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MGCTTCACC ATCG GOA TCGG AGC TCT ATC ATC CTC TIC TTG GTC GCC ACA GOT
TTCGMAGTGG TAC CCT ACC TCG ACA TAG TAG GAG AAG AAC CAC OGG TGT CGA
Het Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala>
o ®__&a___a TRANSLATION OF H22 SFV (225)__a a [ >

60 S"T'H‘ | 70 H:n_-_ \IH89 90

. * T
ACC GGT GTC CAC TCC GAT ATC CAA

TGG CCA CAG GTG AGG CTA TAS GTT
Thr Gly val His Ser /EsSp Gln
a a LY a_TR WRIEN OF
110 Giw 120 Yo+
» - - -

OTG CAA CCT GGC CGG TCC CTC CGC
CAC CTT GGA CCG GCC AGG GAC GCC
Val Gln Pro Gly Arg Ser Leu Arg

170
- - . - -
ATT TTIC AGT GAC MAAT TAC ATG TAT
TAR ARG TCA CTG TTA ATG TAC ATA

Ile Phe Ser Asp Asn Tyr Met Tyr
a & a a_TRANSLATION OF
200 210 220

GGT CTT GAG TGG GTT GCA ACC ATT
CCA GAA CTC ACC CAA CGT TGG TAA

Gly Leu Glu Trp Val Ala Thr Ile

—a___ a__a__ a TRANSLATION OF
250 260

- - - - -

TAT CCA GAC AGT GTG ARG GGA AGA
ATA GCT CTC TCA CAC TTC CCT TOT
Tyxr Pro Asp Ser Val Lys Gly Arg
—_—t A& & _TRANSLATION OF

00 310

-
AAG MG ACH TTG TTC CTS CAA ATG
TIC TTG TGT AAC AAG GAC GTT TAC
Lys Asn Thr Leu FPhe Leu Gln Het
a_TRARSLATION OF

160
- - - -
GGG GTC TAT TIT TGT GCA AGA GGC
CCC CAG ATA AMA ACA LCGT TCT CCC
Gly Val Tyr Phe Cys Ala Arg Gly
—&___a__a__a_ TRANSLATION OF

as0 410
-

400

n s

GAC TAC TGG GGC CAA GGG ACC CCG
Lo te oy

CTG ATG ACC CCG GTT GG

§

CTG
GAC
Leu
H22

-~
aha

GAC
Leu
H22
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Tre
H2Z

ACGT
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K22

270

TTT
AR
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H22

3z2o0
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H22
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FIGURE

100

- > - -
GTG GAG AGC GGT GGA CCT CTT
CAC CTC TCC CCA CCT CCA CAA
Val Glu Ser Gly Gly Gly val>»
SFV

13¢
- - - -

TCC TS TCC TCG TCT GGC TOC

AGG KOG AGG AGC AGA CCG ALKG

Ser Cys Ser Ser Ser Gly Phe»

STV —_—t A

180

GTG AGA CAG GCA CCT GGA AAA
CAC TCT GTC CGT GGA CCT TTT

Val Arjg Gln Ala Pro Gly Lys>
SFV (225)_»o a & & >
230 240

- - L] -

GAT GGT GGT AGT TAC ACC TAC
CTA CCh CCA TCA ATG TGG ATG
ASp Gly Gly Ser Tyr Thr Tyr>»
SFV

ACA ATA TCG AGA GAC AAC AGC
TCT TAT ACC TCT CTG TTGC TLC
Thr Ile Ser Arg Asp Asn Ser>
SFV (225} _o__&a__ & & >

140

- .

330
- - -
AGC CTG ACA CCC GAA GAT ACC
TCG GAC TCT GGG CTT CTG TGG
Ser Leu Arg Pro Glu Asp Thr»
SFV

370

TAT AGS TAC GAG GGG GCT ATG
ATA TCC RTG CTC CCC CGA TAC
Tyr Arg Tyr Glu Gly Ala Mer>

SFV (225)_a___&a__.a__&a_ >
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Asp TyT Trp Gly Gln Gly Thr Pro Val Thr Val Ser Ser Gly Gly Gly»

a a_ __a a_TRANSLATION OF H22 SFV {225) _e a a >
440 450 460 . 470 480
. . . . N Lisker g — Yuz- Ve

GGCNCGGAGGTGGAGGCAGCGGAGGGGGCGGATCCGACATCCAGCTG
CoG AGG CCT CCA COT CCG TOG CCT CCC CCG CCT AGG]CTG TAG GTC GAC
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser|Asp Ile Gln Leu>
__a___a_ B___a_ TRANSLATION OF H22 SFVv (22%5) a a a >

490 500 510 520 530

. - - . - . .

ACC CAG AGS CCh AGT ASC CTG AGC GCC MAGC GTG GGT GAC AGA GTG ACC
TGGGTCTCGGGTTCGTCGGACTCGCGGTCGCACCCACTGKTCACTGG
T™hr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg Val Thr>

a a a a_TRANSLATION OF H22 SFV (225), .8 a B a >

-

540 S50 560 570 SBO
- -

- - - - - . -

ATC ACC TGCT AAG TCC AGT CAA ARGT GTT TTA TAC AGT TCh ART CAG RAG
TAG TGG ACA TTC AGG TCA GTT TCA CAA AAT ATG TCA AGT TTA GTC TTC
Ile Thr Cys Lys Ser Ser Gln Ser Val Leu Tyr Ser Ser Asn Gln Lys>

a (] a a TRANSLATION OF H22 SfV (225),._a a a a >

580 600 610 620
L ] - - - L] - - - -
AAC TAC TTG GCC TGG TAC CAG CAG AAL CCA GGT RAG GCT CCA AMG €TG
TIG ATG AAC CGG ACC ATG GTC GTC TTC GGT CCA TTC CUA GGT TTC GAC
AsSn Tyr Leu Ale Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu>
—a a a a TRANSLATIOR OF H22 SFV (225)}__a [ a a >

630 640 €50 660 670
- - - - - - - - » L]
C'I‘GATCTACMGCATCCACTAGGGMTCTGGTGTGCC.&AGCAG&'I‘TC
GAC TAG ATG ACC CGT AGS TGAR TCC CTT AGA CCA CAC GGT TCS TCT AAG
Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Vel Pro Ser Arg FPhe>
—.a__a__&_ a TRANSLATION OF H22 SFv (225)__a a a a >

&e0 650 700 710 720

- - - - - - - - -
AGCGGTAGCGGIAGCGGTACCGAC'!‘I‘CACCTICACCATCAGC AGC CTC
'I'CGCC.A'I‘CGCCA'I‘CGCCA’IGGCTGMGMMG'!GGTAGTCGTCGGAG
Ser Gly Ser Gly Ser Gly Thr Asp Phu Thr Phe Thr l1le Ser Ser Leu>
N} a a___ a_TRANSLATION OF H22 SFV (225)_=s a a a >

730 740 750 760 _170
- - L] - -

-
CAG CCA GAG GAC ATC GCC ACC TAC TAC TGC CAT CAA TAC CIC TCC TCG
GTC GGT C1C CTC TAG CGG TGG ATG ATG ACG GTA GTT ATG GAG AGG AGC
Gln Pro Glu Asp Ile Ala Thr Tyr Tyy Cys His Gln Tyr Leu Ser Ser>
_a__a__&8___&a_TRANSLATION OF H22 SFV (225)_a & a___&a__ >

. 620
. ?BE . 19? BD? “le"' 810 L."‘thr' fi.HLf

TGGACGTTCGGCCMGGGACCMGG‘I’GGMATCAM AGC TGC TCG
ACC TGC AAG CCG GTT CCC TGG TTC CAC CTT TAG TTT]AGA TCG ACG AGC
Tip Thr Fhe Gly Gln Gly Thr Lys val Glu Ile Lys)Ser Ser Cys Ser>

a [ a a_TRANSLATION OF H22 SFV (225]) & a a >
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Luqk&f — fal M.{r_, ""\j
TCG CCT COG CCC CCA TCG CTA TAG CGC CGG CGTICTT CTC TTT GAG TAC

Ser Gly Gly Gly Gly Ser Asp Ile Ala Ala Ala|Glu Gln Lys Leu Ile>
a a & a_TRANSLATION OF H22 SFV (225 .= a & a >

870 BRO 850 S00 . 810
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is inhibited by 14A8 Fab-2
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14.1x3F2 supernatant binding activities
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14.1x3F2 binding to U937 cells

—4— 931
—d— g34

-8 14.1x3F2 BsAb
425 fab-2

&)

3000

2500

MFI
N
]
8

-001

T Ty T rvry T rTTTT T Ll B i 2

.01 .1 1 10 100
concentration (pa/mi)

14.1x3F2 oinding to SKBR-3 cells

—&—— 8231
—f4— 934

-—8— 14.1%X3F2 BsAb
~—{F— 14.1 fah-2

100

concentration (prg/mi)

FIGURE 60



24 FEB 2004

WO 01/09186 PCT/US00/20158

71/76

934 binding to A431 cells

20049

15001 —A— pag
——— 14.15Fv-EGF

—{1— 14.1 tab-2

MFI

.001 .01 .1 1 10 100
concentration (ug/mi)

FIGURE 61



24 FEB 2004

WO 01/09186 PCT/US00/20158

72/76

14.1x3F2 mediated killing of SKBR3 by PMNs
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14.1x3F2 mediated killing of SKBR3 by monocytes
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ADCC Activity of 14.1x3.F2

Effector Cells: PMNs
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