCTCCGECCTGTACTCTCTG
AGCAGCGTGGTCACAGTGCCAAGCTCTAGCCTGGGCACCCAGACCTACATCTGCAA
TGTGAACCACAAGCCTAGCAACACCAAGGTCGACAAGAGAGTGCGAACCCAAGAGCT
GCGACAAGACCCACACCTGTCCTCCATGTCCTGCTCCAGRAGCTGCAGECGEECCCT
TCCGTGTTTCTGTTCCCTCCAAAGCCTAAGGACACCCTGATGATCAGCCGGACACC
TGAAGTGACCTGCGTGETGETGGATGTGTCCCACGAGGATCCCGARGTGARGTTCA
ATTGGTACCTGGACGGCETGCGAAGTGCACAACGCCAAGACCAAGCCTAGAGAGGAA
CAGTACAACAGCACCTACAGAGTGGTCTCTGTGCTGACAGTGCTGCACCAGGACTG
GCTGAACGGCAAAGAGTACAAGTGCAAGETGTCCAACAAGGCCCTGCCTGCTCCTA
TCGAGAAAACCATCAGCAAGGCCAAGGGCCAGCCTAGGGAACCCCAGGTTTACACE
CTGCCTCCATGCAGGGATGAGCTGACCARGAACCAGGTGTCCCTGTGETGCCTGGT
TAAGGGCTTCTACCCCTCCGATATCGCCGTGGAATGGGAGAGCAATGGCCAGCCAG
AGAACAACTACAAGACAACCCCTCCTGTGCTGGACTCCCGACGGCTCATTCTTCCTG
TACAGCAAGCTGACCGTGCACAAGAGCAGATGGCAGCAGEGCAACGTGTTCAGCTG
CAGCGTCGATGCACGAGGCCCTGCACAACCACTACACACAGAAGTCCCTGTCTCTGA
GCCCCGGCAAA

(BFEF28) LT FILEH (1-57).C3022 scFv(61-780),

linker (781-795),C3E~-7085~VH (796~1149) , CH1(1150-
1443)Hinge (1444-1488),CH2 (1489-1818),CH3(1819-2139)
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TX3-0002-HC k
MKHLWFFLLLVAAPRWVLSGQVOLVOSGAEVRKKPGASVRKVSCKASGYTFTTAGMQW
VROAPGQGLEWMGWINTHSGVPKYAEDFKGRVTISADTSTSTAYLOLSSLEKSEDTA
VYYCARSGFGSSYWYFDVWGQGCTLVTVSSGEEESGCEESGEEESDIOMTQOSPSSLS
ASVGDRVTITCKRKASQDVSTAVAWYQQKPGKAPRKLLIYSASYRYTGVPSRESGSGSG
TDFTLTISSLOPEDFAVYYCOQHY ITPLTFGQGCTKLEIKRTGGGESEVQLVESGGG
LVQPGGSLRLSCAASGVTFNYYGMSWIRQAPGKGLEWVASITRSGGRIYYPDSVKG
RFTISRENTQKTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVIVSSASTK
GPSVFPLAPSSKSTSGGTARALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSS
GLYSLSSVVTVPSSSLGTQTYICNVNERPSNTKVDKRVEPKSCDKTHTCPPCPAPE
AAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPREEQYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPRE
PQVYTLPPCRDELTEKNQVSILWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSD
GSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
(BERIES20) T FILEHI(1-19) , HT1-11 scFv(21-265),

linker (266-270),C3E~7085-VH (271-388), CH1(389-

486) Hinge (487-501) ,CH2 (502-611).CH3 (612-718)

[E434]

CX3-0002-HC k
MKHLWEFFLLLVAAPRWVLSGQOVQLVQSGAEVKKPGASVKVSCKASGYAFSNYLIEW
VRQAPGQGLEWMGVINPGSGVTNYNEKFKGRVTITADTSTSTAYMELS SLRSEDTA
VYYCARAEAWFAYWGQOGTLVTVSSGGGGSGEGGSGGGGSDIVMTQSPDSLAVSLGE
RATINCKSSQSLLYSSNQKNYLAWYQQKPGQPPKLLI YWASTRESGVPDRFSGSGS
GTDFTLTISSLQOAEDVAVYYCQRYYGYPWTFGQGTKVE IKGGGGSEVQLVESGGGL
VQPGGSLRLSCAASGVTFNYYGMSWIRQAPGKGLEWVASITRSGGRIYYPDSVKGR
FTISRENTQKTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTVSSASTKG
PSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSG
LYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEA
AGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTK
PREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREP
QVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDG
SFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY TOKSLSLSPGK

(BEFES30) T FIEF] (1-19) , hM23~H1L1 scFv(21-264),

linker (265-269),.C3E-7085-VH (270~387) , CH1(388-

485) Hinge (486-500),CH2 (501-610) ,CH3 (611-717)
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RX3-0002-HC k
MRHLWFFLLLVAAPRWVLSGOVQLVOSGAEVKKPGASVKVSCKASGYTFTGYYMHW
VRQAPGQGLEWMGRINPNSGGTNYAQKFQGRVTMTRDTSI STAYMELSGLRSDDTA
VYYCASGSVRHPWGQGTLVTVSSGGGESCGGESCEGESQPVLTQPPSASGTPGORV
TISCSGSRSNIGGNIVSWYQQFPGTAPRLLTYADNQRPSGVPDRFSGSKSGTSASL
AISGLQSEDEADYYCAAWDDSINGVVFGGGTKLTVLGGGGSEVQLVESGGGLVQPG
GSLRLSCAASGVTFNYYGMSWIRQAPGKGLEWVASITRSGGRIYYPDSVKGRETIS
RENTQKTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTVSSASTKGPSVF
PLAPSSKSTSGGTAALGCLVKDYFPEPVIVSWNSGALTSGVHTFPAVLOSSGLYSL
SSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGP
SVFLFPPKPKDTLMI SRTPEVTCVVVDVSHED PEVKFNWYVDGVEVHNAKTKPREE
QYNSTYRVVSVLIVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYT
LPPCRDELTENQVSLWCLVKGFYPSDIAVEWE SNGQPENNYKTTPPVLDSDGSFEFFL,
YSKLITVDKSRWQOGNVESCSVMHEALHNHYTQRKSLSL.SPGK

(EEFFES31) V7 ILEH (1-19),C3022 scFv{21-260),

linker (261-265),C3E~7085-VH (266-383) , CHI1 (384~

481) Hinge (482-496),CH2 (497-606),CH3 (607~713)
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GVTFNYYG

(5 ES32)

C3E-7085DEHCOR2D 7 I/ FEF|
ITRSGGRI

(EEFFES33)

C3E-7085MDEFHCDRID 73 /BB S
TLDGRDGWVAY

(EB5IHES34)

C3E-7085MDFHCDRID TS /BLELS|
TGNIGSNY

(BHEFEE35)

C3E-7085MDEMECDR2D TS /ELELS
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(EC5IES36)
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QSYSSGFI
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[B145]

[E446]

C3E-7097
EVOLVESGGGLVQPGGSLRLSCAASGVITFNYYGMSWIRQAPGKCLEWVASITRSGG
RIYYPDSVKGRFTISRENTQKTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGQGT
LVIVSSGGEGGESGEEESEGEEESNEFMLTOPSSVSGVPGOQRVTISCTGNTGNIGSNYVN
WYQOLPGTAPKLLIYRDDKRPSGVPDRESGSKSGTSASLAITGFQAEDEADYYCQS
YSSGFIFGCGTKLTVL

(BLFIES39)
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(BBHES412)

C3E-7093MEFHCDRID T I /EBELS
TGNIGSNY

(EEHES43)

C3E-7093MEHCDR2D T I /BELS
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(AL &S 44)

C3E-7093MNEFHCORID T /EEAERS
QSYSSGFI

(AL 5 ES45)
[5q48]

C3E-7093-Fab
EVOLVESGGGLVOPGGSLRLSCAASGVTFNYYGMSWIRQAPGKGLEWVASITSSGG
RIYYPDSVKGRFTISRENTQKTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGQGT
LVIVSSASTKGPSVFPLAPSSKSTSGGETAALGCLVKDYFPEPVIVSWNSGALTSGV
HTFPAVLQSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKRV
(BE2F&E=46)

[E949]

C3E-7093-LC
NFMLTQPHSVSESPGKTIVIISCKRNTGNIGSNYVNWYQQHEGSSPTTIIYRNDKRP
DGVSDRFSGSIDRSSKSASLTISNLKTEDEADYFCQSYSSGFIFGGGTRLTVLGQP
RAAPSVILFPPSSEELQANKATLVCLISDEYPGAVTIVAWKADSSPVKAGVETTTPS
KQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS

(B HES47)
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C3E-7098
EVQLVESGGGLVQPGGSLRLSCAASGVIFNYYGMSWIRQAPGKGLEWVASITSSGGE
RIYYPDSVKGRFTISRENTQRKTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGCGT
LVTVSSGGGGSGEEEESGEEESNFMLTQPHSVSESPGKTVTISCRKRNTGNIGSNYVN
WYQOHEGSCPTTIIYRNDKRPDGVSDRFSGSIDRSSKSASLTISNLKTEDEADYFC
QSYSSGFIFGGGTKLIVL

(BHEHS48)

[E451]

C3E-7099
EVOLVESGGGLVQPGGSLRLSCAASGVIFNYYGMSWIRQAPGKCLEWVASITSSGG

RIYYPDSVKGRFTISRENTQKTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGQGT
LVTVSSGGGEESEEEESGEGESNFMLTQPHSVSESPGKTVIISCKRNTGNIGSNYVN
WYQQHEGSSPTTIIYRNDKRPDGVSDRFSGSIDRSSKSASLTISNLKTEDEADYFC
QSYSSGFIFGCGTKLTIVL

(BSI&ES49)



