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Figure 1; Prediction of ramission to 8SRI treatment based on cireCDR1as vs cirgTULPS
ratin {(PCR, PBMCs, France stugdy}
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Figure 2: Prediction of response ¢ SSRI treatiment based on crcCBR1as va clreTULP4
ratio (POR, Texas EMBARC whole bisods

8
A Aren under the BOC cuive
Saseline {whole biood - EBMARC) Area 35{5?6
FR¥H 35825 to £.8532
. f 3.0208
1.8
2
5 @ ROC curve; ROC of Bata 1
X 1680~ 3
""'i "
2
g 2 8 =
@ £ go
> : @
& =
& 2 40+
=) ]
3 @ :
&2 203
ey T T

¥ H
g 20 40 80 88 100
100% ~ Specificity%




WO 2022/183011

2126

PCT/US2022/017936

Figure 3: SSRI remission prediction based on circiIREE3S lavels {circRNA array

profiling from 100 PBMC samgiss from the France cohortd
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Figure 5: S8Ri and SNRI remission prediction based on circCHIC1 levels {circRNA
array profiling from 100 PBMC samples from the France cohort
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Figure 7: SSRI remission and SSRI vs SNR! treatment predictions based on circRALGARE javes

circRNA arra

rofiling from 100 PBMC samples from the France cohurt
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profiling from 100 PRMC samples from the France cohort)
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Figure 9: SNRI remission prediction based on circPICALM levels (circRNA array profiling from
106 PBMC samples from the France cohort
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Figure 10: Baseline B8R remission prediction based on 2 circRRAs
{circRNA array profiling from 100 PBMC samples from the France cohort)
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Figure 11: 8 weak S8R1 romission pradiction based on 2 circRNAs
{circRNA array profiling from 108 PBMC samples from the Francs cohorty
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Figure 12: Baseling SSRI remission prediction based on 2 circRNAs
{cireRNA array profifing from 180 PBMC samples from the France cohort}
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Figurs 13: Bassgline SNRI remission prediction based on @ clrcRNAs
{circRNA array profiling from 108 PEBMC samples from the France cohort)
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Figure 14: 8 week SNRI remission prediction hased on 2 circRNAs

{circRNA array profiling from 108 PBRCO samples from the Frances sohort)
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Figure 15: 8 week BD diagnosis prediction based on cire TULP4 or circSATE2
{eireRNA array profiling from 100 PBMC samples from the France cohort)
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Figure 18: Sertraline rasgonss prodiction based on cireBOR1

{circRNA array profiling from 188 whols blcod samples from the EMBARD cobord
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Figure 17: Sertraline vesponse pradiction based o clralCAM]

{circBNA array profiling from 100 whele blood samples from the EMBARC cohorh)

Control Tw

& B
oircRNA array (EMBARC) - baseline {whole blood) S3RIR va N {basstine}
ATeR ¥ wave
2nceE interval
Sert B [ &y By
¥ BOC curve: ROC of Data 4
*""'\"E\\&\\ ::, % Ritt]
BertNRy L o x 60
\\\\.\« * &
7 T ooy
[ ‘g
2 '
Controt] — B
204
Y T ¥ ¥ ? HE S ¥ T T 7 ¥
& 28000 40000 80000 80000 100000 & 2 4d &8 By 480
irciCAMT lovels 106% ~ Specificity%
L SireRNA arvay (EMBARL) - 1 weoek ve baseline {whole bicod}
¥
®
* 7
| #*
= ] g
§ %
e} »
; ®
Sert NR1w{ 2 |

%
&
@Q

ireiCAMYT levals




WO 2022/183011

12/26

PCT/US2022/017936

Figurs 18: Sartraling response prediction based on cirelMIRE885

{cirgRNA array profiling from 100 whole blood samples from the EMBARE cohort)
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Figure 19: Sertraline response pradiction based on ciraRALGAPR

{circRNA array profiling from 180 whole bicod sampiles from the EMBARC coherl)
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Figure 20: Sertraline response prediction based on sither gireDMISP22 or circFKBRS

{circRNA array profiling from 160 whole blood samples from the EMBARC ¢ohort)
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Figure 21; Sertraline rasponse prediction based on cireBLAE, circMYQSE, or circADAMZZ
{circRNA arvay profiling from 180 whole biood samples from the EMBARG soheor)
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Figure 22: Seriraline responss prediction based on cireNFATC3

{cireRNA array profiling from 100 whole blosd samples from the EMBARG cohort)
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Figure 23: Serfraling response prediction based on circHMBAZ, or cireMALAT

{circRNA array profiling from 180 whols blood samples from the EMBARC cohort)
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{cireRNA arvay profiling from 108 whole blood samples from the EMBARC ¢ohort)
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Figurs 28: Sartraline responss pradiction based on the ratio between sleciCAMT ve sirgHMGAZ
{CireRNA array profiling from 100 whole blood samples from the EMBARGC cohort)
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Fiours 28: Sertraline response prediction based on the ratio Between cirgiCAMI vs clrcVDAL2
{cireRNA array profifing from 180 whols blood samples from the EMBARG cohortl
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i Artificial hsa_circ 03130387 (circMIRS693) junction sequence {3' End - 8§ End of circRNA)

AGGARAAGACAGT CAGAGAGCAAGAGCAGATTGAGAAGCAGAAGAGTGAGT L
NC. 242)
GAATCAGTTTATCCCAATGTCT
NO. 243)

TTTGAA

AATGGA
GGAAAAG,
AAGGTAG

(SEQ ID

‘CTGETTTTCTATG

Artificial bya_cire_0023881 (eiePICALM) junction sequence (3’ Ead - §' Ead of cireRNA)

"CCTGTATCAGGAGCACAG (5

CTGTAATGACGTAACCAACCTTAATATACAGCCAGCCTGTCATGAGACCTCCAAACCCCTTTGEE
ID NO. 2443

CCTGTAATGGCCTATCCTGCTACTACACCAACAGGCATGATAGCGATATGCGAATTCCTCCACARATGGE.
ID NO. 245)

Artificial hsa_cire 03131196 (cire TULP4) junction sequence (3" End - 5" End of cireRNA)

GCGAGGAGTGGETTGEEETGACTTTCACCTCTAGTCACTGTCGCAGGGACAGGAGCTACT CCACAGAGGATAAATTTCAACCTCCGGS
CACAATAGCGAG ]

TOAAGCTG
GAACTGAT

TAAGAACTTGAAG

TG
LU

GAAATAL

ST GCACAAATACTATTTTGTGAAGATCTTAMAT

Artificial hsa_cive 80931072 {cire CHICT) junction sequence {3’ End -5 End of circRNA)

N N oA
LU

CCGETCAATGTGAAAT GGC TETCTCTGCTGCTETTGCA 'GCAGCCTATGGCCTGTTAT
GTC“CAA(_E\JJ AAGA (SEQ ID N

PGAGCAACAAGT

AATTTAAAACCAGCATTS

Astificial hsa___circ___(?ﬁ()’?’ziz;’; {eireSATRY) junction seguence (3" End - 5" End of cireRNA)
ATCAGGAGCAGTCAAGGCATCACCATAGCGAACGCATECAACACGT GGETY

AR (D NN R T
CAGAGAAGAACACGCCGA

Artificial hsa_cire_0007097 (circeDDXS30) junction seguence (3" End ~ 5" End of cireRNA)

CCTCCTGAAAGGAAAT GTETTTGCTTTGAT CCTACAACTGAGT

GCTAAT GO e 17 f\/\i\(J/\’JL\I‘H

OO

GOAGTGGATG

GACCATCAGCTCAGAGACTGATAGAAGA

ISR

Axtificial hea ‘,ir(t_{)(}{3958§ (cir{tRERE) fuoction seguence (3" End - 5" End of creRNA)

TCGCAGCCTY

CACCACTCTGA

VA O GACG
CTCTACAGAGGACG

GAGCAT GG

TCTACATATTAG

TTGCTGCTAGAGAS

GATATA

CTCTCT

\TGGETGETCGAGAAARATAACCTE

WTTGETTGCCAGATGGA
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Artificial hsa_eire 0001946 (cireCDRIas) junction sequence (3" End ~5° End of cireRNA)

CATGTCTTCCAACGTCTCCAGTETGCTGATCTTCTGACATTCA

i elar Vet e
CTTCCAG

GGGETCTTCCAGCGACTTCAAGTCTTCCAATAATCTCAAGGETCTTC

Avtificial hsa _cire 0062277 (mrLLQMT) ;umtmn sequence (3' Eod -

Jx

* End of circRNA)

CGGTACCTGCCGGACA

CGGUTGCGTTACTCCCGEGATGEETCE SCTGGEAAGEA

GAAGGA

ID 1

PR
CLUAL

ATCAGGAGCOTA

TOTOATCTTTASTGOTGOTGOToT T

3 Ead - 5" End of circRNA)

Artificial bsa_cire (027446 {circHMGA?) junction sequence (3" End - 5" End of cireRNA)

AMBAGAARGCAGAAGCCACT GGAGCGAARALMCGGCCAAGAGGCAGACCTAGGAAATGE (SEQ ID NO.

7

CTCCTAAGAGAC AAGGCAL

GARAL

AACAAGAGTCCC (SEQ 1D NG.

Artificial hea_cire 0060930 (cireCYP24A1) junction sequence (3 End ~ 5" End of circRNA)

GTTG ATGOTACACTCAGGOA CTGETGE oOCA TG

LAl .Alﬂrp -

CGCCTCAG ( 9] NO. 268}
SGAGGAAACGCAGCGCCAGCAGCATCTCATCTAC

> NC. 2£9)

sp
2
=
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CTGTCTGTCCAC ATGTTGGAG (SEQ ID NO. Z70)

(SEQ

i’f

ACACCTG
CTTTC
S

ceeee

CGCCAGLGG

GAGACGGGGTCTCECAACATTGCCCAGACTTCCTTT

'\ok"W In NO

ATCA AGCCGCAGTCE
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Artificial hsa_eire 0035301 (circMAPKG) junction sequence (3" End ~5° End of cireRNA)

AATACTGET TATCTTYGGTTATCCT

GTTTGAAGAARAAGGACAAATARAACAY

AMNCACTGATAACACTCTGGGA

CACCAAACACAGG (3E . [§

AATTTTCAACGTCCGGTTCATCTAATACA
]

TCTGACTTTCACAG (SEQ ID NC. 277)

AGATTTGTCAAGGTTTGAAAC

i
s
e}
2
o
-3
ot
[
@]
N}
=}
%)

-3

ACACTGGTAAAGTTACTGGGACCTTGCAGACCAAATACAAGTGETGTGAGTATGG

Artificial hsa cire_ 0005615 (cireNFATCSI) junction sequence (3' End - 5" End of cireRNA)

AGTATCCTTTAAAGAAAGATTCATGTGGTGATCAGTTTCTTTCAGTTCCTTCACCCTTTACCTGGAGCAAACCAAAGCCTEGCCAL
ACCCCTATATTTCG (S Ih 2783}
AT OTTGAGCCAGAT CATTGTGE

G

TTTACATCY!
CATCATGGATTACC (SEQ ID N 79}

AGATCCACCTCCA

ACTTTGCTTACCA

Axtificial hea _cire 0002082 (cireMALATI) jusnction sequeace (3" End - 3" End of cireBNA)

GAGTGATAAAGGCTGAGTGTTGAGGAAATTTCTGUAGTTTTAAGCAGTCGTATTTGTGAT TGAAGCTGAGTAC.
NTTTTTAG {(SEQ 1D
‘GTCTGCGAACACT
TTTATTCTTCATAA (SEQ

i)

CTTTAAGGTAGGAAAGACAAAT

Artificial hsa_give 0050124 {circFKBPS) junction seguence (3" End ~ 5 Eud of cireRNA)

CCACTCATGGACGTGEEGCEAGACGECCATGETCACTGCTGACT CCAAGTACTGCTAC

Artificial hea cive 0080968 (circADAM22) junction sequence (3' End ~ 5' End of circRNA)

CTGGCRATGGTETTGE AGGCATAATTGCTGGCACCA GGCCCTCATATTAGGAATAACT
GCGTGGGGTTATAA
TGAATGTARBT GCGH
ATTGARGAGTATCA

sGCATGCTGAAGCCAGGLGGCCGECAGCATGAGT GTGARAGAGGLCAGGCAGCTCGS

Axtificial hsa_ﬁirﬂ_ﬁﬁﬁﬁéw {cireBLGS) jlmctim; sequence (3' End ~ 5' End of circRNA)

GCGEGAGCEAAACCTECTGCAGCAGT CAT GGGAGGACAT GANGCG \COAGGAGGACCAGAAGGAGATCGETGACCTCCETS
CCCAGCAGCAGTAG ;SEQ ID NO, 288)
GCCCTACCACAGGCTGAATCCTG ‘GA GCGAGCCATGTCGGACCTECAGAGCCTGCAGAACC

]
\GAGGCTGAAGATCCA
)

AT
AACGCC (SEQ ID NO. 28

AGCACAC
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SEQ D NO. 1 Homo Sapiens - hsa_circ_D068464|NM_0C1967|EIF4A2

SEQ D NO. 2 Homo Sapiens - hsa_cire_D054033|NM_003162|8TRN

SEQ D NO. 3 Homo Sapiens - hsa_cire_D111746|ENSTO0000367187 3|PIK3C2B
SEQ D NO. 4 Homo Sapiens - hsa_cire_D0B6556|NM_002842|ROBO2

SEQ D NO. 5 Homo Sapiens - hsa_circ_DO13953|NM_004234|CHD1L

SEQ 1D NO. 6 Homo Sapiens ~ hsa_cire_0009574|NM_012102|RERE

SEQ D NO. 7 Homo Sapiens - hsa_cire_0049241|NM_000201HICAMI

SEQ ID NO. 8 Homo Sapiens - hsa_cire_0007352|NonejNone

SEQ ID NO. 2 Homo Sapiens - hsa_cire_0018594|NM_0G2727|SRGN

SEQ ID NO. 10 Homo Sapiens - hsa_circ_0017448{NM_C14023(WDR37
SEQ ID NO. 11 Homo Sapiens - hsa_cire_0062181{NM_018843{TUBASB

SEQ ID NO. 12 Homo Sapiens - hsa_cire_0010210{NM_C18125|ARHGEF10L
SEQ ID NO. 13 Homo Sapiens - hsa_cire_0006148|NM_144660|SAMDS
SEQ ID NO. 14 Homo Sapiens - hsa_cire_00298608|NM_145061|SKA3

SEQ ID NO. 15 Homo Sapiens - hsa_circ_0123503{NM_C15141|GPD1L

SEQ D NO. 18 Homo Sapiens - hsa_cire_0082712{NM_015908|NBAS

SEQ ID NO. 17 Homo Sapiens - hsa_cire_0063528|NM_002883|RANGAPT
SEQ 1D NO. 18 Homo Sapiens - hsa_cire_{103888{ENSTC0000558173 1[TRIMGD
SEQ ID NO. 18 Homo Sapiens - hsa_circ_{000442|NM_015335|MED13L
SEQ ID NO. 20 Homo Sapiens - hsa_circ_{008305|NM_0011996431PTK2
SEQ ID NO. 21 Homo Sapiens - hsa_circ_{0025638{NM_001164746|RASSFS
SEQ ID NO. 22 Homo Sapiens - hsa_circ_0087903|NM_032012{C8orf5

SEQ ID NO. 23 Homo Sapiens - hsa_circ_{0015382{NM_020318|PAPPA2
SEG ID NO. 24 Homo Sapiens - hsa_circ_U006349|NM_018056|TMEM3SR
SEG ID NO. 25 Homo Sapiens - hsa_circ_B029875|NM_015678|NBEA

SEQ ID NO. 26 Homo Saplens - hsa_circ_0000157INM_000655|SELL

SEQ ID NO. 27 Homo Sapiens - hsa_circ_0001176{NM_001037335|PRIC285
SEG ID NO. 28 Homo Sapiens - hsa_cire_0001101{NM_020830|WDFY1

SEG ID NO. 28 Homo Sapiens - hsa_cire_U001520|NM_152624|DCP2

SEG ID NO. 30 Homeo Sapiens - hsa_circ_B008857|NM_007348]ATFE

SEQ ID NO. 31 Homo Saplens - hsa_circ_[058058|{NM_004044|ATIC

SEQ ID NO. 32 Homo Sapiens - hsa_circ_0092330{NM_001670]ARVCF
SEQG ID NO. 33 Homeo Sapiens - hsa_circ_U098630|NM_030674|SLC38AM
SEG ID NO. 34 Homo Sapiens - hsa_circ_U008012]NM_004603|STX1A

SEQ ID NO. 35 Homo Sapiens - hsa_circ_B001240{NM_ 14591 2|NFAM1

SEQ D NO. 36 Homo Sapiens - hsa_cire_0000959NM_014931[PPPER1
SEQ D NO. 37 Homo Sapiens - hsa_cire_D057551|NM_001127257|SLC38A10
SEQ D NO. 38 Homo Sapiens - hsa_cire_0001655|None|MNone

SEQ ID NO. 38 Homo Sapiens - hsa_cire_0029934|NM_033111|N4BP2L2
SEGH D NO. 40 Homo Sapiens - hsa_cire_0042488|NM_015626[WSB1

SEQ D NO. 41 Homo Saplens - hsa_circ_0115791[ENSTOO000286827 3{TIAM1
SEQ D NO. 42 Homo Sapiens - hsa_circ_0003915INM_001172508{SATH2
SEQ D NO. 43 Homo Sapiens - hsa_circ_0001008|NM_018082[FANCL

SEGQ D NO. 44 Homo Sapiens - hsa_circ_G001820INM_145847[WDRE7
SEQ D NO. 45 Homo Sapiens - hsa_circ_0058651|INM_025138[ARMCS
SEQ D NO. 46 Homo Sapiens - hsa_circ_0080988|{NM_021723[ADAM22
SEQ D NO. 47 Homo Sapiens - hsa_circ_0005387|NM_0048687|HERC2

SEQ D NO. 48 Homo Sapiens - hsa_circ_G008132INM_138492[PRELID2
SEQ D NO. 48 Homo Sapiens - hsa_circ_0108522{ENSTO0000300605.8{HDHD2
SEQ D NO. 50 Homo Sapiens - hsa_cire_0005303INM_001172218{SCMHA
SEQ D NG, 51 Homo Sapiens - hsa_circ_0011451|NM_022753[{S100PBP
SEQ D NO. 52 Homo Sapiens - hsa_circ_0025587INM_001174087LDHB
SEQ 1D NO. 53 Homo Sapiens - hsa_circ_0071375{NM_007248[KLHL2

SEQ D NO. 54 Homo Sapiens - hsa_circ_0120478{NR_038441|VRK2

SEQ D NO. 55 Homo Sapiens - hsa_circ_0060830{NM_000782|CYP24A1
SEQ 1D NO. 56 Homo Sapiens - hsa_circ_0015384|{NM_022457IRFWD2
SEQ 1D NO. 57 Homo Sapiens - hsa_circ_0072654|{NM_005868[CWC27
SEQ 1D NO. 58 Homo Sapiens - hsa_circ_0043912INM_001040431{CCDC58
SEQ D NO. 59 Homo Sapiens - hsa_circ_0008912|{NM_144882|ZFC3H1
SEQ 1D NC. 60 Homo Sapiens - hsa_circ_0001819{NM_015902|UBRS



24/28

WO 2022/183011 PCT/US2022/017936

SEQID NO.
SEQ ID NO.
SEQ ID NO.
SEQ D NO.
SEQ D NO.
SEQ D NO.
SEQ ID NO.
SEQ ID NO.
SEQ ID NO.
SEQ ID NO.
SEQ ID NO.
SEQ ID NO.
SEQ ID NO.
SEQ D NO.
SEQ ID NO.
SEQ ID NO.
SEQ ID NO.
SEQ ID NO.
SEQ ID NO.
SEQ ID NC.
SEQ ID NO.
SEQ ID NO.
SEQ ID NO.
SEG ID NC.
SEQ ID NOC.
SEQ ID NC.
SEQ ID NC.
SEG ID NC.
SEG ID NC.
SEQ D NC.
SEQ ID NC.
SEQ ID NC.
SEG ID NC.
SEG ID NC.
SEQ 1D NG,
SEQ D NOC.
SEQ D NC.
SEQ D NOC.
SEQ D NC.

SEGID NO
SEQ D NO
SEQID NG
SEQID NO
SEQIDNC
SEQ D NG
SEQ D NG
SEQID NG
SEQID NOG
SEQIDNC
SEQ D NG
SEQ D NG
SEQID NG
SEQID NG
SEQ D NG
SEQ D NG
SEQ D NG
SEQID NG
SEQID NG
SEQ D NGO
SEQ D NO
SEQID NG

FIG. 28 {cont.)

81 Homo Sapiens - hsa_cire_0000564{NM_030621|DICER1

62 Homo Sapiens - hsa_cire_0027446{NM_C03483HMGAZ

83 Homo Sapiens - hsa_cire_0018031{NM_001172303IMASTL
84 Homo Sapiens - hsa_cire_0002087NM_138175]DAGLEB

85 Homo Sapiens - hsa_circ_0084004{NM_U15406[KIAA1T420
66 Homo Sapiens - hsa_cire_0131987(ENSTO0000370733 4 [KIAA1H8E
87 Homo Sapiens - hsa_cire_0058520{NM_001135187IAGFGA
88 Homo Sapiens - hsa_cire_0002474{NM_001083|PDESA

89 Homo Sapiens - hsa_circ_0037139|{NM_000517|HBAZ

70 Homo Sapiens - hsa_cire_0041894|NM_002532|NUPSS

71 Homo Sapiens - hsa_cire_0008083{NM_138178|DAGLE

72 Homo Sapiens - hsa_cire_0000881|NM_014699|2ZNF846

73 Homo Sapiens - hsa_cire_0003853|NM_001142888{GREB1L
74 Homo Sapiens - hsa_cire_0082277|NNM_000754|COMT

75 Homo Sapiens - hsa_cire_0130587|None|None

78 Homo Sapiens - hsa_cire_0001187|NM_020820|PREX1

77 Homo Sapiens - hsa_cire_0073008{NM_003633|ENCH

78 Homo Sapiens - hsa_cire_0077578|NM_014454|SESN1

79 Homo Sapiens - hsa_circ_0035844|NM_001144823IDENND4A
80 Homo Sapiens - hsa_circ_0044301|NM_002265IKPNE1

81 Homo Sapiens - hsa_circ_0070805|NM_0C1083|PDESA

82 Homo Sapiens - hsa_circ_0076580|NM_020750[XPOS

83 Homo Sapiens - hsa_cire_0082319|NM_018478|Z2C3HCH

84 Homo Sapiens - hsa_cire_0018309|NM_001040084|ANXAS
85 Homo Sapiens - hsa_circ_0D005373INM_001494|GDi2

86 Homo Sapiens - hsa_cire_DO02569|NM_014158{SETD2

87 Homo Sapiens - hsa_cire_0055181|NM_018885|CYP26B1
88 Homo Sapiens - hsa_cire_0001142{NM_080476|PIGU

89 Homo Sapiens - hsa_cire_0049965|NM_031941|USHBRP1

80 Homo Sapiens - hsa_cire_0087631|NM_014282[HARBP4

91 Homo Sapiens - hsa_cire_0008057|NM_00190CIEYA3

92 Homo Sapiens - hsa_cire_0035301|NM_002748[MAPKSE

93 Homo Sapiens - hsa_cire_0060342|{NM_020336|RALGAPEB
94 Homo Sapiens - hsa_cire_0000041|NM_001166006iEPB41
95 Homo Sapiens - hsa_cire_CO63588|NM_001003796INHP2LA
96 Homo Sapiens - hsa_cire_C000740{NM_020182]DHX33

§7 Homo Sapiens - hsa_cire_0028188|NM_018238JANAPCT

98 Homno Sapiens - hsa_cire_DO00636|NM_00114535B8{SIN3A
98 Homo Sapiens - hsa_cire_0072954|NM_138782|FCHO2
100 Homo Sapiens - hsa_cire_0039131|NM_007313|ABLA

101 Homo Sapiens - hsa_circ_0125886|NM_001188138{LCORL
. 102 Homo Sapiens - hsa_cire_0127238]ENSTOD000273963 . 5|KLHLE
. 103 Homo Sapiens - hsa_circ_0081170INR_037882|RTEL1-TNFRSFEE
. 104 Homo Sapiens - hsa_circ_0082440[NM_021807|EXOC4

. 105 Homo Sapiens - hsa_circ_0081481[NM_033508|FBXO24

. 108 Homo Sapiens - hsa_circ_0037376{NM_002852|RPS2

. 107 Homo Sapiens - hsa_cire_0004828{NM_057158|LPAR1

. 108 Homo Sapiens - hsa_cire_00243793{NM_001040455i81DT2
. 108 Homo Sapiens - hsa_cire_0001180{NM_0010087897TOX2

. 110 Homo Sapiens - hsa_circ_0031570[NM_015473|HEATRSA
111 Homo Sapiens - hsa_cire_0007021INM_008734[HIVEP2

. 112 Homo Sapiens - hsa_cire_0010027{NM_008474|POPN

. 113 Homo Sapiens - hsa_circ_0052372iINM_008762|TRIM28

. 114 Homo Sapiens - hsa_circ_0881072INM_001038840iCHICH
. 115 Homo Sapiens - hsa_circ_0011898|NM_022733|SMAP2

. 116 Homo Sapiens - hsa_circ_0075826[NR_015410|LINCO0340
. 117 Homo Sapiens - hsa_circ_0000315INM_020238|INCENP

. 118 Homo Sapiens - hsa_circ_0020275INM_002775|HTRA1

. 118 Homo Sapiens - hsa_circ_0082218INM_001458|FLNC

. 120 Homo Sapiens - hsa_circ_0005133|None|None

. 121 Homo Sapiens - hsa_circ_0000937INM_C00708|BCKDHA
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122 Homo Sapiens - hsa_circ_0008615INM_022782|MPHOSPHS
123 Homo Sapiens - hsa_circ_0000543iINM_014992]DAAMA
124 Homo Sapiens - hsa_circ_0000282iNM_001113828METTL1S
125 Homo Sapiens - hsa_cire_0025984iNM_018978|SLC38A2
128 Homo Sapiens - hsa_cire_0008404INM_001455|FOX03
127 Homo Sapiens - hsa_circ_0008288iINM_012454[TIAMZ

128 Homo Sapiens - hsa_circ_0018805iNM_144660|SAMDS
128 Homo Sapiens - hsa_circ_{028828|NM_181578|RFCS

130 Homo Sapiens - hsa_circ_0087888|NM_032012|C80rf5

131 Homo Sapiens - hsa_circ_0008980{NM_012335|MYO1F
132 Homo Sapiens - hsa_circ_0005414|NM_138410|CMTMY
133 Homo Sapiens - hsa_circ_00982382{ENST00000324108 4|{DNMBP
134 Homo Sapiens - hsa_circ_{035857 NM_001144823{DENND4A
135 Homo Sapiens - hsa_circ_{008888{TCONS_j2_00026000{TCONS_I2_00028000
138 Homo Sapiens - hsa_circ_0008348|{NM_001193485]LIMSH
137 Homo Sapiens - hsa_circ_D018348INM_172362|KCNH1
138 Homo Sapiens - hsa_circ_0050444{NM_018025|GPATCH
138 Homo Sapiens - hsa_circ_0084789{NM_024721|ZFHX4

140 Homo Sapiens - hsa_circ_0088511INM_033334|NRBA1

141 Homo Sapiens - hsa_circ_0020467INM_C02273|KRTS

142 Homo Sapiens - hsa_circ_(022823INM_024771|NAA4D

143 Homo Sapiens - hsa_circ_{008584{NM_0C11052441PTPRM
144 Homo Sapiens - hsa_circ_0087487INM_013417|IARS

145 Homo Sapiens - hsa_circ_0045871iNM_C04710|SYNGR2
146 Homo Sapiens - hsa_circ_0001730INM_004444|EPHB4
147 Homo Sapiens - hsa_circ_J001029i{NM_003404|DYSF

148 Homo Sapiens - hsa_circ_J056380{NM_0C1145828{8AP130
148 Homo Sapiens - hsa_circ_(004858INM_017798|YTHDF1
150 Homo Sapiens - hsa_cire_ 0038059ENM | 022486|SUSD1

151 Homo Sapiens - hsa_circ_0056264iNM_020009|EPB41LS
152 Homo Saplens - hsa_circ_J006502iNM_138773[WDRSS
153 Homo Sapiens - hsa_cire | 0%8021? NM_015198|COBL

154 Homo Sapiens - hsammrcmi)i)i)%13_NMM{)18474|TMZD”
155 Homo Sapiens - hsa_circ_0045581INM_001545[CTH

156 Homo Sapiens - hsa_circ_0049837INM_004343|CALR

157 Homo Sapiens - isa cire_OO038011INM_015027|PDXDCH
158 Homo Sapiens - hsamurc__tﬂzstl%ii\é!\ﬂm{)ﬂ’i 142556 HMMR
158 Homo Sapiens - hsa_cire_0001834{NM_003070|SMARCAZ
160 Homo Sapiens - hsa_cire_0075410{NM_020185|DUSP22
161 Homo Sapiens - hsa_cire_0001151|NM_018840|C200rf24
162 Homo Sapiens - hsa_cire_0028087{NM_014325|CORO1C
163 Homo Sapiens - hsa_circ_0032777INM_012111|AMHSAY

164 Homo Sapiens - hsa_circ_0007087{NM_024045|DDX50

165 Homo Sapiens - hsa_circ_0006530{NM_024766|CAMKMT
166 Homo Sapiens - hsa_cire_0004771INM_003488|NRIPH

167 Homo Sapiens - hsa_cire_0073808{NM_152824|DCP2

168 Homo Sapiens - hsa_cire_0005210{NM_031922|REPS1

169 Homo Sapiens - hsa_circ_0007785[NM_002847|PIK3C3
170 Homo Sapiens - hsa_circ_0101802{NM_002887|PNN

171 Homo Sapiens - hsa_cire_0072088{NM_018107|ZFR

172 Homo Sapiens - hsa_cire_0047232{NM_198128|LAMA3
173 Homo Sapiens - hsa_cire_0074407INM_020117|LARS

174 Homo Sapiens - hsa_circ_0003625]NM_007188|PICALM
175 Homo Sapiens - hsa_circ_0087234|NM_001180482iPCSKS
176 Homo Sapiens - hsa_circ_0009581 iNMﬁmzmglRERE

177 Homo Sapiens - hsa_circ_0120585]|NM_023038]ANKRA2
178 Homo Sapiens - hsa_circ_0001062{NM_198581[ZC3HS

179 Homo Sapiens - hsa_circ_0071210INM_001128282ILRBA
180 Homo Sapiens - hsa_circ_0053807INM_206843|LTBP1

181 Homo Saplens - hsa_circ_0007422INM_001172509{SATB2
182 Homo Sapiens - hsag_circ_(027966INM_032148|SLC41A2
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FIG. 28 {cont.)

. 183 Homo Sapiens - hsa_circ_0008030INM_C01114003[LSM14A
184 Homo Sapiens - hsa_cire_0001348]NM_207296|MBNLA1

185 Homo Sapiens - hsa_cire_0050547INM_005498|UBA2

. 186 Homo Sapiens - hsa_circ_J001058i{NM_173647|RNF149

. 187 Homo Sapiens - hsa_circ_00418623iINM_D15528|RNF167

188 Homo Sapiens - hsa_oire_0074030[NM_003062|SLIT3

. 188 Homo Sapiens - hsa_circ_00923321NM_032447|FBNS

. 180 Homo Sapiens - hsa_girc_0023028{NM_007168|PICALM

. 191 Homo Sapiens - hsa_circ_0007097|NM_022078|HERC4

. 192 Homo Sapiens - hsa_circ_D000185NM_G06085|BPNTH

. 193 Homo Sapiens - hsa_girc_{0001216iINM_001079538(BP1

. 194 Homo Sapiens - hsa_circ_0039908]NM_017803|DUS2L

. 1985 Homo Sapiens - hsa_girc_D075533]NM_008567|FARSZ

. 188 Homo Sapiens - hsa_circ_0001219|NM_153051|MTMR3

. 197 Homo Sapiens - hsa_circ_0008481{NM_015558|SETBP1

. 198 Homo Sapiens - hsa_girc_DO03195INM_C17735|TTC27

. 198 Homo Sapiens - hsa_circ_D057319{NM_C02210)ITGAV

200 Homo Sapiens - hsa_circ_D028700|NM_031157|HNRNPAY
201 Homo Sapiens - hsa_circ_B009155|NM_017748]AMBRAY

202 Homo Sapiens - hsa_circ_B005273|NM_001199848iPTK2

203 Homo Sapiens - hsa_girc_{0078264|NM_001020884{PLEKHGH
204 Homo Sapiens - hsa_circ_0071438|NM_017867|C4orf27

205 Homeo Sapiens - hsa_circ_0037127|NM_001243248INPRL3
206 Homeo Sapiens - hsa_circ_{142668|ENSTO0000455084 1{TTTY 10
207 Homo Sapiens - hsa_cire_J092337INM_033251|RPLI1S

208 Homo Sapiens - hsa_cirg_(0038881]NM_000034|ALDOA

208 Homeo Sapiens - hsa_circ_(002799|NM_007345|ZNF238

210 Homeo Sapiens - hsa_circ_0069877|NM_001144978IMTHFD2L
211 Homo Sapiens - hsa_cirg_B017872{NM_005028|PiP4K2A

212 Homo Sapiens - hsa_cirg_B003201{NM_020773|TBC1D14
213 Homo Sapiens - hsa_cire_(065149]NM_014150|SETD2

214 Homo Sapiens - hsa_cirg_0071681]NM_004237|TRIP13

215 Homo Sapiens - hsa_circ_[084842]NM_0010804161MYBL1
218 Homo Sapiens - hsa_cirg_3053317{NM_189193|BRE

217 Homo Sapiens - hsa_cire_B000443{NM_015335MED13L

218 Homo Sapiens - hsa_cire_0040726[NM_014615]KIAAD1T82
218 Homo Sapiens - hsa_cirg_0087331{NM_008077|TLEA

220 Homo Sapiens - hsa_cirg_0073842{NM_002715|PPP2CA

221 Homo Sapiens - hsa_cire_0013526{NM_008135|CAPZA

222 Homo Sapiens - hsa_cire_0131186[TCONG_00011401{TCONS_00011401
223 Homo Sapiens - hsa_cire_0004738[NM_022807|RANBP17
224 Homo Sapiens - hsa_circ_0026588{N0M_000880|ITGRBY

225 Homo Sapiens - hsa_circ_0081278|{NM_003488|NRIP1

226 Homo Sapiens - hsa_circ_00028189|NM_001284|AP3SH

227 Homo Sapiens - hsa_circ_0000807|NM_004145|MYOSB

228 Homo Sapiens - hsa_circ_0023115]NM_000852|GSTRM

229 Homo Sapiens - hsa_circ_0001818{NM_014754|PTDESH

230 Homo Sapiens - hsa_circ_0004128{NM_001005735|{CHEK2
231 Homo Sapiens - hsa_circ_0077108[NM_0010108441IRAK1BP1
232 Homo Sapiens - hsa_cire_0014724INR_036564{CCT3

233 Homo Sapiens - hsa_cire_0039826{NM_0168284|CNOTH

234 Homo Sapiens - hsa_cire_0075188{NM_022455|NSDH1

235 Homo Sapiens - hsa_circ_0123780IENSTO0000301831 4jULK4
236 Homo Sapiens - hsa_circ_0077032{NM_004370|COL12A1

237 Homo Sapiens - hsa_circ_008Y053|ENSTI0000359742 4|GRIPH
238 Homo Sapiens - hsa_circ_0002082|NR_002819|MALAT

239 Homo Sapiens - hsa_circ_0007335INM_001184783IVDAC2
240 Homo Sapiens - hsa_circ_0050124iINM_012181|FKBPS8

241 Homo Sapiens - hsa_circ_0005815|NM_DL4555|NFATCS



