<?xml version="1.0" encoding="UTF-8"?>
<IDOCTYPE ST26SequencelListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN"
"ST26Sequencelisting V1_3.dtd">
<ST26SequencelListing  dtdVersion="V1 3" fileName="G2936_ sequence.xml"
softwareName="WIPO Sequence" softwareVersion="2.2.0" productionDate="2023-05-08">
<ApplicantFileReference>G2936W0</ApplicantFileReference>
<EarliestPriorityApplicationIdentification>
<IPOfficeCode>JP</IPOfficeCode>
<ApplicationNumberText>2022-080165</ApplicationNumberText>
<FilingDate>2022-05-16</FilingDate>
</EarliestPriorityApplicationIdentification>
<ApplicantName languageCode="ja">%ILiktkXE4t</ApplicantName>
<ApplicantNamelLatin>Maruho Co., Ltd.</ApplicantNamelLatin>
<InventorName languageCode="en">HAYASHI Naoki</InventorName>
<InventionTitle languageCode="en">Composition for the Treatment of
Tinea</InventionTitle>
<SequenceTotalQuantity>21</SequenceTotalQuantity>
<SequenceData sequenceIDNumber="1">
<INSDSeqg>
<INSDSeq length>1268</INSDSeq length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq _division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..1268</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg2">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>Staphylococcus hominis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>agcttgctcctttgacgttagcggcggacgggtgagtaacacgtgggtaacctacctataagact
gggataacttcgggaaaccggagctaataccggataatatttcgaaccgcatggttcgatagtgaaagatggectttgectatca
cttatagatggacctgcgccgtattagctagttggtaaggtaacggcttaccaaggcaacgatacgtagccgacctgagaggg
tgatcggccacactggaactgagacacggtccagactcctacgggaggcagcagtagggaatcttccgcaatgggecgaaagec
tgacggagcaacgccgcgtgagtgatgaaggtcttcggatcgtaaaactctgttattagggaagaacaaacgtgtaagtaact
gtgcacgtcttgacggtacctaatcagaaagccacggctaactacgtgccagcageccgecggtaatacgtaggtggcaagegtt



atccggaattattgggcgtaaagcgcgecgtaggeggttttttaagtctgatgtgaaagcccacggctcaaccgtggagggtca
ttggaaactggaaaacttgagtgcagaagaggaaagtggaattccatgtgtagcggtgaaatgecgcagagatatggaggaaca
ccagtggcgaaggcgactttctggtctgtaactgacgctgatgtgcgaaagegtggggatcaaacaggattagataccctggt
agtccacgccgtaaacgatgagtgctaagtgttagggggtttccgeccccttagtgectgecagectaacgecattaagecactceccgcec
tggggagtacgaccgcaaggttgaaactcaaaggaattgacggggacccgcacaageggtggagcatgtggtttaattcgaag
caacgcgaagaaccttaccaaatcttgacatcctttgacccttctagagatagaagtttccccttcgggggacaaagtgacag
gtggtgcatggttgtcgtcagctcgtgtcgtgagatgttgggttaagtcccgcaacgagecgcaacccttaagettagttgeca
tcattaagttgggcactctaagttgactgccggtgacaaaccggaggaaggtggggatgacgtcaaatcatcatgecccttat
gatttgggctacacacgtgctacaatggacaatacaaagggcagcgaaaccgcgaggtcaagcaaatcccataaagttgttct
cagttcggattgtagtctgcaactcgactacatgaagctgg</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="2">
<INSDSeq>

<INSDSeq_length>1268</INSDSeq_length>

<INSDSeq _moltype>DNA</INSDSeq moltype>

<INSDSeq_division>PAT</INSDSeq_division>

<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_ location>1..1268</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg4">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_ value>Staphylococcus hominis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>agcttgctcctttgacgttagcggcggacgggtgagtaacacgtgggtaacctacctataagact
gggataacttcgggaaaccggagctaataccggataatatttcgaaccgcatggttcgatagtgaaagatggeccctgcectatca
cttatagatggacctgcgccgtattagctagttggtaaggtaacggcttaccaaggcaacgatacgtagccgacctgagaggsg
tgatcggccacactggaactgagacacggtccagactcctacgggaggcagcagtagggaatcttccgcaatgggecgaaagec
tgacggagcaacgccgcgtgagtgatgaaggtcttcggatcgtaaaactctgttattagggaagaacaaacgtgtaagtaact
gtgcacgtcttgacggtacctaatcagaaagccacggctaactacgtgccagcageccgeggtaatacgtaggtggcaagegtt
atccggaattattgggcgtaaagcgcgecgtaggeggttttttaagtctgatgtgaaagcccacggctcaaccgtggagggtca
ttggaaactggaaaacttgagtgcagaagaggaaagtggaattccatgtgtagcggtgaaatgcgcagagatatggaggaaca
ccagtggcgaaggcgactttctggtctgtaactgacgctgatgtgcgaaagecgtggggatcaaacaggattagataccctggt
agtccacgccgtaaacgatgagtgctaagtgttagggggtttccgeccccttagtgetgcagectaacgecattaagcactccgcec
tggggagtacgaccgcaaggttgaaactcaaaggaattgacggggacccgcacaageggtggagecatgtggtttaattcgaag



caacgcgaagaaccttaccaaatcttgacatcctttgacccttctagagatagaagtttccccttcgggggacaaagtgacag
gtggtgcatggttgtcgtcagctcgtgtcgtgagatgttgggttaagtcccgcaacgagecgcaacccttaagettagttgeca
tcattaagttgggcactctaagttgactgccggtgacaaaccggaggaaggtggggatgacgtcaaatcatcatgecccttat
gatttgggctacacacgtgctacaatggacaatacaaagggcagcgaaaccgcgaggtcaagcaaatcccataaagttgttct
cagttcggattgtagtctgcaactcgactacatgaagctgg</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="3">
<INSDSeqg>
<INSDSeq length>1268</INSDSeq length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..1268</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg6">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>Staphylococcus hominis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>agcttgctcctttgacgttagcggcggacgggtgagtaacacgtgggtaacctacctataagact
gggataacttcgggaaaccggagctaataccggataatatttcgaaccgcatggttcgatagtgaaagatggectttgectatca
cttatagatggacctgcgccgtattagctagttggtaaggtaacggcttaccaaggcaacgatacgtagccgacctgagaggg
tgatcggccacactggaactgagacacggtccagactcctacgggaggcagcagtagggaatcttccgcaatgggecgaaagec
tgacggagcaacgccgcgtgagtgatgaaggtcttcggatcgtaaaactctgttattagggaagaacaaacgtgtaagtaact
gtgcacgtcttgacggtacctaatcagaaagccacggctaactacgtgccagcageccgecggtaatacgtaggtggcaagegtt
atccggaattattgggcgtaaagcgcgecgtaggeggttttttaagtctgatgtgaaagcccacggctcaaccgtggagggtca
ttggaaactggaaaacttgagtgcagaagaggaaagtggaattccatgtgtagcggtgaaatgecgcagagatatggaggaaca
ccagtggcgaaggcgactttctggtctgtaactgacgctgatgtgcgaaagecgtggggatcaaacaggattagataccctggt
agtccacgccgtaaacgatgagtgctaagtgttagggggtttccgeccccttagtgectgecagectaacgecattaagecactceccgec
tggggagtacgaccgcaaggttgaaactcaaaggaattgacggggacccgcacaageggtggagcatgtggtttaattcgaag
caacgcgaagaaccttaccaaatcttgacatcctttgacccttctagagatagaagtttccccttcgggggacaaagtgacag
gtggtgcatggttgtcgtcagctcgtgtcgtgagatgttgggttaagtcccgcaacgagecgcaacccttaagettagttgeca
tcattaagttgggcactctaagttgactgccggtgacaaaccggaggaaggtggggatgacgtcaaatcatcatgecccttat
gatttgggctacacacgtgctacaatggacaatacaaagggcagcgaaaccgcgaggtcaagcaaatcccataaagttgttct
cagttcggattgtagtctgcaactcgactacatgaagttgg</INSDSeq sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="4">
<INSDSeq>
<INSDSeq_length>1268</INSDSeq_length>
<INSDSeq _moltype>DNA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature location>1..1268</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg8">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_ value>Staphylococcus hominis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>agcttgctcctttgacgttagcggcggacgggtgagtaacacgtgggtaacctacctataagact
gggataacttcgggaaaccggagctaataccggataatatttcgaaccgcatggttcgatagtgaaagatggctctgcectatca
cttatagatggacctgcgccgtattagctagttggtaaggtaacggcttaccaaggcaacgatacgtagccgacctgagaggsg
tgatcggccacactggaactgagacacggtccagactcctacgggaggcagcagtagggaatcttccgecaatgggecgaaagec
tgacggagcaacgccgcgtgagtgatgaaggtcttcggatcgtaaaactctgttattagggaagaacaaacgtgtaagtaact
gtgcacgtcttgacggtacctaatcagaaagccacggctaactacgtgccagcageccgeggtaatacgtaggtggcaagegtt
atccggaattattgggcgtaaagcgcgecgtaggeggttttttaagtctgatgtgaaagcccacggctcaaccgtggagggtca
ttggaaactggaaaacttgagtgcagaagaggaaagtggaattccatgtgtagcggtgaaatgcgcagagatatggaggaaca
ccagtggcgaaggcgactttctggtctgtaactgacgctgatgtgcgaaagecgtggggatcaaacaggattagataccctggt
agtccacgccgtaaacgatgagtgctaagtgttagggggtttccgeccccttagtgetgcagectaacgecattaagecactccgcec
tggggagtacgaccgcaaggttgaaactcaaaggaattgacggggacccgcacaageggtggagecatgtggtttaattcgaag
caacgcgaagaaccttaccaaatcttgacatcctttgacccttctagagatagaagtttccccttcgggggacaaagtgacag
gtggtgcatggttgtcgtcagctcgtgtcgtgagatgttgggttaagtcccgcaacgagecgcaacccttaagettagttgeca
tcattaagttgggcactctaagttgactgccggtgacaaaccggaggaaggtggggatgacgtcaaatcatcatgecccttat
gatttgggctacacacgtgctacaatggacaatacaaagggcagcgaaaccgcgaggtcaagcaaatcccataaagttgttct
cagttcggattgtagtctgcaactcgactacatgaagctgg</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="5">
<INSDSeqg>
<INSDSeq length>1268</INSDSeq length>



<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq _division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..1268</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qgl1e@">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>Staphylococcus hominis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>agcttgctcctttgacgttagcggcggacgggtgagtaacacgtaggtaacctacctataagact
gggataacttcgggaaaccggagctaataccggataatatttcgaaccgcatggttcgatagtgaaagatggectttgectatca
cttatagatggacctgcgccgtattagctagttggtaaggtaacggcttaccaaggcaacgatacgtagccgacctgagaggg
tgatcggccacactggaactgagacacggtccagactcctacgggaggcagcagtagggaatcttccgcaatgggcgaaagcec
tgacggagcaacgccgcgtgagtgatgaaggtcttcggatcgtaaaactctgttattagggaagaacaaacgtgtaagtaact
gtgcacgtcttgacggtacctaatcagaaagccacggctaactacgtgccagcageccgecggtaatacgtaggtggcaagegtt
atccggaattattgggcgtaaagcgcgecgtaggeggttttttaagtctgatgtgaaagcccacggctcaaccgtggagggtca
ttggaaactggaaaacttgagtgcagaagaggaaagtggaattccatgtgtagcggtgaaatgecgcagagatatggaggaaca
ccagtggcgaaggcgactttctggtctgtaactgacgctgatgtgcgaaagecgtggggatcaaacaggattagataccctggt
agtccacgccgtaaacgatgagtgctaagtgttagggggtttccgeccccttagtgectgecagectaacgecattaagecactceccgcec
tggggagtacgaccgcaaggttgaaactcaaaggaattgacggggacccgcacaageggtggagcatgtggtttaattcgaag
caacgcgaagaaccttaccaaatcttgacatcctttgacccttctagagatagaagtttccccttcgggggacaaagtgacag
gtggtgcatggttgtcgtcagctcgtgtcgtgagatgttgggttaagtcccgcaacgagecgcaacccttaagettagttgeca
tcattaagttgggcactctaagttgactgccggtgacaaaccggaggaaggtggggatgacgtcaaatcatcatgecccttat
gatttgggctacacacgtgctacaatggacaatacaaagggcagcgaaaccgcgaggtcaagcaaatcccataaagttgttct
cagttcggattgtagtctgcaactcgactacatgaagctgg</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="6">
<INSDSeq>

<INSDSeq_length>1268</INSDSeq_length>

<INSDSeq _moltype>DNA</INSDSeq moltype>

<INSDSeq_division>PAT</INSDSeq_division>

<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_ location>1..1268</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg12">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_ value>Staphylococcus hominis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>agcttgctcctttgacgttagcggcggacgggtgagtaacacgtaggtaacctacctataagact
gggataacttcgggaaaccggagctaataccggataatatttcgaaccgcatggttcgatagtgaaagatggectttgctatca
cttatagatggacctgcgccgtattagctagttggtaaggtaacggcttaccaaggcaacgatacgtagccgacctgagaggsg
tgatcggccacactggaactgagacacggtccagactcctacgggaggcagcagtagggaatcttccgecaatgggecgcaagec
tgacggagcaacgccgecgtgagtgatgaaggtcttcggatcgtaaaactctgttattagggaagaacaaacgtgtaagtaact
gtgcacgtcttgacggtacctaatcagaaagccacggctaactacgtgccagcageccgeggtaatacgtaggtggcaagegtt
atccggaattattgggcgtaaagcgcgecgtaggeggttttttaagtctgatgtgaaagcccacggctcaaccgtggagggtca
ttggaaactggaaaacttgagtgcagaagaggaaagtggaattccatgtgtagcggtgaaatgcgcagagatatggaggaaca
ccagtggcgaaggcgactttctggtctgtaactgacgctgatgtgcgaaagecgtggggatcaaacaggattagataccctggt
agtccacgccgtaaacgatgagtgctaagtgttagggggtttccgeccccttagtgetgcagectaacgecattaagcactccgec
tggggagtacgaccgcaaggttgaaactcaaaggaattgacggggacccgcacaageggtggagecatgtggtttaattcgaag
caacgcgaagaaccttaccaaatcttgacatcctttgacccttctagagatagaagtttccccttcgggggacaaagtgacag
gtggtgcatggttgtcgtcagctcgtgtcgtgagatgttgggttaagtcccgcaacgagecgcaacccttaagettagttgeca
tcattaagttgggcactctaagttgactgccggtgacaaaccggaggaaggtggggatgacgtcaaatcatcatgecccttat
gatttgggctacacacgtgctacaatggacaatacaaagggcagcgaaaccgcgaggtcaagcaaatcccataaagttgttct
cagttcggattgtagtctgcaactcgactacatgaagctgg</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="7">
<INSDSeqg>

<INSDSeq length>1267</INSDSeq length>

<INSDSeq_moltype>DNA</INSDSeq_moltype>

<INSDSeq division>PAT</INSDSeq_division>

<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..1267</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>



<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q14">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>Staphylococcus hominis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>agcttgctcctttgacgttagcggcggacgggtgagtaacacgtaggtaacctacctataagact
gggataacttcgggaaaccggagctaataccggataatatttcgaaccgcatggttcgatagtgaaagatggectttgectatca
cttatagatggacctgcgccgtattagctagttggtaaggtaacggcttaccaaggcaacgatacgtagccgacctgagaggg
tgatcggccacactggaactgagacacggtccagactcctacgggaggcagcagtagggaatcttccgcaatgggecgaaagec
tgacggagcaacgccgcgtgagtgatgaaggtcttcggatcgtaaaactctgttattagggaagaacaaacgtgtaagtaact
gtgcacgtcttgacggtacctaatcagaaagccacggctaactacgtgccagcageccgecggtaatacgtaggtggcaagegtt
atccggattattgggcgtaaagcgecgecgtaggeggttttttaagtctgatgtgaaagcccacggectcaaccgtggagggtcat
tggaaactggaaaacttgagtgcagaagaggaaagtggaattccatgtgtagecggtgaaatgcgcagagatatggaggaacac
cagtggcgaaggcgactttctggtctgtaactgacgctgatgtgcgaaagegtggggatcaaacaggattagataccctggta
gtccacgccgtaaacgatgagtgctaagtgttagggggtttccgecccttagtgectgecagectaacgecattaagecacteccgect
ggggagtacgaccgcaaggttgaaactcaaaggaattgacggggacccgcacaageggtggagecatgtggtttaattcgaagce
aacgcgaagaaccttaccaaatcttgacatcctttgacccttctagagatagaagtttccccttcgggggacaaagtgacagg
tggtgcatggttgtcgtcagctcgtgtcgtgagatgttgggttaagtcccgcaacgagecgcaacccttaagettagttgecat
cattaagttgggcactctaagttgactgccggtgacaaaccggaggaaggtggggatgacgtcaaatcatcatgecccttatg
atttgggctacacacgtgctacaatggacaatacaaagggcagcgaaaccgcgaggtcaagcaaatcccataaagttgttctc
agttcggattgtagtctgcaactcgactacatgaagctgg</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="8">
<INSDSeq>

<INSDSeq_length>1269</INSDSeq_length>

<INSDSeq _moltype>DNA</INSDSeq moltype>

<INSDSeq_division>PAT</INSDSeq_division>

<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_ location>1..1269</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier value>

</INSDQualifier>
<INSDQualifier id="qgl16">



<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_ value>Staphylococcus hominis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>agcttgctcctttgacgttagcggcggacgggtgagtaacacgtaggtaacctacctataagact
gggataacttcgggaaaccggagctaataccggataatatttcgaaccgcatggttcgatagtgaaagatggectttgcectatca
cttatagatggacctgcgccgtattagctagttggtaaggtaacggcttaccaaggcaacgatacgtagccgacctgagaggsg
tgatcggccacactggaactgagacacggtccagactcctacgggaggcagcagtagggaatcttccgecaatgggecgaaagec
tgacggagcaacgccgcgtgagtgatgaaggtcttcggatcgtaaaactctgttattagggaagaacaaacgtgtaagtaact
gtgcacgtcttgacggtacctaatcagaaagccacggctaactacgtgccagcageccgeggtaatacgtaggtggcaagegtt
atccggaattattgggcgtaaagcgcgecgtaggeggttttttaagtctgatgtgaaagcccacggctcaaccgtggagggtca
ttggaaactggaaaacttgagtgcagaagaggaaagtggaattccatgtgtagcggtgaaatgcgcagagatatggaggaaca
ccagtggcgaaggcgactttctggtctgtaactgacgctgatgtgcgaaagecgtggggatcaaacaggattagataccctggt
agtccacgccgtaaacgatgagtgctaagtgttagggggtttccgecccttagtgetgcagectaacgecattaagcactccgcec
tggggagtacgaccgcaaggttgaaactcaaaggaattgacggggacccgcacaageggtggagecatgtggtttaattcgaag
caacgcgaagaaccttaccaaatcttgacatcctttgacccttctagagatagaagtttccccttcgggggacaaagtgacag
gtggtgcatggttgtcgtcagctcgtgtcgtgagatgttgggttaagtcccgcaacgagecgcaacccttaagettagttgeca
tcattaagttgggcactctaagttgactgccggtgacaaaccggaggaaggtggggatgacgtcaaatcatcatgecccttat
gatttgggctacacacgtgctacaatggacaatacaaaagggcagcgaaaccgcgaggtcaagcaaatcccataaagttgttc
tcagttcggattgtagtctgcaactcgactacatgaagctgg</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="9">
<INSDSeqg>

<INSDSeq length>1269</INSDSeq length>

<INSDSeq_moltype>DNA</INSDSeq_moltype>

<INSDSeq _division>PAT</INSDSeq_division>

<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..1269</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q18">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>Staphylococcus hominis</INSDQualifier_value>
</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>agcttgctcctttgacgttagcggcggacgggtgagtaacacgtaggtaacctacctataagact
gggataacttcgggaaaccggagctaataccggataatatttcgaaccgcatggttcgatagtgaaagatggectttgectatca
cttatagatggacctgcgccgtattagctagttggtaaggtaacggcttaccaaggcaacgatacgtagccgacctgagaggg
tgatcggccacactggaactgagacacggtccagactcctacgggaggcagcagtagggaatcttccgcaatgggcgaaagcec
tgacggagcaacgccgcgtgagtgatgaaggtcttcggatcgtaaaactctgttattagggaagaacaaacgtgtaagtaact
gtgcacgtcttgacggtacctaatcagaaagccacggctaactacgtgccagcageccgecggtaatacgtaggtggcaagegtt
atccggaattattgggcgtaaagcgcgecgtaggeggttttttaagtctgatgtgaaagcccacggctcaaccgtggagggtca
ttggaaactggaaaacttgagtgcagaagaggaaagtggaattccatgtgtagcggtgaaatgecgcagagatatggaggaaca
ccagtggcgaaggcgactttctggtctgtaactgacgctgatgtgcgaaagegtggggatcaaacaggattagataccctggt
agtccacgccgtaaacgatgagtgctaagtgttagggggtttccgeccccttagtgectgecagectaacgecattaagecactceccgcec
tggggagtacgaccgcaaggttgaaactcaaaggaattgacggggacccgcacaageggtggagcatgtggtttaattcgaag
caacgcgaagaaccttaccaaatcttgacatcctttgacccttctagagatagaagtttccccttcgggggacaaagtgacag
gtggtgcatggttgtcgtcagctcgtgtcgtgagatgttgggttaagtcccgcaacgagecgcaacccttaagettagttgeca
tcattaagttgggcactctaagttgactgccggtgacaaaccggaggaaggtggggatgacgtcaaatcatcatgecccttat
gatttgggctacacacgtgctacaatggacaatacaaagggcagcgaaaccgcgaggtcaagcaaatcccataaagttgttct
cagttcgggattgtagtctgcaactcgactacatgaagctgg</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="10">
<INSDSeq>

<INSDSeq_length>1268</INSDSeq_length>

<INSDSeq _moltype>DNA</INSDSeq moltype>

<INSDSeq_division>PAT</INSDSeq_division>

<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_ location>1..1268</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg20">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>Staphylococcus haemolyticus</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>agcttgctcctttgacgttagcggcggacgggtgagtaacacgtgggtaacctacctataagact



gggataacttcgggaaaccggagctaataccggataatatttcgaaccgcatggttcgatagtgaaagatggttttgctatca
cttatagatggacccgcgccgtattagctagttggtaaggtaacggcttaccaaggcgacgatacgtageccgacctgagaggsg
tgatcggccacactggaactgagacacggtccagactcctacgggaggcagcagtagggaatcttccgcaatgggecgaaagec
tgacggagcaacgccgcgtgagtgatgaaggtcttcggatcgtaaaactctgttattagggaagaacatacgtgtaagtaact
atgcacgtcttgacggtacctaatcagaaagccacggctaactacgtgccagcageccgeggtaatacgtaggtggcaagegtt
atccggaattattgggcgtaaagcgcgecgtaggeggttttttaagtctgatgtgaaagcccacggctcaaccgtggagggtca
ttggaaactggaaaacttgagtgcagaagaggaaagtggaattccatgtgtagcggtgaaatgcgcagagatatggaggaaca
ccagtggcgaaggcgactttctggtctgtaactgacgctgatgtgcgaaagecgtggggatcaaacaggattagataccctggt
agtccacgccgtaaacgatgagtgctaagtgttagggggtttccgecccttagtgetgcagectaacgecattaagcactccgcec
tggggagtacgaccgcaaggttgaaactcaaaggaattgacggggacccgcacaageggtggagecatgtggtttaattcgaag
caacgcgaagaaccttaccaaatcttgacatcctttgacaactctagagatagagccttccccttcgggggacaaagtgacag
gtggtgcatggttgtcgtcagctcgtgtcgtgagatgttgggttaagtcccgcaacgagecgcaacccttaagettagttgeca
tcattaagttgggcactctaagttgactgccggtgacaaaccggaggaaggtggggatgacgtcaaatcatcatgecccttat
gatttgggctacacacgtgctacaatggacaatacaaagggcagcgaaaccgcgaggtcaagcaaatcccataaagttgttct
cagttcggattgtagtctgcaactcgactacatgaagctgg</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="11">
<INSDSeqg>

<INSDSeq length>1268</INSDSeq length>

<INSDSeq_moltype>DNA</INSDSeq_moltype>

<INSDSeq _division>PAT</INSDSeq_division>

<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..1268</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g22">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>Staphylococcus haemolyticus</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>agcttgctcctttgacgttagcggcggacgggtgagtaacacgtgggtaacctacctataagact
gggataacttcgggaaaccggagctaatactggataatatttcgaaccgcatggttcgatagtgaaagatggttttgectatca
cttatagatggacccgcgccgtattagctagttggtaaggtaacggcttaccaaggcgacgatacgtageccgacctgagaggsg
tgatcggccacactggaactgagacacggtccagactcctacgggaggcagcagtagggaatcttccgcaatgggecgaaagec
tgacggagcaacgccgcgtgagtgatgaaggtcttcggatcgtaaaactctgttattagggaagaacatacgtgtaagtaact
atgcacgtcttgacggtacctaatcagaaagccacggctaactacgtgccagcageccgecggtaatacgtaggtggcaagegtt



atccggaattattgggcgtaaagcgcgecgtaggeggttttttaagtctgatgtgaaagcccacggctcaaccgtggagggtca
ttggaaactggaaaacttgagtgcagaagaggaaagtggaattccatgtgtagcggtgaaatgecgcagagatatggaggaaca
ccagtggcgaaggcgactttctggtctgtaactgacgctgatgtgcgaaagegtggggatcaaacaggattagataccctggt
agtccacgccgtaaacgatgagtgctaagtgttagggggtttccgeccccttagtgectgecagectaacgecattaagecactceccgcec
tggggagtacgaccgcaaggttgaaactcaaaggaattgacggggacccgcacaageggtggagcatgtggtttaattcgaag
caacgcgaagaaccttaccaaatcttgacatcctttgacaactctagagatagagccttccccttcgggggacaaagtgacag
gtggtgcatggttgtcgtcagctcgtgtcgtgagatgttgggttaagtcccgcaacgagecgcaacccttaagettagttgeca
tcattaagttgggcactctaagttgactgccggtgacaaaccggaggaaggtggggatgacgtcaaatcatcatgecccttat
gatttgggctacacacgtgctacaatggacaatacaaagggcagcgaaaccgcgaggtcaagcaaatcccataaagttgttct
cagttcggattgtagtctgcaactcgactacatgaagctgg</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="12">
<INSDSeq>

<INSDSeq_length>1268</INSDSeq_length>

<INSDSeq _moltype>DNA</INSDSeq moltype>

<INSDSeq_division>PAT</INSDSeq_division>

<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_ location>1..1268</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg24">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>Staphylococcus haemolyticus</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>agcttgctcctttgacgttagcggcggacgggtgagtaacacgtgggtaacctacctataagact
gggataacttcgggaaaccggagctaataccggataatatttcaaaccgcatggttcgatagtgaaagatggttttgctatca
cttatagatggacccgcgccgtattagctagttggtaaggtaacggcttaccaaggcgacgatacgtageccgacctgagaggsg
tgatcggccacactggaactgagacacggtccagactcctacgggaggcagcagtagggaatcttccgcaatgggecgaaagec
tgacggagcaacgccgcgtgagtgatgaaggtcttcggatcgtaaaactctgttattagggaagaacatacgtgtaagtaact
atgcacgtcttgacggtacctaatcagaaagccacggctaactacgtgccagcageccgeggtaatacgtaggtggcaagegtt
atccggaattattgggcgtaaagcgcgecgtaggeggttttttaagtctgatgtgaaagcccacggctcaaccgtggagggtca
ttggaaactggaaaacttgagtgcagaagaggaaagtggaattccatgtgtagcggtgaaatgcgcagagatatggaggaaca
ccagtggcgaaggcgactttctggtctgtaactgacgctgatgtgcgaaagecgtggggatcaaacaggattagataccctggt
agtccacgccgtaaacgatgagtgctaagtgttagggggtttccgeccccttagtgetgcagectaacgecattaagcactccgcec
tggggagtacgaccgcaaggttgaaactcaaaggaattgacggggacccgcacaageggtggagecatgtggtttaattcgaag



caacgcgaagaaccttaccaaatcttgacatcctttgacaactctagagatagagccttccccttcgggggacaaagtgacag
gtggtgcatggttgtcgtcagctcgtgtcgtgagatgttgggttaagtcccgcaacgagecgcaacccttaagettagttgeca
tcattaagttgggcactctaagttgactgccggtgacaaaccggaggaaggtggggatgacgtcaaatcatcatgecccttat
gatttgggctacacacgtgctacaatggacaatacaaagggcagcgaaaccgcgaggtcaagcaaatcccataaagttgttct
cagttcggattgtagtctgcaactcgactacatgaagctgg</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="13">
<INSDSeqg>
<INSDSeq length>1268</INSDSeq length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..1268</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg26">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>Staphylococcus haemolyticus</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>agcttgctcctttgacgttagcggcggacgggtgagtaacacgtgggtaacctacctataagact
gggataacttcgggaaaccggagctaataccggataatatttcgaaccgcatggttcgatagtgaaagatggttttgectatca
cttatagatggacccgcgccgtattagctagttggtaaggtaacggcttaccaaggcgacgatacgtagccgacctgagaggg
tgatcggccacactggaactgagacacggtccagactcctacgggaggcagcagtagggaatcttccgcaatgggecgaaagec
tgacggagcaacgccgcgtgagtgatgaaggtcttcggatcgtaaaactctgttattagggaagaacatacgtgtaagtaact
gtgcacgtcttgacggtacctaatcagaaagccacggctaactacgtgccagcageccgecggtaatacgtaggtggcaagegtt
atccggaattattgggcgtaaagcgcgecgtaggeggttttttaagtctgatgtgaaagcccacggctcaaccgtggagggtca
ttggaaactggaaaacttgagtgcagaagaggaaagtggaattccatgtgtagcggtgaaatgecgcagagatatggaggaaca
ccagtggcgaaggcgactttctggtctgtaactgacgctgatgtgcgaaagecgtggggatcaaacaggattagataccctggt
agtccacgccgtaaacgatgagtgctaagtgttagggggtttccgeccccttagtgectgecagectaacgecattaagecactceccgec
tggggagtacgaccgcaaggttgaaactcaaaggaattgacggggacccgcacaageggtggagcatgtggtttaattcgaag
caacgcgaagaaccttaccaaatcttgacatcctttgacaactctagagatagagctttccccttcgggggacaaagtgacag
gtggtgcatggttgtcgtcagctcgtgtcgtgagatgttgggttaagtcccgcaacgagecgcaacccttaagettagttgeca
tcattaagttgggcactctaagttgactgccggtgacaaaccggaggaaggtggggatgacgtcaaatcatcatgecccttat
gatttgggctacacacgtgctacaatggacaatacaaagggcagcgaaaccgcgaggtcaagcaaatcccataaagttgttct
cagttcggattgtagtctgcaactcgactacatgaagctgg</INSDSeq sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="14">
<INSDSeq>
<INSDSeq_length>1268</INSDSeq_length>
<INSDSeq _moltype>DNA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature location>1..1268</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg28">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>Staphylococcus haemolyticus</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>agcttgctcctttgacgttagcggcggacgggtgagtaacacgtgggtaacctacctataagact
gggataacttcgggaaaccggagctaataccggataatatttcgaaccgcatggttcgatagtgaaagatggttttgctatca
cttatagatggacccgcgccgtattagctagttggtaaggtaacggcttaccaaggcgacgatacgtageccgacctgagaggsg
tgatcggccacactggaactgagacacggtccagactcctacgggaggcagcagtagggaatcttccgecaatgggecgaaagec
tgacggagcaacgccgcgtgagtgatgaaggtcttcggatcgtaaaactctgttattagggaagaacatacgtgtaagtaact
gtgcacgtcttgacggtacctaatcagaaagccacggctaactacgtgccagcageccgeggtaatacgtaggtggcaagegtt
atccggaattattgggcgtaaagcgcgecgtaggeggttttttaagtctgatgtgaaagcccacggctcaaccgtggagggtca
ttggaaactggaaaacttgagtgcagaagaggaaagtggaattccatgtgtagcggtgaaatgcgcagagatatggaggaaca
ccagtggcgaaggcgactttctggtctgtaactgacgctgatgtgcgaaagecgtggggatcaaacaggattagataccctggt
agtccacgccgtaaacgatgagtgctaagtgttagggggtttccgeccccttagtgetgcagectaacgecattaagecactccgcec
tggggagtacgaccgcaaggttgaaactcaaaggaattgacggggacccgcacaageggtggagecatgtggtttaattcgaag
caacgcgaagaaccttaccaaatcttgacatcctttgacaactctagagatagagccttccccttcgggggacaaagtgacag
gtggtgcatggttgtcgtcagctcgtgtcgtgagatgttgggttaagtcccgcaacgagecgcaacccttaagettagttgeca
tcattaagttgggcactctaagttgactgccggtgacaaaccggaggaaggtggggatgacgtcaaatcatcatgecccttat
gatttgggctacacacgtgctacaatggacaatacaaagggcagcgaaaccgcgaggtcaagcaaatcccataaagttgttct
cagttcggattgtagtctgcaactcgactacatgaagctgg</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="15">
<INSDSeqg>
<INSDSeq length>1268</INSDSeq length>



<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq _division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..1268</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg30">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>Staphylococcus haemolyticus</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>agcttgctcctttgacgttagcggcggacgggtgagtaacacgtgggtaacctacctataagact
gggataacttcgggaaaccggagctaataccggataatatttcgaaccgcatggttcgatagtgaaagatggttttgectatca
cttatagatggacccgcgccgtattagctagttggtaaggtaacggcttaccaaggcgacgatacgtageccgacctgagaggg
tgatcggccacactggaactgagacacggtccagactcctacgggaggcagcagtagggaatcttccgcaatgggcgaaagcec
tgacggagcaacgccgcgtgagtgatgaaggtcttcggatcgtaaaactctgttattagggaagaacatacgtgtaagtaact
gtgcacgtcttgacggtacctaatcagaaagccacggctaactacgtgccagcageccgecggtaatacgtaggtggcaagegtt
atccggaattattgggcgtaaagcgcgecgtaggeggttttttaagtctgatgtgaaagcccacggctcaaccgtggagggtca
ttggaaactggaaaacttgagtgcagaagaggaaagtggaattccatgtgtagcggtgaaatgecgcagagatatggaggaaca
ccagtggcgaaggcgactttctggtctgtaactgacgctgatgtgcgaaagecgtggggatcaaacaggattagataccctggt
agtccacgccgtaaacgatgagtgctaagtgttagggggtttccgeccccttagtgectgecagectaacgecattaagecactceccgcec
tggggagtacgaccgcaaggttgaaactcaaaggaattgacggggacccgcacaageggtggagcatgtggtttaattcgaag
caacgcgaagaaccttaccaaatcttgacatcctttgacaactctagagatagagctttccccttcgggggacaaagtgacag
gtggtgcatggttgtcgtcagctcgtgtcgtgagatgttgggttaagtcccgcaacgagecgcaacccttaagettagttgeca
tcattaagttgggcactctaagttgactgccggtgacaaaccggaggaaggtggggatgacgtcaaatcatcatgecccttat
gatttgggctacacacgtgctacaatggacaatacaaagggtagcgaaaccgcgaggtcaagcaaatcccataaagttgttct
cagttcggattgtagtctgcaactcgactacatgaagctgg</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="16">
<INSDSeq>

<INSDSeq_length>1267</INSDSeq_length>

<INSDSeq _moltype>DNA</INSDSeq moltype>

<INSDSeq_division>PAT</INSDSeq_division>

<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_ location>1..1267</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg32">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>Staphylococcus haemolyticus</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>agcttgctcctttgacgttagcggcggacgggtgagtaacacgtgggtaacctacctataagact
gggataacttcgggaaaccggagctaataccggataatatttcgaaccgcatggttcgatagtgaaagatggttttgctatca
cttatagatggacccgcgccgtattagctagttggtaaggtaacggcttaccaaggcgacgatacgtageccgacctgagaggsg
tgatcggccacactggaactgagacacggtccagactcctacgggaggcagcagtagggaatcttccgcaatgggecgaaagec
tgacggagcaacgccgecgtgagtgatgaaggtcttcggatcgtaaaactctgttattagggaagaacatacgtgtaagtaact
gtgcacgtcttgacggtacctaatcagaaagccacggctaactacgtgccagcageccgeggtaatacgtaggtggcaagegtt
atccggaattattgggcgtaaagcgcgecgtaggeggttttttaagtctgatgtgaaagcccacggctcaaccgtggagggtca
ttggaaactggaaaacttgagtgcagaagaggaaagtggaattccatgtgtagcggtgaaatgcgcagagatatggaggaaca
ccagtggcgaaggcgactttctggtctgtaactgacgctgatgtgcgaaagecgtggggatcaaacaggattagataccctggt
agtccacgccgtaaacgatgagtgctaagtgttagggggtttccgeccccttagtgetgcagectaacgecattaagcactccgec
tggggagtacgaccgcaaggttgaaactcaaaggaattgacggggacccgcacaageggtggagecatgtggtttaattcgaag
caacgcgaagaaccttaccaaatcttgacatcctttgacaactctagagatagagctttccccttcgggggacaaagtgacag
gtggtgcatggttgtcgtcagctcgtgtcgtgagatgttgggttaagtcccgcaacgagecgcaacccttaagettagttgeca
tcattaagttgggcactctaagttgactgccggtgacaaaccggaggaaggtgggggatgacgtcaaatcatcatgeccctta
tgatttgggctacacacgtgctacaatggacaatacaaagggcagcgaaacccgecgaggtcaagcaatcccataagttgtctc
agttcgggattgtagtctgcaactcgactacatgagctgg</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="17">
<INSDSeqg>

<INSDSeq length>1268</INSDSeq length>

<INSDSeq_moltype>DNA</INSDSeq_moltype>

<INSDSeq division>PAT</INSDSeq_division>

<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..1268</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>



<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg34">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>Staphylococcus warneri</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>agcttgctcctttgacgttagcggcggacgggtgagtaacacgtggataacctacctataagact
gggataacttcgggaaaccggagctaataccggataacatattgaaccgcatggttcaatagtgaaaggecggetttgetgtca
cttatagatggatccgcgccgtattagctagttggtaaggtaacggcttaccaaggcaacgatacgtagccgacctgagaggsg
tgatcggccacactggaactgagacacggtccagactcctacgggaggcagcagtagggaatcttccgcaatgggecgaaagec
tgacggagcaacgccgcgtgagtgatgaaggtcttcggatcgtaaaactctgttatcagggaagaacaaatgtgtaagtaact
gtgcacatcttgacggtacctgatcagaaagccacggctaactacgtgccagcageccgecggtaatacgtaggtggcaagegtt
atccggaattattgggcgtaaagcgcgecgtaggeggttttttaagtctgatgtgaaagcccacggctcaaccgtggagggtca
ttggaaactggaaaacttgagtgcagaagaggaaagtggaattccatgtgtagcggtgaaatgecgcagagatatggaggaaca
ccagtggcgaaggcgactttctggtctgtaactgacgctgatgtgcgaaagegtggggatcaaacaggattagataccctggt
agtccacgccgtaaacgatgagtgctaagtgttagggggtttccgeccccttagtgectgecagectaacgecattaagecactceccgcec
tggggagtacgaccgcaaggttgaaactcaaaggaattgacggggacccgcacaageggtggagcatgtggtttaattcgaag
caacgcgaagaaccttaccaaatcttgacatcctttgaccgctctagagatagagtcttccccttcgggggacaaagtgacag
gtggtgcatggttgtcgtcagctcgtgtcgtgagatgttgggttaagtcccgcaacgagecgcaacccttaagettagttgeca
tcattaagttgggcactctaagttgactgccggtgacaaaccggaggaaggtggggatgacgtcaaatcatcatgecccttat
gatttgggctacacacgtgctacaatggacaatacaaagggcagctaaaccgcgaggtcaagcaaatcccataaagttgttct
cagttcggattgtagtctgcaactcgactacatgaagctgg</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="18">
<INSDSeq>

<INSDSeq_length>1268</INSDSeq_length>

<INSDSeq _moltype>DNA</INSDSeq moltype>

<INSDSeq_division>PAT</INSDSeq_division>

<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature location>1..1268</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier value>

</INSDQualifier>
<INSDQualifier id="qg36">



<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_ value>Staphylococcus warneri</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>agcttgctcctttgacgttagcggcggacgggtgagtaacacgtggataacgtacctataagact
gggataacttcgggaaaccggagctaataccggataacatattgaaccgcatggttcaatagtgaaaggecggetttgetgtca
cttatagatggatccgcgccgtattagctagttggtaaggtaacggcttaccaaggcaacgatacgtagccgacctgagaggsg
tgatcggccacactggaactgagacacggtccagactcctacgggaggcagcagtagggaatcttccgecaatgggecgaaagec
tgacggagcaacgccgcgtgagtgatgaaggtcttcggatcgtaaaactctgttatcagggaagaacaaatgtgtaagtaact
gtgcacatcttgacggtacctgatcagaaagccacggctaactacgtgccagcageccgeggtaatacgtaggtggcaagegtt
atccggaattattgggcgtaaagcgcgecgtaggeggttttttaagtctgatgtgaaagcccacggctcaaccgtggagggtca
ttggaaactggaaaacttgagtgcagaagaggaaagtggaattccatgtgtagcggtgaaatgcgcagagatatggaggaaca
ccagtggcgaaggcgactttctggtctgtaactgacgctgatgtgcgaaagecgtggggatcaaacaggattagataccctggt
agtccacgccgtaaacgatgagtgctaagtgttagggggtttccgecccttagtgetgcagectaacgecattaagcactccgcec
tggggagtacgaccgcaaggttgaaactcaaaggaattgacggggacccgcacaageggtggagecatgtggtttaattcgaag
caacgcgaagaaccttaccaaatcttgacatcctttgaccgctctagagatagagtcttccccttcgggggacaaagtgacag
gtggtgcatggttgtcgtcagctcgtgtcgtgagatgttgggttaagtcccgcaacgagecgcaacccttaagettagttgeca
tcattaagttgggcactctaagttgactgccggtgacaaaccggaggaaggtggggatgacgtcaaatcatcatgecccttat
gatttgggctacacacgtgctacaatggacaatacaaagggcagctaaaccgcgaggtcaagcaaatcccataaagttgttct
cagttcggattgtagtctgcaactcgactacatgaagctgg</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="19">
<INSDSeqg>

<INSDSeq length>16</INSDSeq_length>

<INSDSeq_moltype>DNA</INSDSeq_moltype>

<INSDSeq _division>PAT</INSDSeq_division>

<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other
DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g43">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>forward primer F1</INSDQualifier_value>
</INSDQualifier>



<INSDQualifier id="g38">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gtttgatcctggctca</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="20">
<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq _moltype>DNA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other
DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg44">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>reverse primer R2</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g40">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>taccttgttacgactt</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="21">
<INSDSeqg>
<INSDSeq length>18</INSDSeq_length>



<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq _division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other
DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g45">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>forward primer F2</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g42">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ggattagataccctggta</INSDSeq sequence>
</INSDSeq>
</SequenceData>
</ST26Sequencelisting>



