<110>

<120>

. <130>

<150>
<151>

<160>
<170>

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>
<220>
<221>

<222>
<223>

<220>
<221>
<222>
<223>

<400>

SEQUENCE LISTING

AGENCY FOR SCIENCE, TECHNOLOGY AND RESEARCH

PEPTIDES AND USES THEREOF
9869562126 ‘
SG 201206407-7

. 2012-08-29

27
pPatentIn version 3.5

1

4

PRT

artificial sequence

nis 1

MISC_FEATURE
1.7 (D) o
is a hydrophobic amino acid

MISC_FEATURE
..

is a cationic amino acid

MISC_FEATURE
(3).7(3) S
is a hydrophobic amino acid

MISC_FEATURE
@..8 .
is a cationic amino acid

1

Xaa Xaa Xaa Xaa
i

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

2

6

PRT .

Artificial Sequence

n is 1.5

MISC_FEATURE
(.. _ ) ]
is a hydrophobic amino acid

Page 1
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<220>
- <221>
<222>
<223>

<2205
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

<223>

<220>
<221>
<222>
<223>

<400>

MISC_FEATURE
.. | . .
is a cationic amino acid

MISC_FEATURE
3..03 )
is a hydrophobic¢ amino acid

MISC_FEATURE
®..4

is a cationic amino acid

MISC_FEATURE
(5)..(5)

3s a hydrophobic amino acid

MISC_FEATURE

(6)..(6)

is a cationic amino acid

2

Xaa Xaa Xaa Xaa §aa Xaa
1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

3

8

PRT

Artificial Sequence

n is 2
MISC_FEATURE

..y
is avhydrophob1c amino acid

MISC_FEATURE

(2):.(D

is a cationic amino acid

MISC_FEATURE
(3..03) .
is a hydrophobic amino acid

MISC_FEATURE -
(4)..(4

is a cationic amino acid

MISC_FEATURE
(5).7(5) .
is a hydrophobic amino acid

" Page 2
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<220>

<221>
<222>
<223>

<220>
<221>
<222>

<223>

<220>
<221>
<222>
<223>

<400>

MISC_FEATURE
(6)..(6
is a cationic amino acid

?I?C_FEATURE
7
is a hydrophobic amino.acid

MISC_FEATURE

8..’® - .
is a cationic amino acid

3

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
T <221>
<222>

4
10

PRT

Artificial Sequence

nis 2.5

MISC_FEATURE
(O.. D
is a hydrophob1c amino acid

MISC_FEATURE
(2)..(D

is a cationic amino acid

MISC_FEATURE
(3..03)

is a hydrophobic amino acid

MISC_FEATURE
4)..(4
is a cationic amino. ac1d

MISC_FEATURE

(53..(%
is a hydrophobwc amino acid

MISC_FEATURE
(6)..(6)

is a cationic amino acid

MISC_FEATURE
..

Page 3
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<223>

<220>

<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

<223>

<400>

<210>
<211>
<212>
<213>

<220>

<223>‘

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>

<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>

is a hydrophobic amino acid

MISC_FEATURE
(8)..(8)

~3s a cationic amino acid

%5§c FEATURE
15 a hydrophob1c amino acid

MISC_FEATURE
(10)..(10) _
is a cationic amino acid

.4.>

ﬁaalxaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
5 10

5

12

PRT

Artificial Sequence

nis 3

MISC_FEATURE

w.am
is a hydrophobic amino ‘acid

MISC_FEATURE
D.. (D
is a cationic amino ac1d

MISC_FEATURE

(3)..(3 ) ) ]
is a hydrophobic amino acid

MISC_FEATURE
(4..(4) . .
is a cationic amino acid

MISC_FEATURE
(5)..05
is a hydrophob1c amino ac1d

MISC _FEATURE

(6)..(6)-
is a cat1on1c amino acid-

MISC_FEATURE

Page 4>
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<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
- <223>

<220>
<221>
<222>
<223>

<220>-

<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5 10

<210>

<211>
<212>
<213>

<220>
<223>

<220> .

<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

<223>

<220>

..M . ; .
is a hydrophobic amino acid

MISC_FEATURE
@
is a cationic amino acid

MISC_FEATURE
..

is a.hydrophobic amino acid

MISC_FEATURE
(10>..(10) . .
is a cationic amino acid

MISC_FEATURE
1..an
is a hydrophobic amino acid

MISC_FEATURE
(12)..(12) | . .
1s a cationic amino acid

5

6
14
PRT .
Artificial Sequence

n is 3.5

MISC_FEATURE

(L. . . o
is a hydrophobic amino acid

MISC_FEATURE
@@
1s a cationic amino acid

MISC_FEATURE
3.
is ‘a hydrophobic amino acid

MISC_FEATURE
w..8y. .
is a cationic amino acid

Page 5
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<221>
<222>
- <223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<2205

<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Xaa Xaa Xaa Xaa gaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

<210>
<211>
<212>
<213>

<220>
<223>

MISC_FEATURE

(5)..(5 . . .
is a hydrophobic amino acid

MISC_FEATURE
(6)..(6)

is a cationic amino acid

MISC_FEATURE
..

is a hydrophob1c am1no acwd

MISC_FEATURE
(8.
is a cat1on1c am1no ac1d

MISC_FEATURE
@@
is a hydrophobic amino acid

MISC_FEATURE
(10)7.(10) . . ,
is a cationic amino acid

" MISC_FEATURE

(1D..an
is a hydrophobic amino acid

MISC_FEATURE
(12) .. (22) -

is a cationic amino acid

MISC_FEATURE
(13)..(13)
is a hydrophob1c amino ac1d

MISC_FEATURE
(14)..(14)

is a cationic amino acid -~ -

6

7

16

PRT

Artificial Sequence

nis 4

 Page 6
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<220>
<221>
C<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

'<220>
<221>
<222>

<223>

<220>

<221>

<222>
<223>

<220>

<221>

<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220> .

<221>
<222>
<223>

<220>-

<221>
<222>
.<223>

MISC_FEATURE
.. . o )
is a hydrophobic amino acid

MISC_FEATURE
(..

‘i a cationic amino acid

MISC_FEATURE
(3)..(3) o ‘
is a hydrophobic amino acid

.MISC_FEATURE -

@..4) . )
is a cationic amino acid

MISC_FEATURE
(.
is a hydrophobic amino acid

MISC_FEATURE
£6)..(6)

is$ a cationic amino acid

MISC_FEATURE
(7)..(7 . i )
is a hydrophobic amino acid

MISC_FEATURE
(8..(8 . .
is a cationic amino acid

MISC_FEATURE
(9.9 L
is a hydrophobic amino acid

MISC_.FEATURE
(10>..Q00 .. .
is a cationic amino acid

MISC_FEATURE
(1D..A4n .
is a hydrophobic amino acid

MISC_FEATURE
(12)..Q2)
15 a cationic amino acid

MISC_FEATURE
(13)..(013)

is a hydrophobic amino acid

Page 7
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<220> -

~<221>
- <222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

MISC_FEATURE
(14)..(14) = .
is a cationic amino acid

MISC_FEATURE

(15).

is a hydrophob1c amino acwd

MISC_FEATURE
(1e..ae
is a cationic amino acid

7

(14)

- (15)

16

PCT/SG2013/000378

Xaa Xaa Xaa Xaa §aa Xaa Xaa Xaa Xaa xga Xaa Xaa Xaa Xaa Xaa Xaa
1 1 15

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

<223>
<220>

<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
. <222>
<223>

<220>
<221>

<222>

<223>

<220>

<221>
<2225

8
18
PRT

Artificial Seguence

nis 4.S

MISC_ FEATURE

(..

is a hydrophob1c amino ac1d

MISC_FEATURE
( .(2)_ L )
is a cationic amino acid

.

MISC_FEATURE

3.

is a hydrophobic amino acid

MISC_FEATURE

4.

is a cationic amino acid

MISC_| FEATURE

(5)..

is a hydrophob1c amino acid

(6).

is a cationic amino acid

MISC_FEATURE
M.

. (4)

MISC_| EEATURE

€);

Page 8



<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221
<222>
<223>

<220>
<221>
<222>
<223>

" <220>
<221>

<222>
- <223>

<220>
<221>
<222>
© <223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

is a hydrophobic amino acid

MISC_FEATURE
(8..(8)

is a cationic amino acid

MISC_FEATURE
..

is a hydrophobic amino acid

MISC_FEATURE
(10)..(10) ) )
is a cationic amino acid

MISC_FEATURE -
an..an
is a hydrophobic amino acid

MISC_FEATURE
(12)..(12)

is a cationic amino acid

MISC_FEATURE
(13)..(13) . . :
is a hydrophobic amino acid

MISC_FEATURE
(14..Q4)

is a cationic amino acid

MISC_FEATURE
(15)..(05) . .
is a hydrophobic amino acid

MISC_FEATURE
(16);.(16) . . .
is a cationic amino acid

MISC_FEATURE
(17>..Q7) . .
is-.a hydrophobic amino acid

MISC_FEATURE
(18)..(18) i o
is a cationic amino acid

8

PCT/SG2013/000378

}xaa'xaa Xaa Xaa éaa Xaa Xaa Xaa Xaa ?ga Xaa Xaa 'Xaa Xaa Xaa Xaa
15

Xaa Xaa



<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<2225
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

| <223>
. <2205

<221>

T <222

<223>

<220>
<221>
<222>
<223>

- <220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>

<222>

<223>

<220>
<221>

9

20

PRT
Artificial Sequence

n is 5

MISC_FEATURE
.o
is a hydrophobic amino acid

MISC_FEATURE
(2)..(2)

is a cationic amino acid

MISC_FEATURE
(3..(3

1s a hydrophobic amino acid

MISC_FEATURE
..¢4 .
is a cationic amino acid

MISC_FEATURE

(5)..(5)
is a.hydrophob1c am1no acid

'MISC FEATURE

(6)..(6)
is a cat1on1c amino acid

MISC_FEATURE

7.
is a hydrophob1c am1no acid

MISC_ FEATURE

(8)..(8).
is a cat1on1c amino acid

MISC_FEATURE
.. . . .
is a hydrophobic amino acid

MISC_FEATURE
(10)..(10)
is a cat1on1c amino ac1d

MISC_FEATURE:

Page 10

PCT/SG2013/000378



<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>

<222> -

<223>

"§2205, ’
<221>
<2225

<223>

<220>

<221>
<222>
<223>

<400>

(1..(1D . .
is a hydrophobic amino acid

~MISC_FEATURE

(12)..Q12) | . .
is a cationic amino acid

MISC_FEATURE

(13)..(13)
is a hydrophob1c amino acid

MISC_FEATURE
(14)..(14)

is a cationic amino acid

MISC_FEATURE
(15)..(15 i )
is a hydrophobic amino acid

MISC_FEATURE
(16)7.(16)
is a cationic amino acid

MISC_FEATURE

-(17)..(17)
is a hydrophob1c amino acid

MISC_FEATURE
(18)..(18)
is a cat1on1c amino acid

vMISC_FEATURE"

(19)..019

is a hydrophob1c amino ac1d

MISC_FEATURE

(20)..C200 | . .
is a cationic amino acid

9

PCT/SG2013/000378

_mxaafxaa.Xaa,xaa'ﬁaa Xaa Xaa Xaa Xaa iga Xaa Xaa Xaa Xaa Xaa Xaa

Xaa Xaa Xaa Xaa
- 20

<210>
<211>
<212>
- <213>

<220>

10
6
PRT

Artificial Sequence -

Page 11



<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

n is 1.5

MISC_FEATURE
(1..6)
D amino acids

MISC_FEATURE
(6)..(6) . .
C-terminal is amidated

10

iWe Arg Ile Lys gie Arg

<210>

T <211>

<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

Xa] Arg val Lys §a1 Arg va] Lys

<210>

B <211>

L «212>
T <213

<220>

<223>.

<220>
«221>
<222>
<223>

<400>

Ile Arg Ile Arg §1e Arg Ile Arg‘
1 e

<210>
<211>
<212>
<213>

11

8

PRT

Artificial Sequence

n is. 2

MISC_FEATURE
(8)..(® . .
C-terminal is amidated

11

12
8

PRT .

Artificial Sequence

nis 2

MISC_FEATURE

(8)..(8 . . .
C-terminal is amidated

12

13

8

PRT

Artificial Sequence

Page 12
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<220>
<223>

<220>
<221>
. <222>

<223> -

<400>

nis 2

MISC_FEATURE
(8)..(8)

C-terminal is amidated

13

Ile Lys ITe Lys §1e Lys Ile Lys
1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

14

8

PRT

artificial Sequence

nis 2

MISC_FEATURE
c-terminal is amidated

14

1le Arg val Lys §1e Arg val Lys
1

<210>
<211>
<212>
<213>

15
3

PRT . » L3 .
artificial sequence

<220> -

‘223>.,

<220>
<221>
<222>

- <223>

<400>

phe Arg pPhe LysighebArg Phe Lyé
1 ,

<210>
<211>
<212>
<213>

<220>
<223>

<220>

nis 2

MISC_FEATURE
(8)..(8 . .
c-terminal is amidated

15

16
8 .
PRT

"artificial Sequence

n is 2

Page 13
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<221>
<222>

<223>

<400>

Trp Arg Trp Lys ;rp Arg Trp Lys'
1 .

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

MISC_FEATURE

(8)..(8 o o
C-terminal is-amidated

16

17

8 .

PRT

Artificial Sequence

n is 2

MISC_FEATURE

(8)..(8) . .
C-terminal .is amidated

17

{Te Arg Ile Lys §1e Arg Ile Lys

<210>
<211>
<212>
<213>

<220>

<223>

<220>
<221>
<222>

<223>

<220>
<221>
<222>
<223>

<400>

18
8 .
PRT .

Artificial Sequenc

nis 2

MISC_FEATURE
(..
D amino acids

MISC_FEATURE
(8)..(8) . .
C-terminal is amidated

18

Ile Arg Ile Lys §1e Arg Ile Lys
1

<210>
<211>
<212>
~<213>

<220>
<223>

19
8

PRT‘ L. :
Artificial Sequence

n is 2

Page 14
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<220>
<221>
<222>
<223>

<220>

<221>

.<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<2215°

<222>
<223>

<220>
<221>
<222>
<223>

<220>

<221>
<222>
<223>

<400>

i1e Arg Ile 'Lys §1e_Arg Ile Lys

<210>
<211>
<212>
<213>

<220>
»<223>

<220>
<221>
<222>
<223>

MISC_FEATURE
DWW
L amino acid

MISC_FEATURE
(2)..(2

L amino acid

MISC_FEATURE
3)..(»

L amino acid

MISC_FEATURE

“4..4%

D amino acid

MISC_FEATURE
(5)..(5)
L amino acid

MYISC_FEATURE

(6)..(6)
D amino acid:

‘MISC_FEATURE

..

L amino acid

MISC_FEATURE
(8)..(8) o
c-terminal is amidated

MISC_FEATURE

(®).5(8)
L. amino acid
19

20
12
PRT )
artificial Sequence

n is 3

MISC_FEATURE
(12)..(12)
C-terminal is amidated

Page 15
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<400>

;Xa1 Arg val Lys gaT Arg val Lys val ?Bg’va1 Lys

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

i]e Arg Ile Lys §1e Arg Ile Lys Ile Agg Ile Lys

<210>
<211>
<212>
. <213>

 <220>
‘<223>

<220>

<221>
<222>
<223>

%400>

<210>
<211>
<212>
<213>

<220>

<223>

<220>
<221>
<222>
<223>

<220>
<221>
C <222>

20

21

12

PRT

Artificial Sequence

n is 3

MISC_FEATURE
(12)..;12% i i
C-terminal is amidated

21

22
12
PRT

- Artificial Sequence

nis 3

MISC_FEATURE
(12)..(12

C—termina% is amidated -
22 L . “_ |
{1e Arg val Lys §1e Arg val Lys Ile ?Sg val Lys °

23

12

PRT :
Artificial Sequence

nis 3

MISC_FEATURE

(1), .(12)

all D amino acids

MISC_FEATURE
(12)..(12)

Pa§e 16

PCT/SG2013/000378



' <223> C-terminal is amidated

<400>

_ile Arg val Lys'§1e Arg val Lys Ile égg val Lys

<210>
<211>
<212>

v <213> .

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>

| <222>

<223>

<220>
<221>
<222>
- <223>

<220>
<221>
<222>

<223>

<220>
<221>
<222>
<223>

<220>
<221>

<222>

<223>
<400}

23

24
8 .
PRT

Artificial sequence

IK8-4D

MISC_FEATURE
1)..M

L amino acid

MISC_FEATURE
(2)..(D

D amino acid

MISC_FEATURE
3..3) |
L amino acid

MISC_FEATURE
4..4)

D amino acid

MISC_FEATURE
5)..(5)

L amino acid

MISC_FEATURE
(6)..(6)
D amino acid

MISC_FEATURE
.. (7N

L amino acid

MISC_FEATURE
(8)..(8)

C-terminal Amjdated

MISC_FEATURE
(8) . (8) .. P
D amino acid

24

PCT/SG2013/000378



§1e Arg Ile Lys §1e Afg Ile Lys

<210>
<21l1>
<212>
<213>

<220>
<223>

<220> .

<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

25

8

PRT

Artificial Sequence

control-all L

MISC_FEATURE
(1..(8)

all L amino acid

MISC_FEATURE

(8)..(8 .
C-terminal amidated

25

i)e Ile Arg Lys §1e_11evArg'Lys

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

26

8

PRT )
artificial Sequence

control-all o

MISC_FEATURE
(1)..(8) .
all D amino acid

MISC_FEATURE
(8

(8)..(8 o
C~-terminal amidated

26

i]e 1le Arg Lys'§1e Ile Arg Lys

<210> -

<211>
<212>
<213>

<220>
<223>

<2205

27

8

PRT T
Artificial Sequence

Control-4D

Page 18
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<221> MISC_FEATURE
<222> (L..(D
<223> L amino acid :

<220>

<221> MISC_FEATURE
<222> (2..(®
<223> D amino acid

<220> v

<221> MISC_FEATURE
<222> (4)..(5)
<223> L amino acid

<220> : :
<221> MISC_FEATURE
<222> (8)..(7)

<223> D amino acid

<220>

<221> - MISC_FEATURE

<222> (8)..(8)

<223> C-terminal amidated

<220>

<221> MISC_FEATURE
<222> (8)..(8)
<223> L amino acid
<400> 27

iTe Ile Arg Lys gle Ile Arg Lys
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