
;()*+,-./e3e%O%<<=|?(@ O6VOTO~1  DESCRIPTION  A Group of Genes Expressed in
Human Dendritic Cells 5 Technical Field The invention of this application
relates to a group of genes expressed in dendritic cells derived from human
monocyte. More particularly, it relates to an aggregate of genes comprising
100 genes which are highly expressed in human dendritic cells; to an
aggregate comprising 10 100 genes each being highly and lowly expressed in
human dendritic cells as compared with in human monocyte; to a cDNA group
for each of those gene groups; to novel gene contained in such gene groups;
and to an aggregate of oligonucleotides for specifying those genes and
cDNAs. 15 Background Art Dendritic cells (DCs) play a very important role
in an immune system by, for example, providing CD4-naive T cells with
antigen. It has been also reported that DCs directly participate in a T
cell tolerance and an immunoglobulin production by B cells. In lymphocytes
and nonlymphoid 20 DCs, surface markers and function of each of them are
different whereby they have different names. (For example, Langerhans cells
in skin; interdigitating DC in lymph node; interstitial DC in heart, lung,
kidney and testicle; thymus DC in thymus; etc.) 25 Although DCs have been
believed to belong to a type different from monocyte and macrophage,
macrophage and DCs have been reported to be derived from common stem cells.
It has been also reported that human DCs are generated from CD34+ precursor
cells isolated from cord blood and bone   2 marrow in the presence of
granulate-macrophage colony stimulating factor (GM-CSF) and tumor necrosis
factor a (TNF-a). It is further reported that blood monocyte incubated with
GM-CSF and interleukin-4 (IL-4) is differentiated to non-adhesive CD1a+CD
14'`" having morphological and 5 functional characteristics of DCs. It is
furthermore reported that DCs change to mature DCs expressing CD38 by a
stimulation TNF-a, CD40 ligand, LPS or monocyte conditioned medium.
However, it is the present state that, although DCs are known to be 10 the
cells differentiated from monocyte, a process for the differentiation has
not been clarified at all. Clarification of a differentiation process of
monocyte to DCs is quite important not only for understanding the function
of an immune system but 15 also for developing the novel means for
diagnosis and therapy of various human diseases in which the dendritic cell
is participated. In order to clarify the process of differentiation of
monocyte to DCs, it is one of the effective means to specify a gene group
which is expressed with a high frequency or a low frequency in each of the
cells. 20 The invention of this application has been achieved under the
circumstances as mentioned above and its object is to provide a gene group
comprising the preceding 100 genes which are most abundantly expressed
among the genes expressed in human dendritic cell. 25 Another object of
this application is to provide a cDNA group comprising each cDNA of the
gene group; novel gene contained in the gene group; and an oligonucleotide
group for specifying the gene group and the   3 cDNA group. Still another
object of this application is to provide a gene group comprising each of
the preceding 100 genes from the highly expressing part 5 and the preceding
100 genes .from the lowly expressing part in human dendritic cells derived
from human monocyte as compared with in human monocyte. Further object is
to provide a cDNA group, a novel gene group and an oligonucleotide group
for each of those gene groups.  10 Disclosure of Invention As an invention
for solving the above-mentioned problems, this application provides a human
dendritic cell-expressed gene group comprising 100 genes at the highest
expression frequency among genes expressed in human dendritic cells derived
from human monocytes, wherein 15 the cDNAs of the individual genes
individually contain nucleotide sequences of SEQ ID N0: 1 to 100
consecutive to the nucleotide sequence 5'-CATG-3' closest to the poly A
region; a cDNA group comprising each cDNA of this gene group; a novel gene
contained in this gene group; a novel protein encoded by the novel gene; an
antibody and antagonist; and an oligonucleotide group 20 comprising each
nucleotide sequence of SEQ ID NO:1 to NO:100 consecutive to the nucleotide
sequence 5'-CATG-3'. Incidentally, in the gene group which most abundantly
expresses the human dendritic cell, it is a preferred embodiment that the
expression frequency of the gene encoding the cDNA containing the
nucleotide sequence of SEQ ID N0:1 is the highest and the 25 expression
frequencies of the remaining 99 genes are in the order of SEQ ID N0: 2 to
100 This application also provides a human dendritid cell-expressed gene
4 group comprising 100 genes expressed more in human dendritic cells
derived from human monocytes than in human monocytes, wherein the cDNAs of
the individual genes individually contain nucleotide sequence of SEQ ID
N0:101 to 200 consecutive to the nucleotide sequence 5'-CATG-3' 5 closest
to the poly A region; a cD-NA group comprising each cDNA in this gene
group; a novel gene group contained in this gene group; a protein encoded
by the novel gene; an antibody and an antagonist; and an oligonucleotide
group comprising each of the nucleotide sequences of SEQ ID N0:101 to
N0:200 consecutive to the nucleotide sequence 5'-CATG-3'. In the gene group
10 where an expression increases in this human dendritic cell, it is a
preferred embodiment that the difference between the expression frequency
of the gene encoding the cDNA containing the nucleotide sequence of SEQ ID
N0: 101 and the expression frequency of this gene in human monocytes is
largest, and the expression frequencies of the remaining 99 genes are in
the order of 15 SEQ ID N0: 102 to 200. This application further provides a
human dendritid cell-expressed gene group comprising 100 genes expressed
less in human dendritic cells derived from human monocytes than in human
monocytes, wherein the 20 cDNAs of the individual genes individually
contain nucleotide sequence of SEQ ID N0:201 to 300 consecutive to the
nucleotide sequence 5'-CATG-3' closest to the poly A region; a cDNA group
comprising each cDNA of this gene group; a novel gene group contained in
this gene group; a protein encoded by the nobel gene; an antibody and an
antagonist; and an oligonucleotide group 25 comprising each of the
nucleotide sequences of SEQ ID N0:201 to N0:300 consecutive to the
nucleotide sequence 5'-CATG-3'. In the gene group where expression lowers
in this human dendritic cell, it is a preferred embodiment that the
difference between the expression frequency of the   5 gene encoding the
cDNA containing the nucleotide sequence of SEQ ID N0: 201 and the
expression frequency of this gene in human monocytes is largest, and the
expression frequencies of the remaining 99 genes are in the order of SEQ ID
N0: 202 to 300. 5 Each of the gene groups provided by the above-mentioned
inventions is each aggregate of the genes specified by a tag sequence of
SEQ ID N0:1 to N0:300 consecutive to the nucleotide sequence 5'-CATG-3' and
the gene information comprising 14 bp is sufficient for identifying the
full length of 10 each gene and is useful, for example, for diagnosis,
monitoring and judgement of prognosis of human infectious diseases and
inflammatory diseases via cloning, protein expression and functional
analysis thereof. In addition, the cDNA group and the oligonucleotide group
are useful as the material for microarray, DNA chip, etc. for such a
diagnosis, etc. Further, 15 since the novel gene group has a high
possibility of participating in the cause of human infectious diseases and
inflammatory diseases, protein for which each of those gene codes and
antibody and antagonist thereof are useful as the materials for development
of pharmaceuticals.  20 Brief Description of Drawing Fig.1 is a result of a
flow cytometry where the surface type of DCs derived from monocyte of human
blood was analyzed; Fig.2 is a result of comparison of gene expression in
monocyte and DCs; and Fig. 3 is a result of the RT-PCR analysis of nine
genes in monocyte, GM-macrophage and DCs of 25 four blood donors (A) B, C
and D). Best Mode for Carryig Out the Invention Each of the gene groups
expressed in the human dendritic cell   6 according to this invention is an
aggregate of 100 genes having different types expressed in the dendritic
cell derived from human monocyte and has been identified by the known SAGE:
serial analysis of gene expression method (Science 276:1268, 1997; Cell
88:243, 1997; Science 270:484, 1995; 5 Nature 389:300, 1997; U.S.Patent
5,695,937). This SAGE method determines ten base pairs of DNA sequence
(tag) which characterize each of cDNA prepared from genes expressing in any
of the cells. It is also possible that, when the ratio of each tag is
calculated from all of the resulting tag, expression frequency (copy
numbers) of each gene is determined. Until now, 10 the following gene
expressions have been analyzed using this SAGE method. Thus, G2 arrest in
colorectal cancer irradiation (Molecular Cell 1:3-11, 1997); oleate medium
and pig 2q regulation (18th International Conference on Yeast Genetics and
Molecular Biology s107:58, 1997); rat embryo fibroblast cells (Oncogene
15:1079-1085, 1997); p53 expression (Nature 15 389:300, 1997); yeast genome
(Cell 88:243) 1997); and gastrointestinal tumors (Science 276:1268, 1997).
The inventors of this application also specified the gene group which most
abundantly expresses in human monocyte and human macrophage and the gene
group which has a difference in terms of expression frequency between in
human monocyte and 20 in human macrophages by a SAGE method and have filed
a patent application already (Patent Application No. 304550/1998). Each of
the gene groups expressed in human dendritic cell according to this
invention is an aggregate of the genes specified by a method 25 mentioned
in the above-mentioned literatures and U.S. Patent, and is a gene aggregate
where each cDNA contains the nucleotide sequences of SEQ ID N0:1-100,
N0:101-200 and N0:201-300, respectively, consecutive to 5'- CATG-3' closest
to the poly A region. Those genes can be isolated, for   7 example, by
means of a screening of a human genomic library using each oligonucleotide
comprising 14 bp of this invention as a probe. Further, the cDNA group of
this invention is a cDNA of the gene 



5 constituting each of the above-mentioned gene groups and is an aggregate
of cDNA (or a partial sequence thereof) having SEQ ID N0:1-100, N0:101-200
and N0:201-300 each by connecting to 5'-CATG-3' closest to the poly A
region. Such a cDNA can be isolated, for example, by means of a screening
of a human cDNA library using each oligonucleotide comprising 14 bp of this
10 invention as a probe. The information of 14 bp constituting each of the
oligonucleotides of this invention is sufficient for identifying the full
length of each gene and cDNA. 15 Incidentally, the cDNA group of this
invention includes a DNA fragment (10 bp or longer) containing any of the
partial nucleotide sequences of each cDNA. In addition, DNA fragment
comprising sense and antisense strands are included in this cDNA group as
well. 20 Usually, polymorphism due to the difference among individuals is
frequently noted in human gene. Accordingly, gene and cDNA where one or
more nucleotide(s) is/are added, deleted and/or substituted with other
nucleotide or modified nucleotide in the gene group and cDNA group of this
25 invention are included within the coverage of this invention. The novel
gene group of this invention is an aggregate of genes which have no
corresponding genes as a result of retrieval of database and that   8 which
are specified only by means of EST (expression sequence tag). Such novel
gene group can be concretely specified, for example, by a positional
cloning using each oligonucleotide of this invention as a marker, by a
screening of a cDNA library using the oligonucleotide as a probe, by a 5
retrieval of a gene bank, etc. It is also possible to prepare a novel
protein for which a novel gene codes and an antibody to this novel protein
from the novel gene. The protein can, for example, be prepared by a method
where the novel gene cDNA or a partial sequence thereof is subjected to an
in vitro transcription or a method where it is expressed in a large
quantity by a 10 suitable host-vector. The antibody can be also prepared as
a polyclonal antibody or a monoclonal antibody according to a known method.
The antagonist of this invention is one to an expression of each gene
belonging to each gene group of this invention and, for example, it is an
15 antagonist to a transcription factor of each gene. Further, the
antagonist of this invention is one to an activity of the protein expressed
by each gene belonging to each gene group and is, for example, an
antagonist to a receptor of each protein or an antagonist to a receptor of
a target protein to which each protein in bonded. Thus, the gene belonging
to each gene group of the 20 invention is a gene which is abundantly
expressed in human DCs or an aggregate of genes which is expressed
abundantly or in a small amount as compared with in human monocyte and,
since there is a high possibility that it is participated in onset or
progress of human infectious diseases, inflammation, etc., the antagonist
to those gene and protein is useful as an 25 ingredient of the
pharmaceuticals for prevention or therapy of infectious diseases and
inflammation. Incidentally, the antagonist can be specified, for example,
by an in   9 vitro expression system of each of the above-mentioned genes
or by a known screening method where each protein is a subject.
Alternatively, it can be prepared by means of chemical synthesis, etc. as a
result of structural analysis, etc. of the protein or a receptor thereof. 5
As hereunder, concrete specifying methods for each gene group of this
invention and the specified gene groups will be illustrated. (A)
Preparation of cells 10 Peripheral blood mononuclear cells (PBMC) were
extracted by a conventional method from venous blood of eight healthy
persons and passed through a magnetic cell separation system to separate
the monocyte and a suspension of the cells was incubated to give a highly
purified monocyte. Further, the monocyte was incubated together with GM-CSF
15 according to a conventional method to prepare macrophage (GM-
macrophage). In addition, the monocyte which was positive to peripheral
blood CD14 was incubated for five days together with GM-CSF, IL-4 and TNF-a
whereupon DCs were prepared. Thus, under such an incubating condition, 20
monocyte was differentiated to non-adhesive CD 14, CD 1a+, CD80'`" CD86'`",
HLA-DR`, CD33+ and CD83 (cf. Fig.1). Those cells had a dendritic form of
immature DCs. (B) SAGE analysis 25 mRNA was prepared from each of the cells
prepared in the above (A) and cDNA was synthesized using a biotinated
oligo(dT). The cDNA (DC library) was digested by a restriction enzyme
NIaIII and the 3'-terminal of each cDNA was purified using avidin-magnet
beads. Since the cleaved site   10 by NIaIII is 5'-CATG-3', the sequence at
the 5'-terminal of the purified cDNA 3'-terminal piece is always CATG.
After that, cDNA was divided into two, different linker was added to
5'-terinal of each of them and the cDNA was cleaved at the site which was
14 base pairs downstream from the 3'-terminal 5 of the linker using a
restriction enzyme BsmF1. All of those DNA fragments of 14 base pairs were
common in that their 5'-terminal was a CATG sequence but, since the
residual ten base pairs were different for each cDNA, the ten-base pair
sequence becomes a tag for characterizing the cDNA. In order to clone the
aggregate of those tags, the cleaved site of BsmF1 was made into 10 a blunt
terminal, cDNA fragments divided into two were ligated and DNA was
amplified by means of a PCR using an oligonucleotide for each linker as a
primer. As a result) there were manufactured DNA fragments (Ditag) wherein
linker sequence (5'-GGATG-3'), 5'-CATG-3' and complementary sequences
thereof were available at both terminals and different tag 15 sequences
were linked at each of the 3'-terminals. The amplified DNA fragments were
cleaved by NIaIII, then each Ditag was ligated to prepare a concatemer and
it was cloned to a vector pZerol. (C) Gene group expressed in human DCs 20
According to the above operation, S8,540 tags were obtained from cDNA
expressed in human DCs, 17,000 or more genes were specified by those tags
and, among them, there were 5,000 or more genes in which same tags were
present twice or more. From all of those tags, 100 tag were selected in the
order of abundance of duplications (i.e., high expression 25 frequency of
cDNA designated by the tag) and shown in SEQ ID N0:1 to N0:100. As will be
apparent from the above description, the tags of SEQ ID N0:1 to N0:100 are
ten base pairs which continuously exist in the nucleotide   11 sequence
CATG existing in the position nearest the poly A region of the gene cDNA
expressing in human DCs. Accordingly, when the known DNA database is
searched and cDNA having a know sequence is retrieved, the nucleotide
sequence CATG which is nearest the poly A region of the DNA 5 sequence is
found and subjected to a matching with ten nucleotide sequences connecting
thereto whereupon it is possible to specify the cDNA designated by the tag
(and gene coding for the cDNA). Table 1 and Table 2 are tags (column B),
numbers of the tag (column A) of SEQ ID N0:1 to N0:100, gene (column C)
specified as a result of searching the database 10 depending upon each tag
and registration numbers (columns D, E and F) of the database.    12 Table
1   AacDEF1952GTTCACATTTAp33 (HLA DR invariant
chain)X004972826CCCTGGGTTCferritin L-chainM101193667GGGCATCTCTHLA DR alphe
chainJ001964486TTGGTGAAGGthymosin beta-4M177335453CCTGTAATCCmlutiple
match6495TGCCTGCACCc stein
CX056077490CAAGCATCCCESTAA653836AA226653AA2303148427TTGGTCCTCTribosomal
protein L41AF026844I9393TTGGGGTTTCferritin
H-cabinL2094110325GTGAAACCCCmlutiple match .11'318CTAAGACTTCmitochondrial
DNAAA46776412310GTGACCACGGESTH50114.H8427913297CCACTGCACTmlutiple
match14273GGGGAAATCGthymosin beta
10M9238115256GTTGTGGTTAbeta-2-microglobulinA802128816254TGTGTTGAGAelongatio
n factor alpha 1
subunitX1686917242CCCATCGTCCESTA1357743A1281418A128156918237TTCATACACCESTA1
300940AA902681AA07096719201GTGAAACCCTmlutiple
match20187TCCAAATCGAvimentinX5613421185TGGGTGAGCCcathepsin
BM1422122182TTGGCCAGGCmiutiple match23180CACAAACGGTribosomal protein
S27U5784724171AGCCCTACAAESTA1280609A1287963A137410025167GGCTGGGGGCprofilinJ
0319126163CACCTAATTGmitochondrial DNAAA22618027150CTGACCTGTGMHC class
IM2820528148ACTTTTTCAANo match29146TGGTGTTGAGIribosomel protein
S18X6915030141GGAGGTGGGGgraanulinM7516131140TGTACCTGTAalpha
tubulinK0055832136TGATTTCACTmyosin-bindin protein
CA111473633125TGCACGTTTTribosomalp protein
L32X03342I34125TCACCGGTCAgeIsolinX0441235124CCTCAGGATAESTAA935174AA224784
iAA90613336123ATGGCTGGTA40S ribosomal protein S2
'X1720fi37122GGCACAAAGGTRAC043767I38121GCCTGCTGGGGPx-4 mRNA far phospholid
hdroperoxidase glutathion peroxidaseX7197339121TTCCCTTCTTMHC class II
Iymophocyte Ag8-chainM28202I40121AGAAGTGTCCLAL mRNA for Iysosomel acid
lipaseM7477541120CCAGAACAGAthymidylate kinase or robasomal protein
L30L05095 L1699142119CCTAGCTGGAeptidyI-prolyI cis-trancisomerase AY00052
I43113TAGGTTGTCTtrenslationelly controlled tumor proteinX16064
I44111AGGCTACGGAribosomal protein L13a AA052955 i45111GTGCTGAATGmyosin
alkali light chainM2291846111ACGCAGGGACheat shock 90k0 protein 1,
alphaA889750047108GCTTTATTTGbeta
actinV0047948108AAAACATTCTESTA1098657AA069402AA09990649105CCCCCTGGATcell
division cycle 2-like IAA08104850 ~105 TGAAAACTACSB classll
histocomoatibility antigen alapha-chainX00457 I   13 Table 2   ABCDE
F51104ATGAGCTGACc stain AL0355852102TTGTAATCGTomithin
decarboxyIase07836153101CCCGTCCGGAESTAA213823AA216620
iAA25175554101CTGGGTTAATribosomal protein S19M81757I55101 IGCAGTTCTGAMHC
class II ~X0069956100GGGGCAACAGCOW52X67699i5796CCGTCCAAGGribosomal protein
S16M608545895AAGACAGTGGribosamal protein L37aL06499
,X666995995TGTGATCAGAATPaseAF092124 ~I6094AGCCACCGCAglucosa-6-
ohosphetaseU011206193TGGCCCCAGGapolipoprotein C-I ~X00570.
6291AGGTGGCAAGESTAA131091 ~AA I 51439.AA I 944296387GACGACACGAribosomal
protein S28 'U586826487ACCCTTGGCCESTAW237867AA482078AA4965716586
~CCTGTAGTCCmultiple match6885GCGACCGTCAaldolase AM115606784
~GAAGCAGGACnon-muscle type cofilinX954046884IACACAGCAAGmultiple
match6982AGGGCTTCCAcytochrome C reductaseM642417082 'CGCTGGTTCCribosomal
protein L11X792347181AGCACATTTCCESTAA1301917280GGGCTGGGGTribosomal protein
L29U102487380ACCGCCGTGGcytochrome b-245M211867477GCCGAGGAAGribosomal
protein
S12X535057577CTCATAAGGAESTAA833550A1086871A19665867676GTGCGCTGAGHLA-CW3X585
367776GCCCCCAATAl4kD bate glycotoside-binding
lectinJ044567875CGCCGCCGGCribosomal protein
L35U124657975AAGTTGCTATprosaposinD004228074TGGCTCCTCCIymphocyte cytosolic
protein 1AA0442668174TCGAAGCCCCNo match8273AGCACCTCCAeukaryotic translation
elongation factor 2~ Z116928373CGCCGGAACAribosomal protein
L4X739748471AGGTCAGGAGmultiple match8571GTGTGTTTGTTGF-8 Induced gene
ptoductionM773498671GTAATCCTGCNo
match8771CACCACGGTGESTAA019224AA019897AA0212318870CCATTGCACTatacia
relanglectasia phosphatidylinoditol 3-kinase
homoloU264558970TAATAAAGGTmultiple match~ i9069CACTACTCACNo match~ I91~
69CCTGGGGTAAmajor histocompatibility complex, class II. 0o alpha
1M17847I9268ATTCTCCAGTIribosomal protein
L23X52839~_9368ATAATTCTTT'ribosomal protein S29L316109467GGATTTGGCC~acidic
ribosomal phoshoproteinA8002533M178879567TTCACTGTGAmacrophage
galactose-specific lectinAB0067809666GAGGGAGTTTIribosomal protein
L27aU149689766AGCTCTCCCTfribosomal protein L23X537779865ACTAACACCCPACAP t
e-3Nip type2 race tarU188109965GCCTTCCAATI nuclear p68
protein'X1572910d64GTGAAGGCAG ribosomal protein S3AL13802   14 As shown in
Table 1 and Table 2, the gene which was most abundantly expressed in human
DCs was an HLA DR invariant chain (expression frequency: 1.17%). It was
confirmed that the genes which were expressed on the whole in a DC library
were related to MHC Class I, Class II, 5 protein synthesis and cell
skeleton. (D) Gene group abundantly expressed in human DCs as compared with
in human monocyte By the same manner as mentioned in the above (B), the tag
for each 10 genes expressing in human monocyte and human GM-macrophage were
specified and the expressed genes in human monocyte and human DCs were
compared. In those cells, most of the genes showed a similar expression
pattern (of. Fig. 2). However, with regard to 313 genes expressed in
monocyte, the expression pattern in DCs was significantly (p < 0.01)
different. 15 Thus, among the 131 genes, the expression level of 181 genes
lowered in DCs. On the contrary, 132 genes were expressed in a higher
frequency in DCs than in monocyte. Table 3 and Table 4 show the preceding
100 genes which were more abundantly expressed in human DCs than in human
monocyte. In Tables 3 and 4) genes expressed in GM-macrophage and in DCs
were 20 shown and compared as well. Thus, in Tables 3 and 4, column A is an
expression frequency of tags in monocyte and DCs in terms of "fold"; column
B is copy numbers of tags in monocyte; column C is copy numbers of tags in
GM-macrophage; column D is copy numbers of tags in DCs; column E is a tag
sequence (SEQ ID NO:101 to N0:200); column F is a protein accorded in 25
GenBank data; and columns G, H and I are registration numbers at the
GenBank. Incidentally, in Table 4, the full name of the protein in line 23,
15 column F is "tyrosine 3-monooxygenase/tryptophan 5-monooygenase
activation protein, beta polypeptide" while that in line 95, column F is
"Homo sapiens clone 24860 Ena-VASP like protein mRNA sequence, partial
cds".     16 Table 3   A8C0EFGHI11250~
72125TCACCGGTCAIsolinX04412212201122GGCACAAAGGTRAC0437673612~
79121AGAAGTGTCCLAL mRNA for Iysosomal acid liaaseM747754472~
294AGCCACCGCAglucose-6-ohosphetaseU011205410~
1041CGTGAGCCACestrogen-responsive B box
proteinIAF096870~6400440GCCTGCAGTCserine protease inhibitor, Kunitz t e.
2A80065347360336GCCCTGAAAGNo
match8351035TTGGAACAATESTAA58668A11309269340034CCTCTGGGCAP450
oxidoreductaseR4219110330333CCAAGACTTCNo match1133I
0I1733~AACGGGGCCCMOCU831711232015~ 32CAGCTATTTCfetty acid binding protein
homologueM94856I133100~ 31CTTTCAGATGlatelet-rype
phosphotroctokinaseD25328143105~ 31ITTACTTCCCGdelta-6 fatty acid
desaturase~AF1267991530101 30TTGAGACCTCfactor XIII subunitM145391628~
22055CTGTTAGTGTmelate dehydrogenaseU203521725~ 03125TCTTGATTTA ~alpha-2
macro globulinM11313182506425TGTCCCAGCCI acid phosphetase t a
5X14618192303231CCCCCCTAATIMeisl homologA120396320220622~ATGGAAGTCTinoditol
polyhosphate 5-phosphataseX9842921210921CTAAAAAAAAC081
antigenM336802220211664301CAAGCATCCCESTAW27564AA22665323200~120~TGTGAACAACE
STAA4706822420OI020ACTCACCTTAESTAA74237625200~020GATACAGCCAFe-a son race
for C023 anti
nM1476626190519CTGATCTCCAESTA1088488271901919ACCCAGGGTAESTAA1157~528192337T
TTGCTCTCCvinculinM3330829180118CTATATTTTTcathepsin
CX8721230180018AAGGGATGCTMCP-4U467 6731180~218AACGAGGAATNo
match_32180318CCCTCGGTCCNo match331801518GCCTACCCGAancreatic carcinoma
marker
GA733-1X13425341803418GATGACCCCCESTAA07508AA07487SAA07556735170117GGTGTGCTT
Gclone24736AF0550213617~ 00~17AGTGCAGGGCNo match
~i3717~0OI17CCTCACTACCESTAA4541703817I0017TGCAGAAGAAmannose receptor
iJ05550I39170517CCGGGCGTGG~EST iR4949240171917CCCAAGCTAGheat shock 27k0
protein 1 . S7457141~1703217~AAGATTGGTGIC09
1M3869042Ifi3748~TGGCGTACGGESTA1242886
iA1279985A130191643161416GCCAGCCCAGKRA8-associated protein
IU7877344160416GGTCCCCTACKIAA0100 gene
productAA55124545169~61140TGTACCTGTAalpha
tubulinK0055846166i151593~TGGCCCCAGGapolipoprotein C-1X0057047150~~
0lSiCTCTGTAAGTmetalloproteinase(HME)L23808 i481500151GGAGGCAGGANo match
I491506l5iTTTTCTGAAAthioredoxin(TXIV)J040265015~7105I104~ATGAGCTGACcvstain
BL03558   17 Table 4   



ABCDEFGHI51141114CACAAAAAAAmultiple
match52141014GTGGCGTGTGclone23933U7927353141014TCCGCCTCGGDEK
geneA192919754140214CTCTACAGTGvecuolar
proton-ATPaseY1528655140314AATGCTTTTAdioxin-inducible cytochrome
450U0368856141414TTGGACTGAGan inside expression factor
ZAA0991757140814CTTTGATGTTNORI-1A8010427581412114ACCACTTATCESTAA86583A10802
99A1123033591404014CACCTCCTATNo match60.
1310~13AGCCACCACGKIAA0149D63483D86864611302~13TCATTGTAATglutathione
peroxidase 3 ( lasma)AA0278562130313ATGGCAGGAG~EST
IAA5148781AA82807AA57898463131313CTTTTTGTGCtyrosine
3-monooxegenese/prytophan 5-monoox nase acAA40024964130413TGGAAACAAADORA
proteinAJ2231836513
~1813TACTAGTCCTHSP90D876666613113113TCCTTCTCCAalpha-actininX15804fi7135463C
CCAGCTAATarachidonate l5-lipoxygenaseM2389268132425GAGGGTGCCAcomplement
component 1, q subcomponent, beta pol a
tidelAA9102469120012~CTGAGAGCTG~growth arrest-specific
proteinL1372070120012GTGGCTTCCCtumor nacrosia factor race tar superfamily ,
member 5AA 1475971120012TTCTCAATAAC01 mRNA for arment for HTA1 thymocyte
antigennX0445072121012TTTGTGCACTESTAW085447731202~12~CTGTGCGCCCserine
protease inhibitor. Kunitz type
1AW18957674120212TGTGTGAGCTESTAA05697AA15874675121312AGATAATGTTfur mRNA for
furinX1709476120312TCCTGCTGGCKIAA0496AA94841177120712TATATTTTCTtranspglutam
ineseM98479781211012~GACTGTGCCAcytoplasmic dynen light chain
1U32944791213112TTACAGAACThospholipase A2, oup VIINM00508U2457780110111
IAAGTACTTCAgeneral transcription factor IIBAA1367381110111TCACTCCTGGNo
match82110011AATTGGATTGthymocyte antigen CDIcM2882783110011ATTAAGAAAAAHNAK
nucleoproteinAA0272184110011CAAAATGCAAEST
-AA48906AA01130AA24281885111011GCTTTGCAGCsrc-like adaptor
proteinU4440386110011TCACAAAAGAbetal,4-
galacylactosyItrensferaseAF03866387112322CAGGATGACGESTAA461521AA56597AA6097
1488110211TTCCTGGTAGKIAA0788A801833189110311GGAAGGGGGAcofilon
IT3449990I10511CTGGGTTGTGESTAA256831AA60001AA69996391110511GGGGACTGGTprotei
n kinase C, deltaAA505643~921109I1TCAGGGCTGAEST
~AA48839fi1AA582282~AA834210931 11I611TGTTTATCCTdiazepam binding inhibitor
or endozepineM14200941 103911 ~ACATTCTTTTNMBX765349510~71571CACCACGGTGHomo
Sapiens clone Z4860 Ena-VASP like protein mRNA
seAF13176619610I2220~GAAGTCGGAAESTA1382431AA575974~A10737209710I0'
110~CACAAAAAGAintegrin, alpha XAA98934198100010~AAGTTGACTTNo
match991010101AGCAAACTGAHomo sapiens leucine aminopeptidase
mRNAAFO6l7381001000101ATTAAGAGGGNo match   18 As shown in Table 3 and Table
4, GM-macrophage and DCs showed the similar gene expression patterns. On
the other hand, the gene showing higher expression frequency in DCs as
compared with in monocyte was a gene coding for the proteins participated
in cell structures such as gelsolin 5 and vinculin, the proteins
participated in lipid metabolism such as lysosome acid lipase and
apolipoprotein C-1 and the chemokines such as TARC and MDCMCR-4. In
addition, gelsolin, lysosome acid lipase, MDC, fatty acid bonded protein
homologs, acidic phosphatase type 5, GA 733-1, CD 9, HPS 27, etc. increased
both in macrophage and DCs. On the other hand, 10 expression in a high
frequency is specifically noted in TARC, hepatocyte growth accelerating
inhibiting factor type 2 (HAI-2), phosphofructokinase of a platelet type,
factor XIII, CD 23, cathepsin C, MCP-4 and metalloprotease (of. Fig. 3). 15
(E) Gene group which is less expressed in human DCs as compared with in
human monocyte Genes expressed in human monocyte and human DCs were
compared by the same manner as mentioned in the above (D) and 100 genes
where the expression frequency decreased in DCs as compared with in 20
monocyte are shown in Tables 5 and 6. Form of indication is the same as
that in Table 3 and 4. Incidentally, in Table 6, line 58 of column F is
"nuclear factor of kappa light polypeptide gene enhancer in B-cells
inhibitor, alpha" and line 59 of column F is "monocyte activation antigen
or urokinase-type plasminogen activator receptor". 25 Genes where the
expression was most reduced in DCs were complement proteins (ficolin and
properdin), DNA-bonded proteins (GOS3, GOS2 and c-fos) and a surface
protein (CD 14). The genes where expression   19 was reduced in DCs showed
the same tendency in GM-macrophage as well. Further, the genes where a
reduction of expression in 10-fold or more as compared with GM-macrophage
was noted were MRP-14, MRP-la, CD14, alpha 1 antitypsin, HLA-B and
tranleolase. Incidentally, a reduction in 5 CD 14 in DCs was also confirmed
by the result of a flow cytometry analysis as shown in Fig. 1.     20 Table
5   A8CDEFGHI153210841472~GTGGCCACGGIMRP-14X0623322A72870OITACCTGCAGA
IMRP-8X062943244244J0CCCACAACCT Ifiaolin-1D859204105105190GCACCAAAGC ~MIP-1
aD00044597I9700TGGAAGCACT IIL-8M17017~884'
84100TGGTCCAGCGC014M885117777701CTTGACATACprotein tyrosins
phoephataseX6827788668101GGAAAAGTGGIaIpha
1-antitrysinM2812396565221GCTGTTGCGCIribosomal protein S20AA076625
Ii10658520GGCCACGTAG0 component of
complementAA302667116J6300TCTACACGTGcomplement compoment
properdinM89652I12BJ83OI0CTGATGGCGAIS100 calcium-binding protein A9
~AA5872851 J55I5500CTGTACTTGT ~GOS 3 ~L49469145151OI0TGGAAAGTGA Iv-foe F8J
murine asteosarcoma viral oncogene homolc ~NM005252154848I101CTCACTTGTG
IMHG class I HLA-A 'M154701846460OIACATTTCCAA (Human GOS2 protein gene
IAA59441517448852TCACAGCTGT ~8-cell translocation one 1. anti-prolifarative
IAA024842t84444OI1ATGGTGGGGGIzinc finger
proteinM8382519444419I1TTGGCAGCCCIribosomal protein
L27aH735602054342I0TGGGCAGCTG Imultiple matchI213333~20OITTGCGTGTGT
Iprotein phosphatase PAC-1L11J29223131 ~tOICTCCATCCAGG-CSF
receptorM59819253131 ~0O~AGTGCACGTG~ribosomal protein
L29AA1576J52431310OIGGCCAGGACTIform 1 peptide
raceptorM8082725272721GTCCCCCCAAiESTA121728528272700CCCTGAGGCCIcDNA
DKFZp568Ft84A1148871. I2725I 2500GTGGGCCACGIHomo sapiens SNC73 protein
(SNC73) mRNAA1755130 I2823~ 70203GCCGCCATCT~transketolassL12711U550172922I
112165CTGTTGGCAT ribosomal protein L21T41133JO21I 211OIACCATTCTGC
IIFN-inducible mRNAX57351J121I 2130ACTTTAATGA ICSa anaphylatoxin
receptorM625053221I 21t 10AATTAAATTAeukaryotic translation initiation
factor 4 gamma. 1AA822573AAO82100J920207IGGTAGCCCACtrinucleotide repeat
containing 5AA48859434202000GCCGCCGTGC~No
match~I35191901CTTTTTTCCC(C048'M599043819I 1940CTTGGGATGTI endoplasmic
raticulum lumenal proteinAA0740783719I 37112ATGGAGCGCAI tumor nacrosis
factor receptor superfamil , member I
BM52315J8181821ACGCTCTCGAC037X1404839181800TAGCCCCCTGTNFM1098840I818OI
0TTGGAGCACTTESTAA72472841I8I80~ 0TTTCTGTATG~H9 histone, Tamil 38
(H9.38)AA4002944218186I 0ATGGCTTGGTI ribosomal protein
S2AA08460443171700TAATGCTAAAhelix-loop- basic phosproteinL13463I44. 1 fi48I
03TGAAGTAACAputative translation initiation factorAJ0123754516I 48I
2J~GGGAAACAGGiESTAA9704J5461816~ 0IITGAGTCTGGCcore promoter element binding
proteinAlt 17595471616I 81~ GCGACAGCTCI ribosomal protein L24AIJ7551148t
6791 185 ~I GCTGAACGCGI CCAAT. enhancer binding protein (C. EBP), betaAA1
J549849151510TGTTTTCATAI small inducible cytokine
A4AA77728750151500CTCACTTTTTiNF-1L6 bevtaM8J667~   21 Table 6
A8CDEFGHI5115~1500GCGGCGGCTC~ribosomal protein
L28A13406235215~152OIACTACAAATAribosomal protein L9AW189101 I5314I1401
ITCAACTTCTGsolute carrier family 2 (facilitated glucase transporter),
member 3AA1012875414140O~ATCCGGACCCwth arrest and DNA-dame e-inducible
34U899815514140O~CAATTTGTGTILIbAF043335~58~ 141400TTGAAGGGCCdelta sleep
inducing peptide, immunoreactorAL1
t019157141400TTGCTGCCAGESTA127580458141420GACTTGTATA ~nuclear factor of
kappa light polypeptide gene enhancar in 8-cells
iA12853915914~1480AACCACATTG ~monocyte activation antigen or urokinase-
type lasmino en activatJM83248U0885960_ I31341GCGTGCTCTC (ribosomal protein
Ll8aA18157456113~1J~10ATGGCGATCTribosomal protein
S24A133506482135174GGCCTTTTTThistone HIX .D84142d9t211251TAGAAAGGCAbu rate
res nsa faotor 2 IAA03988284121271TTGACCTGTGma'or histacompatibili complex.
class I. 8 !AW07276065121210GCGAGACCCC~No match68121210TAAACTGTTTribosomal
rotein S14N2200387121210TTGGGTCCTCribosomal protein
L41AA48488288121210TTTCAATAGABSTA1243522A169875989121210GACTGGACCG~No
match70121 Z10TACGTTGTCT ~tumor rotein. translationall controlled
1A171991271121200CTGGGCCAGCvesicle-asacciated membrane rotein 5 (m
obrevin)A106849172121200TACCTGCAAAP47- hox(NcF1) aeudo enaM25885M55067
I7312~1200AACTCCCAGTne alive owth-re lato rotein
~AF090950i74121200TGTTGTAACTESTAA947175I75121220GGGCCAAAAC~ESTAA047668_
I78121240GGCCTGGCAC~ESTA1229741 77 12 12 9 0 GCGCGGGCGA~ ribosomal rotein.
lar . P1 AA190821 90827_ AA3048607812J539GCGGCTTTCCoONA homolc us to east
ScolAL021683791122~2CCCCCACCTAdifferentiation de endent AU
roteinL0960480111101CTTAATCTTG8TG2U7264981111100ACTCGAATATK12 rotein
precursorU7764382111100ACTGCCTACAsmall inducible c okine A3-like
1AW05985889111100TCTATCCCCCmulti le match8411112~0TTGAAGGCAGNo
match8511118~0TACCCCACCTH2A histone famil , member YC755158811I
11J9~0CTGGGGTTTCNo match8711 ~ 42I04TACATTCTGTeloid cell leukemia se uenca
1L08246881121 ~52GAGATCCGCAIFN-r or re ro rolaetin-releasin a tidei
A801548910~ J0~23GCAGAGAAAA~aotin bindin rotein
P57.D44497901010I01ICTGAGGTGTGOEBP2acl acute m eloid
leukoemiaZ35278I911010~01~GGAGGTGGAG~multi le match92101001ITCCGTCCGGANo
match931010121ATCGTGCGCTNa match94~ 1010181CATCCCGTGAIsukotriene A-4 h
drclaseJ02959951010281CTCTGGGTTCINa match9810100OITTTGGGACCCleckstrin
homolo . Sec7A15128797101000AGGAGATGCTleukoc a immuno obulin-like receptor,
subfamil B, member 2AF011568 ' AF02552898101000ATACCTGGATTYRO rotein t
rosins kinase bindin roteinA129934699101000GGGTTCCAGTbona marrow stromal
cell anti en 1D2187810010100~ 0TATATTGATT6-cell translocation ene 1, anti-
roliferativeX6112)   22 Incidentally, an SAGE analysis of each gene
expression as mentioned above was carried out using the cells prepared from
the blood of the eight persons. Now, in order to check whether the
difference in each gene expression is dependent upon the difference in gene
of blood donors, an 5 RT-PCR was carried out for the blood samples for four
persons with a target of 9 genes. The result is as shown in Fig. 3 and it
was confirmed that the result of the SAGE analysis was not due to the
difference in the gene of the blood donor but was dependent upon the
difference in the gene expression frequencies in monocyte, GM-macrophage
and DCs. 10 Further, the cDNA group of this application is an aggregate of
cDNAs of gene constituting the above-mentioned each gene group connecting
to 5' CATG-3' which is nearest nucleotide sequence to the poly A region
having the nucleotide sequence of SEQ ID NO:1 to NO:100, NO:101 to N0:200
and 15 N0:201-N0:300 or a partial sequence thereof. The cDNA group of this
invention covers DNA fragments ( 10 by or more) containing any partial
nucleotide sequence of each cDNA. Further, DNA fragment comprising sense
chain and antisense chain is covered by this cDNA group as well.  20 In
human genes, polymorphism due to the difference among individuals is
frequently noted in general. Accordingly, in the gene group and cDNA group
of this invention, gene and cDNA where one or more nucleotides) is/ are
added, deleted and / or substituted with other nucleotide are also included
within a coverage of this invention. 25 As mentioned hereinabove, all of
the gene groups provided by this invention including novel genes are genes
which are expressed in human DCs and, particularly, the preceding 100 genes
having the most abundant   23 expressing amount. Further, the gene group
provided by this invention is a gene group having a relatively high
expressing amount and that having a relatively low expressing amount in
human DCs (and GM-macrophage) as compared with in human monocyte.
Accordingly, those gene group and 5 cDNa group as well as the aggregation
of tags designating them are useful, for example, in the following fields.
(1) Specification of novel genes With regard to the novel gene (group)
provided by this invention, it is 10 possible to specify such novel gene by
means of, for example) a positional screening using an oligonucleotide
where 5'-CATG-3' is added to the 5'-side of its tag sequence as a marker, a
screening of a cDNA library using the said oligonucleotide as a marker or a
search of the gene bank. It is also possible from the novel gene to prepare
a novel protein for which the gene codes and 15 also an antibody and an
antagonist to the said protein. The protein can be prepared, for example,
by a method where the novel gene cDNA or a partial sequence thereof is
subjected to an in vitro transcription or by a method where expression in a
large quantity is carried out using an appropriate host-vector. With regard
to an antibody, it can be prepared as a polyclonal 20 antibody or as a
monoclonal antibody according to a known method. With regard to an
antagonist, it can be prepared by means of chemical synthesis) etc. as a
result of elucidation of structure of the protein or the receptor thereof.
25 (2) Specification of morbid gene There is a high possibility that the
causative gene for the diseases in which human DCs are participated (such
as atopic dermatitis and asthma) is a gene which is expressed in a high
frequency in DCs. That is, for example,   24 an excessive expression of the
specific gene contained in the gene group expressed in DCs provided by this
invention, decrease or deletion of expressed amount, gene mutation, etc. In
addition, as mentioned already, there are genes showing clearly different
amounts between in monocyte and 5 in DCs. Accordingly, such genes showing
different expressing amount are also the candidates for useful gene for the
diseases in which each cell function is participated. As such) each gene
group provided by this invention is useful for clarification of those
morbid gene and an onset mechanism thereof. 10 (3) Development of
pharmaceuticals Clarification of the causative gene and of the onset
mechanism as mentioned in the above (2) is useful in the development of
therapeutic agents for the above-mentioned diseases. Examples are
pharmaceuticals which 15 lower the expressing amount of excessively
expressing gene. (4) Development of diagnostic means There is a usefulness
in the development of a diagnostic means for the diseases in which human
DCs are participated. Examples are a kit for 20 EIA and RIA utilizing an
antibody to protein expressed by the causative gene and a DNA chip in which
a partial or a full-length DNA of the gene is incorporated. Particularly, a
DNA chip is useful for diagnosis of the diseases in which plural genes are
participated but, since the DNA fragment numbers which can be incorporated
on the substrate are limited, it is 25 necessary to select the gene which
is essential for the diagnosis. This invention provides gene and cDNA
having an abundant expressing amount and, since it goes without saying that
they are an aggregate of gene playing an important role in cell functions
and cDNA thereof, they are quite useful as   25 the candidates for DNA
constituting a DNA chip. In addition, since the oligonucleotide group of
this invention containing a tag sequence is a sequence which correctly
specifies each gene, it can be also utilized as a minimum DNA sequence
being incorporated in a DNA chip. 5 Further, the gene information
comprising 14 bp of a novel gene provided by this invention is an
information which is sufficient for identifying the full length of each
gene and it relates to the development of pharmaceuticals and antagonists
via cloning, protein expression and 10 function analysis thereof.
Industrial Applicability In accordance with the invention of this
application, there are provided a gene group comprising 100 genes which are
highly expressed in 15 human DCs and a gene group which is expressed in a
high frequency and in a low frequency in human DCs as compared with in
human monocyte. Those gene groups are quite useful not only for
understanding of the differentiation process from monocyte to DCs but also
for developing the novel means for diagnosis and therapy of various human
diseases in which 20 monocyte and DCs play an important role.   26 CLAIMS
1. A human dendritic cell-expressed gene group comprising 100 genes at the
highest expression frequency among genes expressed in human 5 dendritic
cells derived from human monocytes, wherein the cDNAs of the individual
genes individually contain nucleotide sequences of SEQ ID N0: 1 



to 100 consecutive to the nucleotide sequence 5'-CATG-3' closest to the
poly A region.  10 2. A human dendritic cell-expressed gene group of claim
1, wherein the expression frequency of the gene encoding the cDNA
containing the nucleotide sequence of SEQ ID N0: 1 is the highest and the
expression frequencies of the remaining 99 genes are in the order of SEQ ID
N0: 2 to 100. 15 3. A human dendritic cell-expressed gene cDNA group
comprising the cDNAs or partial sequences thereof of the individual genes
composing a human dendritic cell-expressed gene group of claim 1, wherein
the cDNAs individually contains nucleotide sequences of SEQ ID N0: 1 to 100
20 consecutive to the nucleotide sequence 5'-CATG-3' closest to the poly A
region. 4. A human dendritic cell-expressed novel gene group included in a
human dendritic cell-expressed gene group of claim 1, wherein the cDNAs of
25 the individual novel genes individually contain nucleotide sequences of
SEQ ID N0:7, 12, 17, 18, 24, 28, 35, 48, 53, 62, 64, 71, 75, 81, 86, 87 or
90 consecutive to the nucleotide sequence 5'-CATG-3' closest to the poly A
region.   27 5 A novel protein encoded by the gene of the dendritic
cell-expressed novel gene group of claim 4. 5 6. An antibody to the novel
protein of claim 5. 7. An antagonist to the expression of each gene
belonging to the gene group of claim 1.  10 8. An antagonist. to the
activity of protein expressed by each gene belonging to the gene group of
claim 1. 9. A group of oligonucleotides individually having the nucleotide
sequence of SEQ ID NO:1 to NO:100 consecutive to the nucleotide sequence 15
5'-CATG-3'. 10. A human dendritid cell-expressed gene group comprising 100
genes expressed more in human dendritic cells derived from human rnonocytes
than in human monocytes, wherein the cDNAs of the individual genes 20
individually contain nucleotide sequence of SEQ ID NO:101 to 200
consecutive to the nucleotide sequence 5'-CATG-3' closest to the poly A
region. 11. A human dendritic cell-expressed gene group of claim 10)
wherein 25 the difference between the expression frequency of the gene
encoding the cDNA containing the nucleotide sequence of SEQ ID N0: 101 and
the expression frequency of this gene in human monocytes is largest, and
the expression frequencies of the remaining 99 genes are in the order of
SEQ ID   28 N0: 102 to 200. 12. A human dendritic cell-expressed gene cDNA
group comprising the cDNAs or partial sequences thereof of the individual
genes composing a 5 human dendritic cell-expressed. gene group of claim 10,
wherein the cDNAs individually contains nucleotide sequences of SEQ ID N0:
101 to 200 consecutive to the nucleotide sequence 5'-CATG-3' closest to the
poly A region.  10 13. A human dendritic cell-expressed novel gene group
included in a human dendritic cell-expressed gene group of claim 10,
wherein the cDNAs of the individual novel genes individually contain
nucleotide sequences of SEQ ID NO: 107, 108, 110, 122-124, 126, 127, 131,
132, 134, 136, 137, 139, 142, 148) 158, 159, 162, 172, 174) l81, 184, 187,
190, 192, 196, 198 or 200 15 consecutive to the nucleotide sequence
5'-CATG-3' closest to the poly A region. 14 A novel protein encoded by the
gene of the dendritic cell-expressed novel gene group of claim 13. 20 15.
An antibody to the novel protein of claim 14. 16. An antagonist to the
expression of each gene belonging to the gene group of claim 10. 25 17. An
antagonist to the activity of protein expressed by each gene belonging to
the gene group of claim 10.   29 18. A group of oligonucleotides
individually having the nucleotide sequence of SEQ ID NO:101 to N0:200
consecutive to the nucleotide sequence 5'-CATG-3'. 5 19. A human dendritid
cell-expressed gene group comprising 100 genes expressed less in human
dendritic cells derived from human monocytes than in human monocytes,
wherein the cDNAs of the individual genes individually contain nucleotide
sequence of SEQ ID N0:201 to 300 consecutive to the nucleotide sequence
5'-CATG-3' closest to the poly A region. 10 20. A human dendritic
cell-expressed gene group of claim 19, wherein the difference between the
expression frequency of the gene encoding the cDNA containing the
nucleotide sequence of SEQ ID N0: 201 and the expression frequency of this
gene in human monocytes is largest, and the 15 expression frequencies of
the remaining 99 genes are in the order of SEQ ID N0: 202 to 300. 21. A
human dendritic cell-expressed gene cDNA group comprising the cDNAs or
partial sequences thereof of the individual genes composing a 20 human
dendritic cell-expressed gene group of claim 10, wherein the cDNAs
individually contains nucleotide sequences of SEQ ID N0: 201 to 300
consecutive to the nucleotide sequence 5'-CATG-3' closest to the poly A
region. 25 22. A human dendritic cell-expressed novel gene group included
in a human dendritic cell-expressed gene group of claim 10, wherein the
cDNAs of the individual novel genes individually contain nucleotide
sequences of SEQ ID N0:225, 234, 240, 245, 257, 265, 268, 269, 274-276,
284, 286, 292)   30 293 or 295 consecutive to the nucleotide sequence
5'-CATG-3' closest to the poly A region. 23 A novel protein encoded by the
gene of the dendritic cell-expressed 5 novel gene group of claim 22. 24. An
antibody to the novel protein of claim 23. 25. An antagonist to the
expression of each gene belonging to the gene 10 group of claim 19. 26. An
antagonist to the activity of protein expressed by each gene belonging to
the gene group of claim 19. 15 27. A group of oligonucleotides individually
having the nucleotide sequence of SEQ ID N0:201 to N0:300 consecutive to
the nucleotide sequence 5'-CATG-3'.
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%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1G{ Ke"%sssssss_C448c % ^^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1ssssstxX8C448c % ^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1G{ Ke"%ttt!t(t)t*tcG448c % ^ %1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1*t+t.t1t3t5txX8G448c % ^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1G{
Ke"%5t8tCtLtUtVtWtcG448c % ^ %1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1WtXt[t^t`tbtxX8G448c % ^ %10%'&'()-1^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1G{ Ke"%btetptttttcG448c % ^ %1^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1ttttttxX8G448c % ^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1G{ Ke"%tttttttcG448c % ^ %1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1ttttttxX8G448c % ^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1G{ Ke"%tttu uuu_C448c %
^^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1uuuuuuxX8C448c % ^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1G{ Ke"%u"u-uNuVuWuXucG448c % ^ %1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1XuYu\u_uaucuxX8G448c % ^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1G{
Ke"%cufuquzu{u|u}ugK448c % ^ %10%^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1}u~uuuuuxX8K448c % ^ %10%'&'()-1^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1G{ Ke"%uuuuuuucG448c % ^ %1^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1uuuuuuxX8G448c % ^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1G{ Ke"%uuuuuuucG448c % ^ 



%1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1uuuuuuxX8G448c % ^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1G{ Ke"%uuvvvv%v_?448c % ^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1%v&v)v,v.v0v|\<?448c % ^ %10%'&'()-1^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1G{ Ke"%0v3v>vWv^v_v`vcG448c % ^^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1`vavdvgvivkvxX8G448c % ^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1G{ Ke"%kvnvyvvvvvcG448c % ^ %1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1vvvvvvxX8G448c % ^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1G{ Ke"%vvvvvvv_?448c % ^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1vvvvvv|\<?448c % ^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1G{ Ke"%vvvww wwcG448c % ^^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1wwwwwwxX8G448c % ^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1G{ Ke"%ww$w.w5w6w7wcG448c
% ^ %1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-17w8w;w>w@wBwxX8G448c % ^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1G{ Ke"%BwEwPwTw]wewnw_?448c % ^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1nwowrwuwwwyw|\<?448c % ^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1G{ Ke"%yw|wwwwwwcG448c %
^^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1wwwwwwxX8G448c % ^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1G{ Ke"%wwwwwww_?448c % ^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1wwwwww|\<?448c % ^ %10%'&'()-1^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1G{ Ke"%wwx,x3x4x5xcG448c % ^^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-15x6x9x=x?xBxxX8G448c % ^ %10%'&'()-1^ 



%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1G{ Ke"%BxGxRxVx]x^x_xcG448c % ^ %1^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1_x`xcxgxixlxxX8G448c % ^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1G{ Ke"%lxoxzxxxxxcG448c % ^ %1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1xxxxxxxX8G448c % ^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1G{ Ke"%xxxxxxx_?448c % ^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1xxxyyy|\<?448c % ^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1G{ Ke"%y yy'y0y1y2ycG448c % ^^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-12y3y6y9y;y=yxX8G448c % ^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1G{
Ke"%=yAyLyUyVyWyXygK448c % ^ %10%^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1XyYy\y_yaycyxX8K448c % ^ %10%'&'()-1^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1G{ Ke"%cyqyryyyyygK448c % ^ %10%^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1yyyyyyxX8K448c % ^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1G{ Ke"%yyyyyyykO448c % ^ %10%'^ %10%'&'()-1^ %10%'&'()-1^
%10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1^ %10%'&'()-1yyyyyyyzvU448c %
f10%'&'()- 10%'&'()-010'10'%10'^ %10%'&'()-1G{ Ke"%z]zzz@{{{|[:448c %
M!10%'&'()- M!10%'&'()- @#10%'&'()- M!10%'&'()- &M!10%'&'()- F
`!10%'&'()-{|Y|||>}L}|[:448c %  s10%'&'()- M!10%'&'()- t!10%'&'()-
F#10%'&'()- ,-&10%'&'()- LM!10%'&'()-L}}}}#~g~~|[:448c %    +#10%'&'()-
)-&10%'&'()-G '`!10%'&'()-  %10%'&'()- # 10%'&'()- F"#10%'&'()-~>|[NA48c
%10'10'10' 9L!10%'&'()- 79!10%'&'()-  610%'&'()- 334 10%'&'()-
,`!10%'&'()-s |[:-410' )F10%'&'()-3 fF10%'&'()-F 10%'&'()- T#10%'&'()-
yt!10%'&'()-s 10%'&'()- bF410' )F K%10%'&'()-n. )Y10%'&'()-F fY10%'&'()-F
`S910%'&'()- `10%'&'()-10'10' "$%_CF410' )F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.%')+-.1CF41MFX/@W}V"G%)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n..04:=@LdDF41MFX/@W}V)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.LMT[\]lDF41MFX/@W}V)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.]^`dhjrR2DF41M)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.MFX/@W}V"G%jmz{cG+4)F K%10%'&'()-n.)F
K%10%'&'()-n.%)F K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F 



K%10%'&'()-n.rR2cG+4)F)F K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.MFX/@W}V"G%cG+4)F K%10%'&'()-n.)F K%10%'&'()-n.%)F
K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.rR2cG+4)F)F K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.MFX/@W}V"G%cG+4)F K%10%'&'()-n.)F K%10%'&'()-n.%)F
K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.rR2cG+4)F)F K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.MFX/@W}V"G% cG+4)F K%10%'&'()-n.)F K%10%'&'()-n.%)F
K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n."rR2cG+4)F)F K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.MFX/@W}V"G%"$/05<=>cG+4)F K%10%'&'()-n.)F K%10%'&'()-n.%)F
K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.>?ADGIrR2cG+4)F)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.MFX/@W}V"G%IKVWt{|}cG+4)F K%10%'&'()-n.)F
K%10%'&'()-n.%)F K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.}~rR2cG+4)F)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.MFX/@W}V"G%cG+4)F K%10%'&'()-n.)F
K%10%'&'()-n.%)F K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.rR2cG+4)F)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.MFX/@W}V"G%cC+4)F)F K%10%)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.vV6C+4)F)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.MFX/@W}V"G%)F K%10%'&'()-n. '0cC+4)F)F K)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.012369zZ:C+4)F)F K%10%'&'()-n.)F K%10%'&'()-n.MFX/@W}V"G%)F
K%10%'&'()-n.)F K%10%'&'()-n.9<>@KLkcC+4)F)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.krtuvyU5C+4)F)F K%10%'&'()-n.MFX/@W}V"G%)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.y|_C+4)F)F K%1)F K%10%'&'()-n.F)F
K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.9C+4)FMFX/@W}V"G%)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n._?+4)FM)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.l?+4)FM)F
K%10%'&'()-n.)F K)F K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.rR2?+4)F)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.MFX/@W}V"G% @IJKcG+4)F K%10%'&'()-n.)F
K%10%'&'()-n.%)F K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.KLORVYrR2cG+4)F)F K%10%'&'()-n.)F 



K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.MFX/@W}V"G%Y[hi}cG+4)F
K%10%'&'()-n.)F K%10%'&'()-n.%)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.rR2cG+4)F)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.MFX/@W}V"G%gK/4)F
K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.%)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.rR2gK/4)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.MFX/@W}V"G% cG+4)F
K%10%'&'()-n.)F K%10%'&'()-n.%)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n. !$'*-rR2cG+4)F)F
K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.MFX/@W}V"G%-/;
<PWXYcG+4)F K%10%'&'()-n.)F K%10%'&'()-n.%)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.YZ]`cgrR2cG+4)F)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.MFX/@W}V"G%giuvcG+4)F K%10%'&'()-n.)F
K%10%'&'()-n.%)F K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.rR2cG+4)F)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.MFX/@W}V"G%cG+4)F K%10%'&'()-n.)F
K%10%'&'()-n.%)F K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.rR2cG+4)F)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.MFX/@W}V"G%cG+4)F K%10%'&'()-n.)F
K%10%'&'()-n.%)F K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.rR2cG+4)F)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.MFX/@W}V"G%$%4;<=cG+4)F K%10%'&'()-n.)F
K%10%'&'()-n.%)F K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.=>ADIKrR2cG+4)F)F K%10%'&'()-n.)F
K%10%'&'()-n.)F K%10%'&'()-n.)F K%10%'&'()-n.MFX/@W}V"G%KNZ[qz{|cG+4)F
K%10%'&'()-n.)F K%10%'&'()-n.%)F K%10%'&'()-n.)F K%10%'&'()-n.)F
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