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Claims
An antibody, or antigen binding fragment thereof, that binds a region of Factor
P comprising SEQ ID NO: 408.

An antibody, or antigen binding fragment thereof, that binds a region of Fg€tor
P comprising SEQ ID NO: 407.

The antibody, or antigen binding fragment of any preceding claim {fat binds
Factor P with a KD of less than or equal to 1.2 nM as measuregy solution

equilibrium titration.

The antibody, or antigen binding fragment of any precegifig claim that binds
Factor P with a KD of less than or equal to 500 pM.

The antibody, or antigen binding fragment of anyfreceding claim that binds
Factor P with a KD of less than or equal to 20¢/pM.

The antibody, or antigen binding fragmenyf of any preceding claim, wherein said

antibody binds human Factor P.

The antibody, or antigen binding ffAigment, any preceding claim that also binds

cynomologous monkey, rabbit gf rat Factor P.

The isolated antibody, or ghftigen binding fragment, of any preceding claim that
further inhibits the alterg€tive complement pathway as measured by an in vitro

hemolytic assay with£n |IC50 of less than or equal to 25 nM.

The isolated antjfody, or antigen binding fragment, of any preceding claim,
wherein said gihtibody binds Human Factor P and inhibits the alternative
complemeght pathway as measured by an in vitro hemolytic assay with an IC50

of less §fan or equal to 16 nM

Thefisolated antibody, or antigen binding fragment thereof, of any preceding
aim that further inhibits the alternative complement pathway as measure by
an in vitro C3b deposition assay with an IC50 of less than or equal to 10 nM.

The antibody, or antigen binding fragment of claim 10, wherein said antibody
binds Human Factor P and inhibits the alternative complement pathway as
measured by an in vitro C3b deposition assay with an |C50 of less than or

equal to 3 nM.
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The isclated antibody, or antigen binding fragment of any preceding claim, that
further inhibits the alternative complement pathway as measure by an in vitro
MAC deposition assay with an IC50 of less than or equal to 25 nM.

The antibody, or antigen binding fragment of any preceding claim, wherejf said
antibody binds Human Factor P and inhibits the alternative compleme
pathway as measure by an in vitro MAC deposition assay with an Q50 of less

than or equal to 25 nM.

The isolated antibody, or antigen binding fragment, of any pggceding claim that
further inhibits the alternative complement pathway as mg@sured by an in vitro
hemolytic assay with an IC50 of less than or equal to 26 nM, an in vitro C3b
deposition assay with an |IC50 of less than or equal )6 10 nM and an in vitro

MAC deposition assay with an IC50 of less than gF equal to 25 nM.

An isolated antibody, or antigen binding fragghent thereof, that binds Factor P
and competes with an antibody describe Table 1.

An isolated antibody, or antigen bindjffig fragment, that binds Factor P, said

antibody or antigen binding fragmght comprising:

a) heavy chain variable regiogfHCDR1, HCDR2 and HCDR3 as set forth in
SEQID NOs: 1, 2, and 3, gfspectively, and light chain variable region LCDR1,
LCDRZ2, and LCDR3 as et forth in SEQ ID NCs: 4, 5, and 6, respectively;

b} heavy chain varigble region HCDR1, HCDR2 and HCDRS as set forth in
SEQ ID NOs: 154186, and 17, respectively, and light chain variable region
LCDR1, L.CDp2, and LCDRS3 as set forth in SEQ ID NOs: 18, 19, and 20,

DR1, LCDR2, and LCDR3 as set forth in SEQ ID NOs: 32, 33, and 34,
respectively;

d} heavy chain variable region HCDR1, HCDRZ2 and HCDR3 as set forth in
SEQ ID NOs: 43, 44, and 45, respectively, and light chain variable region
LCDR1, LCDR2, and LCDRS as set forth in SEQ 1D NOs: 46, 47, and 48,

respectively;
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e) heavy chain variable region HCDR1, HCDR2 and HCDR3 as set forth in
SEQ ID NOs: 57, 88, and 59, respectively, and light chain variable region
LCDR1, LCDR2, and LCDRS as set forth in SEQ ID NOs: 60, 61, and 62,
respeciively;

) heavy chain variable region HCDR1, HCDRZ2 and HCDR3 as set fo
ID NOs: 71, 72, and 73, respectively, and light chain variable regio
LCDRZ, and LCDR3 as set forth in SEQ ID NOs: 74, 75, and 76 #fespectively;

g) heavy chain variable region HCDR1, HCDR2 and HCDR
SEQ ID NOs: 85, 86, and 87, respectively, and light chaigfariable region
LCDR1, LCDR2, and LCDR3 as set forth in SEQ 1D N¢#fs: 88, 89, and 90,

respectively;

s set forth in

h) heavy chain variable region HCDR1, HCDRZ/and HCDRS3 as set forth in
SEQ ID NQOs: 99, 100, and 101, respectivelyfand light chain variable region
LCDR1, LCDR2, and LCDR3 as set forth i SEQ 1D NOs: 102, 103, and 104,

respectively;

1, HCDRZ2 and HCDR3 as set forth in SEQ
ID NOs: 113, 114, and 115, regpfeciively, and light chain variable region
LCDR1, LCDR2, and LCDRP/as set forth in SEQ ID NOs: 116, 117, and 118,
respectively;

i} heavy chain variable region HC

hain variable region HCDR1, HCDR2 and HCDR3 as set forth in
NOs: 141, 142, and 143, respectively, and light chain variable region
R1, LCDR2, and LCDRS3 as set forth in SEQ ID NQOs: 144, 145, and 146,

spectively;

1) heavy chain variable region HCDR1, HCDRZ and HCDR3 as set forth in SEQ
ID NOs: 1585, 156, and 157, respectively, and light chain variable region
LCDR1, LCDRZ2, and LCDRS3 as set forth in SEQ 1D NOs: 168, 1569, and 160,
respectively;
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m) heavy chain variable region HCDR1, HCDR2 and HCDRS3 as set forth in
SEQ ID NOs: 169, 170, and 171, respectively, and light chain variable region
LCDR1, LCDR2, and LCDR3 as set forth in SEQ ID NOs: 172, 173, and 174,

respectively;

n) heavy chain variable region HCDR1, HCDR2 and HCDR3 as set fo
SEQ ID NOs: 183, 184, and 185, respectively, and light chain varia
LCDR1, LCDR2, and LCDR3 as set forth in SEQ ID NOs: 186, 1

respectively;

region
, and 188,

0) heavy chain variable region HCDR1, HCDR2 and HCDJ3 as set forth in
SEQ ID NOs: 197, 198, and 199, respectively, and lighythain variable region
LCDR1, LCDR2, and LCDR3 as set forth in SEQ IDXOs: 200, 201, and 202,

respectively;

p) heavy chain variable region HCDR1, HCDR2 and HCDR3 as set forth in
SEQID NOs: 211, 212, and 213, respecti
LCDR1, LCDR2, and LCDR3 as set fo

respectively;

ly, and light chain variable region
in SEQ ID NOs: 214, 215, and 218,

q) heavy chain variable region JCDR1, HCDR2 and HCDR3 as set forth in
SEQ ID NOs: 225, 226, and g27, respectively, and light chain variable region
LCDR1, LCDR2, and LCOR3 as set forth in SEQ 1D NOs: 228, 229, and 230,

respectively;

ID NOs: 253, 254, and 255, respectively, and light chain variable region
CDR1, LCDR2, and LCDR3 as set forth in SEQ ID NOs: 256, 257, and 258,

respectively; or

t) heavy chain variable region HCDR1, HCDR2 and HCDRS as set forth in SEQ
ID NOs: 267, 268, and 269, respectively, and light chain variable region
LCDR1, LCDR2, and LCDR3 as set forth in SEQ 1D NOs: 270, 271, and 272,

respectively.
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The antibody, or antigen binding fragment, of any preceding claim comprising
heavy and light chain variable regions having amino acid sequences at least
90% identical to SEQ ID NOs: 7 and 8; SEQ ID NCs: 21 and 22; SEQ ID NOs;
35 and 36; SEQ ID NOs: 49 and 50; SEQ ID NOs: 63 and 64; SEQ ID NOs#/77
and 78; SEQ ID NOs: 91 and 92; SEQ ID NOs: 105 and 106; SEQ ID Ngh: 119
and 120; SEQ ID NOs: 133 and 134; SEQ ID NOs: 147 and 148; SEQ/ID NOs:
161 and 162; SEQ ID NOs: 175 and 176; SEQ ID NOs: 189 and 198; SEQ ID
NOs: 203 and 204; SEQ ID NOs: 217 and 218; SEQ ID NOs: 23f and 232;
SEQ ID NOs: 245 and 246; SEQ ID NOs: 259 and 260; or S ID NOs: 273
and 274, respectively.

An isolated antibody, or antigen binding fragment, whigh comprises a heavy
chain variable region comprising SEQ ID NO: 7, 21435, 49, 63, 77, 91, 105,
119, 133, 147, 161, 175, 189, 203, 217, 231, 249 259, or 273 and further
comprising a light chain variable region, whergfin said heavy chain variable
region and said light chain variable region gbmbine to form an antigen binding

site to Factor P.

An isolated antibody, or antigen bingfing fragment, which comprises a light chain
variable domain comprising SEQAD NO: 8, 22, 36, 50, 64, 78, 92, 106, 120,
134, 148, 162, 176, 190, 204 £18, 232, 246, 260, or 274 and further comprising
a heavy chain variable dorgin, wherein the light chain variable domain and the
heavy chain variable dogfiain combine to form an antigen binding site to Factor

The isolated antjfody, or antigen binding fragment, of any preceding claim
wherein said [iht chain variable domain region comprises SEQ ID NO: 8, 22,
36, 50, 64,438, 92, 106, 120, 134, 148, 162, 176, 190, 204, 218, 232, 246, 260,
or 274.

An jfolated antibody, or antigen binding fragment, which comprises a heavy
ain of SEQ ID NO: 9, 23, 37, 51, 65, 79, 93, 107, 121, 135, 149, 163, 177,

191, 205, 218, 233, 247, 261 or 275 and further comprising a light chain,

wherein the heavy chain and the light chain combine to form an antigen binding

site to Factor P.

An isolated antibody, or antigen binding fragment, which comprises a light chain
of SEQ ID NO: 10, 24, 38, 52, 66, 80, 94, 108, 122, 136, 150, 164, 178, 192,
206, 220, 234, 248, 262 or 276 and further comprising a heavy chain, wherein
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the light chain and the heavy chain combine to form an antigen binding site to
Factor P.

The isolated antibody, or antigen binding fragment, of any preceding claim
wherein said light chain comprises SEQ ID NO: 10, 24, 38, 52, 66, 80, 944108,
122, 136, 150, 164, 178, 192, 206, 220, 234, 248, 262 or 276.

An isolated antibody, or antigen binding fragment, that binds Fact

comprising a heavy chain with an amino acid sequence having A least 90%
sequence identity to SEQ ID NO: 9, 23, 37, 51, 65, 79, 93, 197, 121, 135, 149,
163, 177, 191, 205, 219, 233, 247, 261 or 275 and furthegfomprising a light
chain with an amino acid sequence having at least 90%/fsequence identity to
SEQ ID NO: 10, 24, 38, 52, 66, 80, 94, 108, 122, 13§, 150, 164, 178, 192, 206,
220, 234, 248, 262 or 276.

An isolated antibody, or antigen binding fraggfent, that binds Factor P
comprising a heavy chain and a light chaigfwith an amino acid sequence having
at least 90% sequence identity to SEQJD NO: 9 and 10, 23 and 24, 37 and 38,
51 and 52, 65 and 66, 79 and 80, 93and 94, 107 and 108, 121 and 122, 135
and 136, 149 and 150, 163 and 1§4, 177 and 178, 191 and 192, 205 and 2086,
219 and 220, 233 and 234, 24§ and 248, 261 and 262, or 275 and 276.

The antibody or antigen bifding fragment of any preceding claim, wherein said
antibody is a human argfbody, a chimeric antibody, a monoclonal antibody, a
single chain antibodyf Fab, Fab’, F(ab’),, Fv or scFv.

The antibody orfintigen binding fragment of any preceding claim, wherein said
antibody is agflgG isotype.

An isolajfd nucleic acid molecule comprising a nucleotide encoding the
antibgdly or fragment of any preceding claim.

isolated nucleic acid molecule encoding a polypeptide comprising the heavy
chain variable region of any preceding claim.

The nucleic acid molecule of any preceding claim, wherein said nucleic acid
has at least 95% sequence identity to a sequence selected from SEQ ID NOs:
11, 25, 39, 53, 67, 81, 95, 109, 123, 137, 151, 165, 179, 193, 207, 221, 235,
249, 263, and 277.
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An isolated nucleic acid molecule encoding a polypeptide comprising the light

chain variable region of any preceding claim.

The nucleic acid molecule of any preceding claim wherein said nucleic acid
sequence has 95% sequence identity to SEQ ID NO: 12, 26, 40, 54, 68, 8, 96,
110, 124, 138, 152, 166, 180, 194, 208, 222, 236, 250, 264, and 278.

An isolated nucleic acid molecule encoding a polypeptide comprigiig the heavy

chain of any preceding claim.

The nucleic acid molecule of any preceding claim wherein glid nucleic acid
sequence has 95% sequence identity to SEQ ID NO: 13/27, 41, 55, 69, 83, 97,
111, 125, 139, 153, 167, 181, 195, 209, 223, 237, 25§ 265 and 279.

An isolated nucleic acid molecule encoding a polfpeptide comprising the light

chain of any preceding claim.

The nucleic acid molecule of any precedigfy claim wherein said nucleic acid
sequence has 95% sequence identity 6 SEQ ID NO: 14, 28, 42, 56, 70, 84, 98,
112, 126, 140, 154, 168, 182, 196, J10, 224, 238, 252, 266 and 280.

A vector comprising the nucleigfacid molecule of any one of claims 28-36.
An isolated host cell comppfsing the vector of claim 37.

A composition comprigfing the antibody or antigen binding fragment of any

preceding claim angl a pharmaceutically acceptable diluent or carrier.

A method of tgfating age related macular degeneration in a subject comprising
administerigf to said subject, an effective amount of a composition comprising

the antibglly or antigen binding fragment of any preceding claim.
Theghethod of claim 40 wherein the subject is human.

method of inhibiting the alternative complement pathway in a subject
comprising administering to said subject an effective amount of a composition

comprising the antibody or antigen binding fragment of any preceding claim.

The method of claim 42 wherein the subject is human.
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A method of inhibiting complement mediated cell death, comprising contacting
a cell with a composition comprising the antibody or antigen binding fragment of

any preceding claim.

A method of inhibiting the formation of C3b in a cell, comprising contactin
cell with a composition comprising the antibody or antigen binding fraggfent of

any preceding claim.

A method of inhibiting the formation of the Membrane Attack Cgffiplex in a cell,
comprising contacting a cell with a composition comprising th# antibody or

antigen binding fragment of any preceding claim.

A method of inhibiting the alternative complement patffway in a cell, comprising

contacting a cell with a composition comprising thefantibody or antigen binding
fragment of any preceding claim and measuringgSaid pathway activity by an in
vitro hemolytic assay, an in vifro C3b depositin assay, or an in vitro MAC
deposition assay, wherein a decrease in gfthway activity is measured by a 10%

decrease in hemolysis, C3b deposition gnd/or MAC deposition.

A composition comprising a first agfibody, or antigen binding fragment thereof,
that binds Factor P, and a seco
thereof, that binds C5, whergj

complement pathway.

antibody, or antigen binding fragment
said combination inhibits the alternative

The composition of clgfm 48, wherein said combination inhibits ocular
inflammation.

Thefombination of any of claims 48-50, wherein said combination inhibits
trophil accumulation in the retina.

The combination of any of claims 48-51, wherein said combination inhibits

macrophage recruitment in the retina.

The composition of any of claims 48-52, wherein said antibody that binds
Factor P, binds a region of Factor P comprising SEQ |D NQO: 408.
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The composition of any of claims 48-52, wherein said antibody that binds
Factor P, binds a region of Factor P comprising SEQ ID NO: 407.

The composition of any of claims 48-54, wherein said first antibody, or antig
binding fragment thereof, is an antibody selected from Table 1 and said sgfond

fragment selected from Table 2.

The composition of any of claims 48-55, wherein the first antibggly, or antigen
binding fragment thereof binds the same epitope as is an angjbody described in
Table 1 and the second antibody, or antigen binding fragng€nt thereof, binds the

same epitope as is an antibody described in Table 2.

The composition of any of ciaims 48-56 wherein thff first antibody, or antigen
binding fragment thereof comprises a heavy chgfh CDR1, 2, 3, and a light chain
CDRH1, 2, 3, selected from the group consistigh§ of:

a) heavy chain variable region HCDR1, #fCDR2 and HCDR3 as set forth in
SEQ D NOs: 1, 2, and 3, respectivelyf and light chain variable region LCDR1,
LCDR2, and LCDR3 as set forth indSEQ 1D NOs: 4, 5, and 6, respectively;

b) heavy chain variable regiongACDR1, HCDR2 and HCDR3 as set forth in
SEQ ID NOs: 15, 16, and 1/, respectively, and light chain variable region
LCDR1, LCDR2, and LGPR3 as set forth in SEQ 1D NOs: 18, 19, and 20,
respectively;

c¢) heavy chain vgfiable region HCDR1, HCDR2 and HCDR3 as set forth in
SEQ ID NOs: g9, 30, and 31, respectively, and light chain variable region
LCDR1, LGPR2, and LCDR3 as set forth in SEQ ID NOs: 32, 33, and 34,

d) hgfavy chain variable region HCDR1, HCDR2 and HCDR3 as set forth in

Q ID NOs: 43, 44, and 45, respectively, and light chain variable region
LCDR1, LCDR2, and LCDR3 as set forth in SEQ ID NOs: 46, 47, and 48,
respectively;

e) heavy chain variable region HCDR1, HCDR2 and HCDR3 as set forth in
SEQID NOs: 57, 58, and 59, respectively, and light chain variable region
LCDR1, LCDR2, and LCDRS3 as set forth in SEQ 1D NOs: 60, 61, and 62,
respectively;
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f) heavy chain variable region HCDR1, HCDR2 and HCDRS as set forth in SEQ
ID NOs: 71, 72, and 73, respectively, and light chain variable region LCDR1,
LCDR2, and LCDR3 as set forth in SEQ ID NOs: 74, 75, and 76, respectively;

g) heavy chain variable region HCDR1, HCDRZ and HCDR3 as set forth |
SEQ ID NOs: 85, 86, and 87, respectively, and light chain variable regi
LCDR1, LCDR2, and LCDRS3 as set forth in SEQ ID NQOs: 88, 89, argf 90,

respectively;

h) heavy chain variable region HCDR1, HCDRZ and HCDR3As set forth in
SEQ 1D NOs: 99, 100, and 101, respectively, and light chgih variable region
LCDR1, LCDR2, and LCDR3 as set forth in SEQ ID Ng: 102, 103, and 104,

respectively;

i) heavy chain variable region HCDR1, HCDRZ gmd HCDR3 as set forth in SEQ
ID NOs: 113, 114, and 115, respectively, angflight chain variable region
LCDR1, LCDRZ, and LCDRS3 as set forth pf SEQ ID NOs: 116, 117, and 118,

respectively;

j) heavy chain variable region HCJR1, HCDR2 and HCDR3 as set forth in SEQ
ID NOs: 127, 128, and 129, resgkctively, and light chain variable region
LCDR1, LCDRZ, and LCDR3/s set forth in SEQ ID NOs: 130, 131, and 132,
respectively;

k) heavy chain variablf region HCDR1, HCDR2 and HCDRS3 as set forth in
SEQ ID NOs: 141,442, and 143, respectively, and light chain variable region
LCDR1, LCDR2#and LCDR3 as set forth in SEQ ID NOs: 144, 145, and 146,
respectively; .

ID NQ#: 155, 156, and 157, respectively, and light chain variable region
1, LCDR2, and LCDRS as set forth in SEQ ID NOs: 158, 159, and 160,

m) heavy chain variable region HCDR1, HCDR2 and HCDR3 as set forth in
SEQ ID NOs: 169, 170, and 171, respectively, and light chain variable region
LCDR1, LCDRZ, and LCDRS3 as set forth in SEQ ID NOs: 172, 173, and 174,

respectively;
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n) heavy chain variable region HCDR1, HCDR2 and HCDR3 as set forth in
SEQ ID NOs: 183, 184, and 185, respectively, and light chain variable region
LCDR1, LCDRZ2, and LCDR3 as set forth in SEQ ID NOs: 186, 187, and 188,

respectively;

0) heavy chain variable region HCDR1, HCDR2 and HCDR3 as set fo
SEQ ID NOs: 197, 188, and 199, respectively, and light chain varia
LCDR1, LCDR2, and LCDR3 as set forth in SEQ ID NOs: 200, 2

respectively;

region
, and 202,

p) heavy chain variable region HCDR1, HCDR2 and HCDM3 as set forth in
SEQ ID NOs: 211, 212, and 213, respectively, and lighythain variable region
LCDR1, LCDRZ2, and LCDRS3 as set forth in SEQ ID NOs: 214, 215, and 2186,

respectively;

q) heavy chain variable region HCDR1, HCDJ&Z and HCDR3 as set forth in
SEQ ID NOs: 225, 226, and 227, respecti
LCDR1, LCDR2, and LCDR3 as set fo

respectively;

ly, and light chain variable region
in SEQ ID NQOs: 228, 229, and 230,

DR1, HCDR2 and HCDRS3 as set forth in SEQ
iD NOs: 239, 240, and 241, rffspectively, and light chain variable region
LCDR1, LCDR2, and LCDORS as set forth in SEQ ID NOs: 242, 243, and 244,

respectively;

r) heavy chain variable region

s) heavy chain vari#fble region HCDR1, HCDR2 and HCDR3 as set forth in

ID MOs: 267, 268, and 269, respectively, and light chain variable region
DR1, LCDR2, and LCDR3 as set forth in SEQ 1D NOs: 270, 271, and 272,

respectively

and wherein the second antibody or antigen binding fragment thereof
comprises a heavy chain CDR1, 2, 3 and light chain CDR1, 2, 3 selected from
the group consisting of:
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a) heavy chain variable region HCDR1, HCDR2 and HCDR3 as set forth in
SEQ ID NOs: 410, 411, and 412, respectively, and light chain variable region
LCDR1, LCDR2, and LCDR3 as set forth in SEQ |ID NOs: 413, 414, and 415,
respectively;

b) heavy chain variable region HCDR1, HCDRZ2 and HCDR3 as set forfff in
SEQ ID NOs: 426, 427, and 428, respectively, and light chain variabj€ region
LCDR1, LCDRZ2, and LCDR3 as set forth in SEQ ID NOs: 429, 43#, and 431,

respectively;

¢) heavy chain variable region HCDR1, HCDR2 and HCDJ#3 as set forth in
SEQ ID NOs: 442, 443, and 444, respectively, and lighjhain variable region
LCDR1, LCDR2, and LCDR3 as set forth in SEQ ID JAOs: 445, 446, and 447,
respectively; ‘

d) heavy chain variable region HCDR1, HCD}K2 and HCDR3 as set forth in
SEQ ID NOs: 426, 458, and 428, respectiy€ly, and light chain variable region
LCDR1, LCDRZ2, and LCDR3 as set forgh in SEQ ID NOs: 429, 430, and 459,
respectively; and

e) heavy chain variable region HCDR1, HCDR2 and HCDRS as set forth in
SEQ ID NOs: 470, 471, and 472, respectively, and light chain variable region
LCDR1, LCDRZ, and LCDJ3 as set forth in SEQ ID NOs: 473, 474 and 475,
respectively.

The composition offany of claims 48-57, wherein the first antibody or antigen
binding fragmenyfthereof comprises heavy and light chain variable regions
having aming/cid sequences at least 90% identical to SEQ ID NOs: 7 and 8;
SEQ ID Ngs: 21 and 22; SEQ ID NOs: 35 and 36; SEQ ID NOs: 49 and 50;
SEQ IDMNOs: 63 and 64, SEQ ID NOs: 77 and 78; SEQ ID NOs: 91 and 92;
SE NOs: 105 and 106; SEQ ID NOs: 119 and 120; SEQ ID NOs: 133 and
134, SEQ ID NOs: 147 and 148; SEQ ID NOs: 161 and 162; SEQ D NOs: 175
nd 176; SEQ ID NOs: 189 and 190; SEQ ID NOs: 203 and 204; SEQ ID NOs:
217 and 218; SEQ ID NOs: 231 and 232; SEQ ID NOs: 245 and 246; SEQ ID
NOs: 259 and 260; or SEQ ID NOs: 273 and 274, respectively, and wherein the
second antibody or antigen binding fragment thereof comprises heavy and light
chain variable regions having amino acid sequences at least 90% identical to
SEQ ID NOs: 416 and 417, SEQ ID NOs: 432 and 433; SEQ |ID NOs: 448 and
449; SEQ ID NOs: 460 and 461; or SEQ ID NOs: 476 and 477, respectively.
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The composition of any of claims 48-58 wherein (a) the first antibody, or antige
binding fragment thereo comprises a heavy chain variable region comprisin
SEQID NO: 7, 21, 35, 49, 63, 77, 91, 105, 119, 133, 147, 161, 175, 189, JO3,
217, 231, 245, 259, or 273 and further comprises a light chain variable g&gion,
wherein said heavy chain variable region and said light chain variablf region
combine to form an antigen binding site to Factor P and (b) whergih the second
antibody or antigen binding fragment thereof comprises a heayf chain variable
region comprising SEQ ID NO: 416, 432, 448, 460 or 476 apl further comprises
a light chain variable region, wherein said heavy chain vgflable region and said
light chain variable region combine to form an antigeninding site to C5.

The composition of any of ¢laims 48-59, wherein e first antibody, or antigen
binding fragment thereof (a) comprises a light ghain variable domain comprising
SEQID NO: 8, 22, 36, 50, 64, 78, 92, 106, }£0, 134, 148, 162, 176, 190, 204,
218, 232, 246, 260, or 274 and further cgfiprises a heavy chain variable
domain, wherein the light chain variablf domain and the heavy chain variable
domain combine to form an antigenglinding site to Factor P and (b) wherein the
second antibody or antigen bindipfg fragment thereof comprises a light chain
variable region comprises a light chain variable domain comprising SEQ ID NO:
417, 433, 449, 461 or 477 ghd further comprises a heavy chain variable
domain, wherein the lighffchain variable domain and the heavy chain variable

domain combine to fi an antigen binding site to C5.

The compositionAf claim 59, wherein the first antibody or antigen binding
fragment therglhf comprises the light chain variable region sequence of SEQ ID
NO: 8, 22, 35, 50, 64, 78, 92, 106, 120, 134, 148, 162, 176, 190, 204, 218, 232,
246, 26Qfor 274, and wherein the second antibody or antigen binding fragment
theregf comprises the light chain variable region sequence of SEQ ID NO: 417,
4330 4489, 461 or 477.

he composition of any of claims 48-61 wherein (a) the first antibody, or antigen
binding fragment thereof comprises a heavy chain of SEQ ID NO: 9, 23, 37, 51,
65, 79, 93, 107, 121, 135, 149, 163, 177, 191, 205, 219, 233, 247, 261 or 275
and further comprises a light chain, wherein the heavy chain and the light chain
combine to form an antigen binding site to Factor P and (b) wherein the second
antibody or antigen binding fragment thereof comprises a heavy chain of SEQ
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ID NO: 418, 434, 450, 462, or 478 and further comprises a light chain, wherein
the heavy chain and the light chain combine to form an antigen binding site to
C5.

The composition of any of claims 48-62, wherein (a) the first antibody, or
antigen binding fragment thereof comprises a light chain of SEQ ID NO#10, 24,
38, 52, 66, 80, 94, 108, 122, 136, 150, 164, 178, 192, 206, 220, 2344248, 262
or 276 and further comprises a heavy chain, wherein the light chgifi and the
heavy chain combine to form an antigen binding site to Factor Jf and (b)
wherein the second antibody or antigen binding fragment thgfeof comprises a
light chain of SEQ ID NO: 419, 435, 451, 463, or 479 angflurther comprises a
heavy chain, wherein the light chain and the heavy chgfn combine to form an
antigen binding site to C5.

The composition of claim 62, wherein the first ghtibody or antigen binding
fragment thereof comprises a light chain of gEQ 1D NO: 10, 24, 38, 52, 686, 80,
94, 108, 122, 136, 150, 164, 178, 192, 208, 220, 234, 248, 262 or 276, and
wherein the second antibody or antiggyf binding fragment thereof comprises a
light chain of SEQ ID NO: 419, 435451, 463, or 479.

The composition of claim 48-64f wherein the first antibody, or antigen binding
fragment thereof comprises & heavy chain with an amino acid sequence having
at least 90% sequence idghtity to SEQ ID NO: 9, 23, 37, 51, 65, 79, 93, 107,
121, 135, 149, 163, 17f, 191, 205, 219, 233, 247, 261 or 275 and further |
comprises a light chflin with an amino acid sequence having at least 90%
sequence identityfto SEQ ID NO: 10, 24, 38, 52, 66, 80, 94, 108, 122, 136, 150,
164, 178, 1924206, 220, 234, 248, 262 or 276 and wherein the second antibody
or antigen binding fragement thereof comprises a heavy chain with an amino
acid seqyffnce having at least 90% sequence identity to SEQ ID NO: 418, 434,
450, 462, or 478 and further comprises a light chain with an amino acid
seglience having at ieast 90% sequence identity to SEQ ID NO: 419, 435, 451,
3, or479.

The composition of any of claims 48-65, wherein the first antibody, or antigen
binding fragment thereof comprises a heavy chain and a light chain with an
amino acid sequence having at least 90% sequence identity, respectively, to
SEQ ID NO: 9 and 10, 23 and 24, 37 and 38, 51 and 52, 65 and 66, 79 and 80,
93 and 94, 107 and 108, 121 and 122, 135 and 136, 149 and 150, 163 and 164,
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177 and 178, 191 and 192, 205 and 206, 219 and 220, 233 and 234, 247 and

248, 261 and 262, or 275 and 276; and wherein the second antibody or antigen
binding fragment thereof comprises a heavy chain and a light chain with an
amino acid sequence having at least 90% sequence identity, respectively, t
SEQ ID NOs: 418 and 419, 434 and 435; 450 and 451; 462 and 463; or
and 479.

An isolated nucleic acid molecule comprising a nucleotide sequepfe encoding

the first antibody or fragment of any of claims 48-66.

An isolated nucleic acid molecule comprising nucleotide sgfiuence encoding the
second antibody or antigen binding fragment thereof ofiny of claims 48-66.

A vector comprising the nucleic acid molecule of cjfim 67 or 68
An isolated host cell comprising the vector of

A method of treating age related maculagiegeneration in a subject comprising
administering to said subject, an effecjfe amount of the composition of any of

claims 48-66.
The method of claim 71 whereigf the subject is human.

A method of inhibiting the

comprising administeri

ernative complement pathway in a subject

to said subject an effective amount of the composition

The gomposition of claim 48 for use as a medicament.

e antibody or antigen binding fragment therecf of any of claims 1-27 for use

in the treatment of age related macular degeneration.

The antibody or antigen binding fragment thereof of any of claims 1-27 for use
in the inhibition of the alternative complement pathway.

The antibody or antigen binding fragment thereof of any of claims 1-27 for use

in the inhibition of complement mediated cell death.
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80. The antibody or antigen binding fragment thereof of any of claims 1-27 for use

in the inhibition of the formation of C3b in a cell.

81. The antibody or antigen binding fragment thereof of any of claims 1-27 for u
in the inhibition of the formation of the Membrane Attack Complex in a cel

82 The composition of any of claims 48-66 for use in the treatment of aggf related

macular degeneration.

83. The composition of any of claims 48-66 for use in the inhibitiogfof the

alternative complement pathway in a subject.

84. A method of treating age related macular degeneratigff in a subject comprising
administering to said subject, an effective amount gjfthe composition of claim

48.
85. The method of claim 84 wherein the subject/s human.
86. A method of inhibiting the alternative cgiplement pathway in a subject

comprising administering to said subjfct an effective amount of the composition
of claim 48.

87. The method of claim 86, whegfin said subject is human.
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Claims

1. An isolated antibody, or antigen binding fragment, that binds Factor P, said
antibody or antigen binding fragment comprising heavy chain variable region HCDR1,
HCDR2 and HCDRS as set forth in SEQ ID NOs:169, 170, and 171, respectively, and light
chain variable region LCDR1, LCDR2, and LCDR3 as set forth in SEQ ID NOs:172, 173,
and 174, respectively.

2. The antibody, or antigen binding fragment, of claim 1 comprising heavy and light
chain variable regions having amino acid sequences at least 90% identical to SEQ ID
NOs:175 and 178, respectively.

3. The antibody, or antigen binding fragment, of claim 1, which comprises a heavy
chain variable region comprising SEQ ID NO:175, wherein said heavy chain variable
region and said light chain variable region combine to form an antigen binding site to
Factor P.

4., The antibody, or antigen binding fragment, of claim 1, which comprises a light
chain variable domain comprising SEQ ID NO:176, wherein the light chain variable
domain and the heavy chain variable domain combine to form an antigen binding site to
Factor P.

5. The antibody, or antigen binding fragment, of any one of claims 1-4, which
comprises a heavy chain comprising SEQ ID NO:177.

6. The antibody, or antigen binding fragment, of any one of claims 1-5, which
comprises a light chain comprising SEQ ID NO:178.

7. The antibody, or antigen binding fragment, of any one of claims 1-4 comprising a
heavy chain with an amino acid sequence having at least 90% sequence identity to SEQ
ID NO:177 and a light chain with an amino acid sequence having at least 90% seguence
identity to SEQ 1D NO:178.

8. An isolated antibody, or antigen binding fragment, that binds Factor P comprising
a heavy chain and a light chain of SEQ ID NO:177 and 178, respectively.
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9. The antibody or antigen binding fragment of any one of claims 1-8, wherein said
antibody is a human antibody, a chimeric antibody, a monoclonal antibody, a single chain
antibody, Fab, Fab’, F{ab’)s, Fv or scFv.

10. The antibody, or antigen binding fragment, of any one of claims 1-9, wherein
said antibody is an IgG isotype.

11. An isolated nucleic acid molecule comprising a nucleotide encoding the
antibody, or antigen binding fragment, of any one of claims 1-10.

12. The nucleic acid molecule of claim 11 wherein the nucleic acid sequence
encoding the heavy chain variable region comprises has at least 95% sequernce identity to
SEQ 1D NO:179.

13. The nucleic acid molecule of claim 11 or claim 12, wherein the nucleic acid
sequence encoding the light chain variable region has at least 95% sequence identity to
SEQ ID NO:180.

14. The nucleic acid molecule of any one of claims 11-13 comprising a nucleic acid
sequence encoding a heavy chain, wherein the nucleic acid sequence encoding the
heavy chain has at least 95% sequence identity to SEQ 1D NO:181.

15. The nucleic acid molecule of any one of claims 11-14 comprising a nucleic acid
sequence encoding a light chain, wherein the nucleic acid sequence encoding the light
chain that has at least 95% sequence identity to SEQ ID NO:182.

18. A vector camprising the nucleic acid molecule of any one of claims 11-15.
17. An isolated host cell comprising the vector of claim 16.
18. A composition comprising the antibody, or antigen binding fragment, of any one

of claims 1-10 and a pharmaceutically acceptable diluent or carrier.
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19. Use of the antibody, or antigen binding fragment, of any one of claims 1-10 in the
manufacture of a medicament for the treatment of age related macular degeneration in a

subject.

20. Use of the antibody, or antigen binding fragment, of any one of claims 1-10 in the
manufacture of a medicament for the inhibition of the alternative complement pathway in a

subject.



