ABSTRACT

Provided are a molecular marker, reference gene, and application and test kit thereof, and a
method for constructing a testing model. Using follow-up information for a comparison method,
the accuracy of the provided test kit in predicting the risk, in patients initially diagnosed as ER or
PR positive for breast cancer, of recurrence or death 3-10 years after surgery is 70%, and
accuracy in predicting a low-risk group and a high-risk group is 81.1% and 54.4%, respectively.
The corresponding accuracies in predicting the FFPE pathology test results are 71.9% and 56.8%,
respectively. The risk prediction model supporting the test kit requires only the Ct value of the
molecular marker, the patient's age, the pT stage, and the LN quantity, and does not need to rely
on other clinical pathology information; the model provides cancer prognosis assessment that is
better than the pathology prediction result alone, and reduces to a certain extent the occurrence of
improper treatment caused by erroneous pathology prediction, thus further improving the

technical method for cancer prognosis assessment.
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