
PGT/SG2013/000378 

SEQUENCE LISTING 

<110> AGENCY FOR SCIENCE, TECHNOLOGY AND RESEARCH 

<120> PEPTIDES AND USES THEREOF 

<130> 9869SG2126 

<150> SG 201206407-7 
<151> 2012-08-29 

<160> 27 

<170> Patentln version 3.5 

<210> 1 
<211> 4 
<212> PRT 
<213> artificial sequence 

<220> 
<223> n is 1 

<220> 
<221> MISC_FEATURE 
<222> (I)..(1) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (2).. (2) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (3)..(3) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (4)..(4) 
<223> is a cationic amino acid 

<400> 1 

xaa xaa Xaa xaa 
1 

<210> 2 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> n is 1.5 

<220> 
<221> MISC_FEATURE 
<222> (1)..(1) 
<223> is a hydrophobic amino acid 
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<220> 
<221> MISC_FEATURE 
<222> (2)..(2) 
<223> is a cationic amino acid 

<220> 
<221> MI SCL.FEATURE 
<222> C3)..C3) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (4)..(4) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (S)..(5) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (6)..(6) 
<223> is a cationic amino acid 

<400> 2 

xaa xaa xaa xaa xaa xaa 
1 5 

<210> 3 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<22Q> 
<223> n is 2 

<220> 
<221> MISC_FEATURE 
<222> (1) .. CD 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> C2):.C2) 
<223> is a cationic amino acid 

<220> 
<221> MISC-FEATURE 
<222> C3)..C3) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> C4) - - C4) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> C5)..C5) 
<223> is a hydrophobic amino acid 
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<220> 
<221> MISC_FEATURE 
<222> (6)..(6) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (7)..(7) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (8).. (8) 
<223> is a cationic amino acid 

<400> 3 

xaa xaa xaa xaa Xaa xaa xaa xaa 
1 5 

<210> 4 
<211> 10 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> n is 2.5 

<220> 
<221> MISC_FEATURE 
<222> (1)..(1) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> C2)..C2) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (3)..C3) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (4)..(4) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (5)..(5) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (6)..(6) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> C7)..(7) 
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<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (8)..(8) 
<223> is a cationic amino acid 

<220> 
<22I> MISC_FEATURE 
<222> (9)..(9) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> CIO)..(10) 
<223> is a cationic amino acid 

<400> 4 

Xaa Xaa xaa xaa Xaa xaa Xaa xaa Xaa xaa 
1 5 10 

5 
12 
PRT 
Artificial sequence 

n is 3 

<220> 
<221> MISC_FEATURE 
<222> CD • • CD 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> C2).. C2) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATtlRE 
<222> C3)..C3) 
<223> is a hydrophobic amino acid 

<22ti> 
<221> MISC_FEATURE 
<222> C4)..C4) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> C5)..C5) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> C6)..C6) 
<223> is a cationic amino acid 

<22Q> 
<221> MISC_FEATURE 
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<210> 
<211> 
<212> 
<213> 

<220> 
<223> 



<222> C7)..C7) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (8).. (8) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (9)..(9) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (10)..CIO) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> CH) • • Cll) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> C12)..C12) 
<223> is a cationic amino acid 

<400> 5 

xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa 
1 5 10 

<210> 6 
<211> 14 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> n is 3.5 

<220> 
<221> MISC_FEATURE 
<222> CD-. CD 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC—FEATURE 
<222> C2)..C2) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> C3)-.C3) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> C4)..C4) 
<223> is a cationic amino acid 

<220> 
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<221> MISC_FEATURE 
<222> (5)..(5) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (6)..(6) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (7)..(7) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (8)..(8) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (9)..(9) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (10)..(10) 
<223> is a cationic amino acid 

<220> 
<22l> MISC_FEATURE 
<222> (11)..(11) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (12)..(12) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (13)..(13) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISCL.FEATURE 
<222> (14)..(14) 
<223> is a cationic amino acid 

<400> 6 

xaa Xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa 
15 10 

<210> 7 
<211> 16 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> n is 4 
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<220> 
<221> MISC_FEATURE 
<222> CD • • (1) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> C2)..C2) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> C3)..C3) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> <4)..C4) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> C5)..C5) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> C6)••C6) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> C7)..C7) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> C8)..C8) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> C9)..C9) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> CIO)..CIO) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> C1D..C1D 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> C12)..C12) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> C13)..C13) 
<223> is a hydrophobic amino acid 
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<220> 
<221> MISC_FEATURE 
<222> (14)..(14) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (15)..(15) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (16)..(16) 
<223> is a cationic amino acid 

<400> 7 

xaa xaa xaa xaa xaa xaa xaa xaa Xaa xaa Xaa Xaa Xaa Xaa xaa xaa 
1 5 10 15 

S 
18 
PRT 
Artificial Sequence 

<220> 
<223> n is 4.5 

<220> 
<221> MISC_FEATURE 
<222> (1)..(1) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (2)..(2) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (3)..(3) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (4).,(4) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (5)..(5) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (6)..(6) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (7)..(7) 
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<213> 
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<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (8)..(8) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (9)..(9) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (10)..(10) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (11)..(11) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (12)..(12) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (13)..(13) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (14)..(14) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (15)..(15) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (16)..(16) 
<223> is a cationic amino acid 

<22 0> 
<221> MISC_FEATURE 
<222> (17)..(17) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (18)..(18) 
<223> is a cationic amino acid 

<400> 8 

Xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa Xaa xaa xaa xaa xaa 
15 10 15 

xaa xaa 
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<210> 9 
<211> 20 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> n is 5 

<220> 
<221> MISC_FEATURE 
<222> (1)..(1) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_F EATU RE 
<222> (2)..(2) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (3),.. (3) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (4)..(4) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (5)..(5) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (6)..(6) 
<223> is a cationic amino acid 

<220> 
<223> MISC_FEATURE 
<222> (7).. (7) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> C8)..(8) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (9)..(9) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (10)..(10) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
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<222> (11).. (11) 
<223> is a hydrophobic amino acid 

<220> ^ 
<221> MISC_FEATURE 
<222> (12)..(12) 
<223> is a cationic amino acid 

<220> 
<221> MISC-FEATURE 
<222> (13)..(13) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISQ_FEATURE 
<222> (14)..(14) 
<223> is a cationic amino acid 

<220> 
<22l> MISC_FEATURE 
<222> (15)..(15) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (16)..(16) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (17)..(17) 
<223> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (18)..(18) 
<223> is a cationic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (19)..(19) 
<223;> is a hydrophobic amino acid 

<220> 
<221> MISC_FEATURE 
<222> (20)..(20) 
<223> is a cationic amino acid 

<400> 9 

xaa xaa Xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa 
1 5 10 15 

xaa xaa xaa Xaa 
20 

<210> 10 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
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<223> n is 1.5 

<220> 
<221> MISC_FEATURE 
<222> (1)..C6) 
<223> D amino acids 

<220> 
<221> MISC_FEATURE 
<222> (6)..(6) 
<223> c-terminal is ami dated 

<400> 10 

lie Arg lie Lys lie Arg 
1 5 

<210> 11 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> n is 2 

<220> 
<221> MISC_FEATURE 
<222> (8)..(8) 
<223> c-terminal is ami dated 

<400> 11 

Val Arg Val Lys val Arg val Lys 
1 5 

<210> 12 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> n is 2 

<220> 
<221> MISC_FEATURE 
<222> (8). . (8) 
<223> C-terminal is ami dated 

<400> 12 

lie Arg lie Arg lie Arg lie Arg 
1 5 

<210> 13 
<211> 8 
<212> PRT 
<213> Artificial sequence 

Page 12 
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<220> 
<223> ri is 2 

<220> 
<221> MISC_FEATURE 
<222> (8)..(8) 
<223> c-terminal is ami dated 

<400> 13 

lie Lys lie Lys lie Lys lie Lys 
1 5 

<210> 14 
<211> 8 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> n is 2 

<220> 
<221> MISC_FEATURE 
<223> C-terminal is ami dated 

<400> 14 

lie Arg Val Lys lie Arg Val Lys 

<210> 15 
<211> 8 
<212> PRT 
<213> Arti fi ci al Sequence 

<220> 
<223> n is 2 

<220> 
<221> MISC_FEATURE 
<222> (8)..C8) 
<223> c-terminal is ami dated 

<400> 15 

Phe Arg Phe Lys Phe Arg Phe Lys 
1 5 

<210> 16 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> n is 2 

PCT/SG2013/000378 

<220> 
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<221> MI5C_FEATURE 
<222> (8)..(8) 
<223> c-terminal is ami dated 

<400> 16 

Trp Arg Trp Lys Trp Arg Trp Lys 
1 5 

<210> 17 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> n is 2 

<220> 
<221> MISC-FEATURE 
<222> (8)..C8) 
<223> C-terminal is ami dated 

<400> 17 

lie Arg lie Lys lie Arg lie Lys 

<210> 18 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> n is 2 

<220> 
<221> MISC_FEATURE 
<222> (1)..(8) 
<223> D amino acids 

<220> 
<221> MISC_FEATURE 
<222> (8)..(8) 
<223> C-terminal is ami dated 

<400> 18 

lie Arg lie Lys lie Arg lie Lys 

<210> 19 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> n is 2 

PCT/SG2013/000378 
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<220> 
<221> MISC_F£ATURE 
<222> (1)..(1) 
<223> L amino acid 

<220> 
<221> MISC-FEATURE 
<222> C2)..C2) 
<223> L amino acid 

<220> 
<221> MISC_FEA.TURE 
<222> C3)..C3) 
<223> L amino acid 

<220> 
<221> MISC_FEATURE 
<222> C4)..C4) 
<223> D amino acid 

<220> 
<221> MISC_FEATURE 
<222> C5)..C5) 
<223> L amino acid 

<220> 
<221> MISC_FEATURE 
<222> C6)..C6) 
<223> D amino acid 

<220> 
<221> MISC_FEATURE 
<22 2> C7).•C7) 
<223> L amino acid 

<220> 
<221> MISC-FEATURE 
<222> C8)..C8) 
<223> c-terminal is amidated 

<220> 
<221> MISC_FEATURE 
<222> C8)••C8) 
<223> L amino acid 

<400> 19 

lie Arg lie Lys lie Arg lie Lys 

20 
12 
PRT 
Artificial Sequence 

n is 3 

<220> 
<221> MISC_FEATURE 
<222> C12)..C12) 
<223> C-terminal is ami dated 
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<400> 20 

Val Arg Val Lys val Arg val Lys val Arg val Lys 
1 5 10 

<210> 21 
<211> 12 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> n is 3 

<220> 
<221> MISC_FEATURE 
<222> (12)..(12) 
<223> C-terminal is ami dated 

<400> 21 

lie Arg lie Lys lie Arg lie Lys lie Arg lie Lys 
1 5 10 

<210> 22 
<211> 12 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> n is 3 

<220> 
<221> MISC_FEATURE 
<222> (12)..(12) 
<223> C-terminal is ami dated 

<400> 22 

lie Arg val Lys lie Arg val Lys lie Arg Val Lys 
15 10 

<210> 23 
<211> 12 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> n is 3 

<220> 
<221> MISC_FEATURE 
<222> (1)..(12) 
<223> all D amino acids 

<220> 
<221> MISC_FEATURE 
<222> (12)..(12) 
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<223> c-terminal is ami dated 

<400> 23 

lie Arg Val Lys lie Arg val Lys lie Arg Val Lys 
1 5 10 

<210> 24 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> IK8-4D 

<220> 
<221> MISC.FEATURE 
<222> (1) .. CD 
<223> L ami no aci d 

<220> 
<221> MISC_FEATURE 
<222> C2)..C2) 
<223> D amino acid 

<220> 
<221> MISC-FEATURE 
<222> C3)..C3) 
<223> L amino acid 

<220> 
<221> MISC_FEATURE 
<222> C4)..C4) 
<223> D amino acid 

<220> 
<221> MISC_FEATURE 
<222> C5)..C5) 
<223> L amino acid 

<220> 
<221> MISC_FEATURE 
<222> (6)..C6) 
<223> D amino acid 

<220> 
<221> MISC_FEATURE 
<222> C7)••C7) 
<223> L amino acid 

<220> 
<221> MISC-FEATURE 
<222> C8)..C8) 
<223> c-terminal amidated 

<220> 
<221> MISC-FEATURE 
<222> C8)..C8) 
<223> b amino acid 

<400> 24 
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lie Arg lie Lys lie Arg lie Lys 
1 5 

<210> 25 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Control-all L 

<220> 
<221> MISC_FEATURE 
<222> CD..C8) 
<223> all L amino acid 

<220> 
<221> MISC_FEATURE 
<222> (8)..C8) 
<223> C-terminal amidated 

<400> 25 

lie lie Arg Lys lie lie Arg Lys 

<210> 26 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Control-all D 

<220> 
<221> MISC_FEATURE 
<222> CI)..(8) 
<223> all D amino acid 

<220> 
<221> MISC_FEATURE 
<222> C8)..C8) 
<223> c-terminal ami dated 

<400> 26 

lie lie Arg Lys lie lie Arg Lys 

<210> 27 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Control-4D 

<220> 
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<221> MISC_FEATURE 
<222> (1)..(1) 
<223> L amino acid 

<220> 
<221> MISC_FEATURE 
<222> (2)..C3) 
<223> D amino acid 

<220> 
<221> MISC-FEATURE 
<222> (4)..(5) 
<223> L amino acid 

<220> 
<221> MI5C.FEATURE 
<222> (6)..(7) 
<223> D amino acid 

<220> 
<221> MISC_FEATURE 
<222> C8)..C8) 
<223> C-terminal amidated 

<220> 
<221> MISC-FEATURE 
<222> (8)..(8) 
<223> L amino acid 

<400> 27 

lie lie Arg Lys lie lie Arg Lys 
1 5 
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