SEQUENCE LISTING
<110> ASTRAZENECA PHARMACEUTICALS LP
<120> COMPOSITIONS AND METHODS FOR TREATING LATE STAGE LUNG CANCER
<130> B7H1-230-WO-PCT

<140> PCT/US2018/021487
<141> 2018-03-08

<160> 10

<170> PatentIn version 3.5
<210> 1

<211> 108

<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 1
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly
1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Arg Val Ser Ser Ser
20 25 30

Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu
35 40 45

Ile Tyr Asp Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser
50 55 60

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu
65 70 75 80

Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Leu Pro
85 90 95

Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys
100 105
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<210> 2
<211> 12
<212> PR

<213>

<220>

<223>

1
T

polypeptide

<400> 2
Glu Val Gln

1

Ser

Trp

Ala

Lys

65

Leu

Ala

Gln

Leu

Met

Asn

50

Gly

Gln

Arg

Gly

<210> 3
<211> 10
<212> PR

<213>

<220>

<223>

Arg

Ser

35

Ile

Arg

Met

Glu

Thr
115

T

Leu

Leu

20

Trp

Lys

Phe

Asn

Gly

100

Leu

peptide

Val

5

Ser

Val

Gln

Thr

Ser

85

Gly

Val

Glu

Cys

Arg

Asp

Ile

70

Leu

Trp

Thr

Artificial Sequence

Ser

Ala

Gln

Gly

55

Ser

Arg

Phe

Val

Artificial Sequence

Description of Artificial

Gly

Ala

Ala

40

Ser

Arg

Ala

Gly

Ser
120

Sequence: Synthetic

Gly

Ser

25

Pro

Glu

Asp

Glu

Glu

105

Ser

Gly Leu
10

Gly Phe

Gly Lys

Lys Tyr

Asn Ala

75

Asp Thr
90

Leu Ala

Page 2

Val

Thr

Gly

Tyr

60

Lys

Ala

Phe

Gln

Phe

Leu

45

Val

Asn

Val

Asp

Description of Artificial Sequence: Synthetic

Pro

Ser

30

Glu

Asp

Ser

Tyr

Tyr
110

Gly

15

Arg

Trp

Ser

Leu

Tyr

95

Trp

Gly

Tyr

Val

Val

Tyr

80

Cys

Gly



<400> 3
Gly Phe Thr Phe Ser Arg Tyr Trp Met Ser
1 5 10

<210> 4

<211> 17

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 4
Asn Ile Lys Gln Asp Gly Ser Glu Lys Tyr Tyr Val Asp Ser Val Lys
1 5 10 15

Gly

<210> 5

<211> 12

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 5
Glu Gly Gly Trp Phe Gly Glu Leu Ala Phe Asp Tyr
1 5 10

<210> 6

<211> 12

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
peptide

<400> 6

Arg Ala Ser Gln Arg Val Ser Ser Ser Tyr Leu Ala

1 5 10

<210> 7
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<211> 7
<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

peptide

<400> 7

Asp Ala Ser Ser Arg Ala Thr

1

<210> 8
<211> 9
<212> PRT

5

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

peptide

<400> 8

Gln Gln Tyr Gly Ser Leu Pro Trp Thr

1

<210> 9
<211> 176
<212> PRT

5

<213> Homo sapiens

<400> 9
Met Arg Ile
1

Asn Ala Pro

Val Thr Ser
35

Ala Glu Val
50

Thr Thr Thr
65

Phe

Tyr

20

Glu

Ile

Thr

Ala

5

Asn

His

Trp

Asn

Val

Lys

Glu

Thr

Ser
70

Phe

Ile

Leu

Ser

55

Lys

Ile

Asn

Thr

40

Ser

Arg

Phe

Gln

25

Cys

Asp

Glu

Met Thr
10

Arg Ile

Gln Ala

His Gln

Glu Lys
75
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Tyr

Leu

Glu

Val

60

Leu

Synthetic

Synthetic

Trp His

Val Val
30

Gly Tyr
45

Leu Ser

Phe Asn

Leu
15

Asp

Pro

Val

Leu

Pro

Lys

Lys

Thr
80



Ser Thr Leu

Phe Arg Arg

Glu Leu

115

Pro

Ile Leu

130

Gly

Phe
145

Arg Leu

Gln Asp Thr

<210>
<211>
<212>
<213>

10
3349
DNA
Homo

<400> 10
ggcgcaacgc

gctccgcacc
gctgtcttta
caaagaattt
ggctacccca
accaccacca
atcaacacaa
aaccatacag
actcacttgg
ttccgtttaa

tcaaagaagc

Ile
85

Arg

Leu
100

Asp
Pro Leu
Ile

Ala

Arg Lys

Asn

Pro

Ala

Leu

Gly

Thr Thr

Glu

Glu

Pro
120

His

Leu
135

Cys

Arg Met

150

Ser
165

Asn

sapiens

tgagcagctg
agccgegcett
tattcatgac
tggttgtgga
aggccgaagt
Cccaattccaa
caactaatga
ctgaattggt
taattctggg

gaaaagggag

aaagtgatac

Lys

Lys Gln

gcgegtcccg
ctgtccgect
ctactggcat
tccagtcacc
catctggaca
gagagaggag
gattttctac
catcccagaa
agccatctta
aatgatggat

acatttggag

Thr Asn Glu

90

Asn His Thr

105

Pro Asn Glu

Leu Gly Vval

Val
155

Met Asp

Ser Asp Thr

170

cgcggeecca
gcagggcatt
ttgctgaacg
tctgaacatg
agcagtgacc
aagcttttca
tgcactttta
ctacctctgg
ttatgccttg
gtgaaaaaat

gagacgtaat
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Ile Phe Tyr

Ala Glu Leu

110

Thr His

125

Arg

Ala Thr

140

Leu

Lys Lys Cys

His Leu Glu

gttctgcgca
ccagaaagat
ccccatacaa
aactgacatg
atcaagtcct
atgtgaccag
ggagattaga
cacatcctcc
gtgtagcact
gtggcatcca

ccagcattgg

Cys Thr

95

Val Ile

Leu Val
Ile

Phe

Ile
160

Gly

Glu
175

Thr

gcttcccgag
gaggatattt
caaaatcaac
tcaggctgag
gagtggtaag
cacactgaga
tcctgaggaa
aaatgaaagg
gacattcatc
agatacaaac

aacttctgat

60

120

180

240

300

360

420

480

540

600

660



cttcaagcag

ggaaggaatg
atggaacctg
ggagggagac
aaaggatact
cgggttgaga
aatgcctcaa
atgtatgagt
ttgtgaatga
aaacttgctg
tggtctcctc
taggatgtca
ctcaagtgtc
ctacacacat
tacccatcgt
cagacctcag
taagcaattc
ccaggcattg
tataatgagg
aggatgatgc
gtctgggacg
gagaggtcgg
tatttattcc
ttgtttaaca
catgattcaa

caagccattc

ggattctcaa

ggcccgtggg
gcgaaagcag
cttgatactt
tctgaacaag
atccctaatt
tttgttttct
ttttcctatt
tttcttttga
cttaatgatt
tataactaca
cctttattta
tgtgcagtat
aatctcattt
acagctgagg
actgccaccc
ttttattcaa
aatctacaga
agattaacaa
gaggggaaaa
gttggatata
tacttaaaat
tgatttgcct
gttctgtctt
aattcaaaag

aagtttcctt

cctgtggttt
atgcaggcaa
aggaggagaa
tcaaatgcct
gagcctccaa
tgagggtcag
gcatgactga
tattttgagt
agatatattg
tgctcacatc
agtatacatt
acccattaat
ctgttccatt
catcgctgta
aagcaaacag
actgtccttt
aaaccattta
tgtgagcaag
gaaaatgtat
cccgagcagt
cttaaacatc
aaccctgaaa
ttgccatata
ttctatttaa
atcccatggg

tccagaagca

aggggttcat
tgtgggactt
tgaagaaaga
gaggggctca
gcaaatcatc
ttcctgcaga
gagtctcagt
ctgtgaggtc
tagtagatgt
tagtaaaaca
ggaagcataa
actctggttg
taaatatcag
accaccctgt
attaagtaac
tataatacaa
ttaagtgccc
acaaagtacc
tattacaatt
gttgccaaga
ttaataatca
aataacactg
atctaatgct
atgccactaa
agatggttgg

actgctactg
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cggggctgag
aaaaggccca
tggagtcaaa
tcgacgcctg
cattgctcat
agtgcccttt
gttggaacgg
ttcttgtcat
tacaattttg
tggagtattt
agatcaaacc
acctaatctt
ctttacaatt
tgtgataacc
ttgcccaaac
tttacagcta
ttgcaatatc
tgtcctcaag
tagtccagtg
ggaggaaata
gagtaatttt
gaattccttt
tgtttatata
attttaaatt
aaaatctcca

cctttcattc

cgtgacaaga
agcactgaaa
cagggagcct
tgacagggag
cctaggaaga
gcctccactc
gacagtattt
gtgagtgtgg
tcgccaaact
gtaaggtgct
gttggttgca
attctcagac
atgtggtagc
actattattt
cagtaaatag
tattttactt
aatcgctgtg
gagctcatag
tcatagcata
ggccaatgtg
catttacaaa
tctagcatta
gtgtctggta
catacctttc
cttcatcctc

atatgttctt

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220



ctaaagatag
ctaaatagta
ttcttatata
tgtttctaag
aaatatgtcc
gagtttggat
agtcaatcta
gaacttttgt
atcacatttt
gaaaagcctc
ccctcctaag
tcctttcect
tgtcaaggct
tgcatttgta
ggctgagcaa
gttggatttg
agagatgata
aatattctta

tgtttaataa

tctacatttg
acacattgta
gcagatggaa
ttatctttcc
tacatataca
ttgtttatgt
gtcctaaaaa
tttctgecttt
ctttctggaa
attcgttgtg
aggcttcctg
cttggccata
gaagaaacag
cagtaattgg
ggcacatagt
taaggcactt
cctaattctg
tttattttgt

aatgttcagt

gaaatgtatg
tgtctgctgt
tgaatttgaa
catagctttt
tttagacaac
ttgctcaaaa
gcaatcttat
ctgtcaagta
attccggcag
cttgaaccct
gaggtttcga
ttctggtgtc
tgtctccaac
tgtgacagtg
ctactcagtc
tatccctttt
catttgattg
tacttggtac

ttaacatccc

ttaaaagcac
gtactttgct
gttcccaggg
cattatcttt
caccatttgt
ggagacccat
tattaactct
taaacttcac
tgtaccttga
tgaatgccac
gattcagatg
aatgacaagg
agagctcctt
ttctttgtgt
tattcctaag
gtctcatgtt
tcactttttg

accagcatgt

agtggagaaa
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gtatttttaa
atttttattt
ctgaggatcc
catatgatcc
taagtatttg
gggctctcca
gtatgacaga
tttgatgctg
ctgctagcta
cagctgtcat
ccctgggaga
agtaccttgg
gtgttatctg
gaattacagg
tcctaactcc
tcatcgtaaa
tacctgcatt
ccattttctt

gttaaaaaa

aatttttttc
attttagtgt
atgccttctt
agtatatgtt
ctctaggaca
gggtgcactg
atcatgtctg
tacttgcaaa
ccctgtgcca
cactacacag
tcccagagtt
ctttgccaca
tttgtacatg
caagaattgt
tccttgtggt
tggcataggc
aatttaataa

gtttattttg

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300

3349



