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Fig. 2
A TUSVKSASE'™ SEQID NO: 40
#lhb b-H,0 b-NH; | {2+ Seq y y-HO | y-NH; | y{2+) #
11 88.04 70.03 71 .01 44 .52 S 7
2118711 1898.10 170.08 94.05 V 808.36 79035 | 791.33 | 40468 {6
3 | 503,24 485.23% 486.21 252.12 K(+188.03) | 708.29* | 681.27" | 682.28" | 355.14 5
4 | 590.27" 572.25% 573.24 28563 S 383.16~ | 37515 | 376174 | 18708 {4
5 | 661.31% §43.29” 844.28 33115 A 306.13* | 288,12 | 28814 | 15356 {3
8 | 748,33 730.32F 731.31 37467 S 235.09" | 217.08 | 218.07 11805 12
7 E 148.06* | 130.05 131.03 | 7453 1
B "ToDKIDIEM® SEQID NO: 41
# | b b-H,0 | b-NH, | b{2+} Seq y yv-H,O | v-NH, | yi{2+) | #
11 102.06 84.08* 85.03 51.53 T 7
21 217.08% 199.07 200.08 109.04 D 920.41 90240 | 803.38 | 480.71 8
3| 53321 515.19* 516.18 28711 K{(+188.03) | 80537~ | 787.37 | 788.36 | 40318 | 5
4 | 846.29% 628 28* 629.27 32385 | 488.26 471.24 472.23 24513 4
5} 781.32% 743.31" 744.29 381.18 D 376,170 | 358.16 | 358.14 | 18858 3
8 | 874.40” 856,38 85740 | 437,70 i 261,14~ 1 24313 | 24412 131.07 12
7 E 148.06* | 130.05 131.03 | 74.53 1
C *TDKAQMDFE® SEQID NO: 42
#lb b-H.O b-NH; | b{2+} Seq y y-H,O y-NH; yi{2+} #
1 102.05% 84.04% 85.03 51.53 T 9
21 217.08% 198.07 200.10% | 108.04 D 1171.45 1153.44 1154.42 | 586.23* 1 &
31 533.21% 51520 516.23* | 267.11 K{+188.03) | 105842 1038.41 1039.39 528,71 7
4 | 804.25% 588.23* 587.22 30282 A 740.29 722.28 723.26 37085 1 6
5 1 732.30" 714.29% 715.28% | 366.86% Q 669.28* 651.24 652.23 33513 5
6 | 863.35% 845,34 346.32 432.18* M 541.18* 523.18% 52417 27110 1 4
7 | 97837 8960.35* 861.36" | 483.69 D 410.15" 392.15% 383.13 20558 | 3
8 | 1125.44* | 1107 .43 1108.41 | 563.22 F 285.13% 277.42% 278.10 148.06” | 2
8 E 148.06% 130.05" 131.03 74.53 1
D "YgVKSASE™  SEQID NO: 43
#1b b-H,0 | b-NH; | b(2%) Seq y y-HO | y-NH; | yi2+) | #
14 214.14 166,13 187.12 107.57 S{+126.10} 7
21 313.21 295.20 | 296.24" 187.11 Y 620.32 602,31 603,30 | 31066 1 6
3| 441.30% | 423.29% | 42428 221.15 K 521.26 503.25 504.23 | 26114315
4 1 528.34% | 510.33% | 511.31 264.67 S 383.18% 37515 | 37613 187.08 | 4
5 | 59937 | 581.36% | 582.39F 300.19 A 306.13 288,12 289.10 153.56 | &
6 | 886.417 | 668.40” | 669.40” 343,70 S 235.090 217.08 | 218.07 11805 1 2
7 = 148.08° 130.05 131.03 | 74.53 1
E "SVKSASE'™  SEQID NO: 44
#| b b-H.O | b-NH; B{2+) Segq y y-H.O | y-NH, |vy{2+) |#
118804 70.03 71.01 44.52 S 7
2| 18714 | 168.10 170.08 24.05 \% 74643 72841~ 1 72940 | 37371 1|6
3131520 287.18 | 28818 158.10 K 547 .36 829,350 | 830.35" 132418 | 5
4 | 528.34% 1 510.33* | 511.31 264.67 S(+128.10) | 518.27 501.28 150224 12801314
5 | 59937 | 581.38% | 582.37* 300.18 A 308.13 288.12" | 289210 15356 | 3
G | B86.41% | 688.40* | 66941 343.70 3 235.09° 217.08 | 218.07 11805 | 2
7 E 148.064 130.05 131.03 | 7453 1
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Fig. 3 {continued}
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Fig. 6
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Fig. 7
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