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[Figure 3]
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[Figure 4]
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[Figure 5]
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[Figure 6]
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[Figure 7]
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[Figure 8]
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[Figure 9]
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[Figure 10]
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[Figure 12]
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[Figure 14]
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[Figure 15]
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[Figure 16]

H
- FRAGMENT 3 coon | <" FRAGMENT 2" -coss
[ B B S o .

O h

18 h

H

\:“'}»l FRAGMENT 2"] FRAGMENT 3 -COOH

AFTER PURIFICATION

HN| FRAGMENT 2' | FRAGMENT 3 |-CcoOH

v.-w»-»““"'w He™

RELATIVE ABSORBANCE(220nm)

THIAZOLINE DEPROTECTION

EI § 24 e
: i o0t

{min 1 Bemin




14/26

[Figure 17]
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[Figure 18]
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[Figure 20]
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[Figure 23]
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[Figure 25]
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[Figure 27]

60000 |
3
£ 40000 |
Tg 20000 —r ‘
S o ——50deg
o 0 //' ~ 60deg |
£ -20000 - 70deg
% ——80deg |
< -40000 — - R |
= 90edg |
-60000
-80000 ————
185 200 215 230 245 260
WAVELENGTH(hm)
[Figure 28]
40000
©
£ 20000
© —rt
o 0
g — 50deg
. —— 60deg
-20000
g — 70deg
o -40000 —— 80deg
oA —— 90deg
D 60000
-80000

185 200 215 230 245 260
WAVELENGTH(nm)




20/26

[Figure 29]
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[Figure 30]
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[Figure 31]
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[Figure 32]
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[Figure 34]
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[Figure 36]
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SEQUENCE LISTING
<110> Glytech Inc.
<120> Glycoprotein production  method and screening  method

<130> SGZ218/7A

<150> JP 2008-211144
<151> 2008-08-19

<150> JP 2009-029206
<151> 2009-06-08

<160> 16
<170> PatentIn version 3.1

<210> 1

<211> 23

<212> PRT

<213> silver pheasant

<220>
<223> amino acid sequence having blocking groups (fragment 1)

<220>

<221> MOD_RES

<222> (..

<223> Leu having blocking group Boc

<220>

<221> MOD_RES

<222> (5)..(5)

<223> Ser having blocking group tBu

<220>

<221> MOD_RES

<222> (D)..(7)

<223> Asp having blocking group OtBu

<220>

<221> MOD_RES

<222> (8)..(8)

<223> Cys having blocking group Trt

<220>

<221> MOD_RES

<222> (..

<223> Ser having blocking group tBu

<220>

<221> MOD_RES

<222> (10)..(10)

<223> Glu having blocking group OtBu

<220>

<221> MOD_RES

<222> (1D..(1D

<223> Tyr having blocking group tBu

<220>

<221> MOD_RES

<222> (13)..(13)

<223> Lys having blocking group Boc

<220>
<221> MOD_RES

Page 1


bhang
Text Box

bhang
Typewritten Text
SG2187A

bhang
Typewritten Text

bhang
Typewritten Text

bhang
Typewritten Text

bhang
Typewritten Text

bhang
Typewritten Text

bhang
Typewritten Text

bhang
Text Box

bhang
Typewritten Text
Glytech Inc.

bhang
Typewritten Text

bhang
Typewritten Text

bhang
Typewritten Text

bhang
Typewritten Text

bhang
Typewritten Text

bhang
Typewritten Text
Glycoprotein production method and screening method

bhang
Typewritten Text

bhang
Text Box

bhang
Rectangle

bhang
Typewritten Text
Glycoprotein production method and screening method

bhang
Typewritten Text


<222> (16)..(16)
<223> Cys having blocking group Trt

<220>

<221> MOD_RES

<222> (17)..(Q17)

<223> Thr having bTlocking group tBu

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Glu having blocking group OtBu

<220>

<221> MOD_RES

<222> (20)..(020)

<223> Tyr having blocking group tBu

<220>

<221> MOD_RES

<222> (L..Q2L)

<223> Arg having blocking group Pbf
<400> 1

Leu Ala Ala val Ser val Asp Cys Ser Glu Tyr Pro Lys Pro Ala Cys
1 5 10 15

Thr Met Glu Tyr Arg Pro Leu

20
<210> 2
<211> 23
<212> PRT
<213> silver pheasant

<220>
<223> amino acid sequence having benzyl thioester group (fragment 1)

<220>

<221> MOD_RES

<222> (23)..(Q23) )

<223> Leu having benzyl thioester group
<400> 2

Leu Ala Ala val ser val Asp Cys Ser Glu Tyr Pro Lys Pro Ala Cys
1 5 10 15

Thr Met Glu Tyr Arg Pro Leu
20

<210> 3
211> 9
<212> PRT

<213> silver pheasant

<220>
<223> amino acid sequence having blocking groups (fragment 2)

<220>

<221> MOD_RES

<222> (..

<223> Lys having blocking groups Fmoc and Boc

<220>
<221> MOD_RES
<222> (2)..(2)
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<223> Thr having blocking group tBu

<220>

<221> MOD_RES

<222> (3)..(3)

<223> Tyr having blocking group tBu

<220>

<221> MOD_RES

<222> (6)..(6)

<223> Lys having blocking group Boc

<220>

<221> MOD_RES

<222> (7)..(7)

<223> cCys having blocking group Trt
<400> 3

&ys Thr Tyr Gly Asn Lys Cys Asn Phe
5

<210> 4

<211> 14

<212> PRT

<213> silver pheasant

<220>
<223> glycosylated amino acid sequence having blocking groups

(fragment 2)

<220>

<221> MOD_RES

<222> (..

<223> Cys having blocking groups Boc and Thz

<220>

<221> MOD_RES

<222> (3)..(03)

<223> Ser having blocking group tBu

<220>

<221> MOD_RES
<222> (@D..4)
<223> Asp having blocking group OtBu
<220>

<221> MOD_RES

<222> (5)..(5)

<223> Glycosylated Asn

<220>

<221> MOD_RES

<222> (6)..(6)

<223> Lys having blocking group Boc

<220>

<221> MOD_RES

<222> (7)..(7)

<223> Thr having blocking group tBu

<220>

<221> MOD_RES

<222> (8)..(8)

<223> Tyr having blocking group tBu

<220>
<221> MOD_RES

Page 3



<222> (11)..(1D
<223> Lys having blocking group Boc

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Cys having blocking group Trt
<400> 4

Cys Gly Ser Asp Asn Lys Thr Tyr Gly Asn Lys Cys Asn Phe
1 5 10

<210> 5
<211> 14
<212> PRT

<213> silver pheasant

<220>
<223> glycosylated amino acid sequence having benzyl thioester group

and blocking group (fragment 2)

<220>

<221> MOD_RES

<222> (D..(D

<223> Cys having blocking group Thz

<220>

<221> MOD_RES

<222> (5)..(5)

<223> Glycosylated Asn

<220>

<221> MOD_RES

<222> (14)..(14

<223> Phe having benzyl thioester group

<400> 5
Cys Gly Ser Asp Asn Lys Thr Tyr Gly Agn Lys Cys Asn Phe
1 5 1

<210> 6
<211> 19
<212> PRT

<213> silver pheasant

<220>
<223> amino acid sequence having blocking groups (fragment 3)

<220>

<221> MOD_RES

<222> (..

<223> cCys having blocking group Trt

<220>

<221> MOD_RES

<222> (6)..(6)

<223> Glu having blocking group OtBu

<220>

<221> MOD_RES

<222> (7).. ()

<223> Ser having blocking group tBu

<220>
<221> MOD_RES
<222> (10)..(10)
Page 4



<223> Thr having blocking group tBu

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Thr having blocking group tBu

<220>

<221> MOD_RES

<222> (14)..(14)

<223> Ser having blocking group tBu

<220>

<221> MOD_RES

<222> (15)..(15)

<223> His having blocking group Trt

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys having blocking group Boc

<220>

<221> MOD_RES

<222> (19)..(19

<223> Cys having blocking group Trt

<400> ©

Cys Asn Ala val val Glu Ser Asn Gly Thr Leu Thr Leu Ser His Phe
1 5 10 15

<210> 7

<211> 19

<212> PRT

<213> silver pheasant

<220>

<223> amino acid sequence (fragment 3)

<400> 7

Cys Asn Ala val val Glu Ser Asn Gly Thr Leu Thr Leu Ser His Phe
5 10 15

Gly Lys Cys

<210> 8

<211> 33

<212> PRT

<213> silver pheasant

<220>
<223> glycosylated amino acid sequence having blocking group

<220>

<221> MOD_RES

<222> (D..(L

<223> Cys having blocking group Thz

<220>
<221> MOD_RES
<222> (5)..(5)
<223> Glycosylated Asn
Page 5



<400> 8

Cys Gly Ser Asp Asn Lys Thr Tyr Gly Asn Lys Cys Asn Phe Cys Asn
1 5 10 15

Ala val val Glu Ser Asn Gly Thr Leu Thr Leu Ser His Phe Gly Lys
25 30

20
Ccys
<210> 9
<211> 33
<212> PRT

<213> silver pheasant

<220>
<223> glycosylated amino acid sequence

<220>

<221> MOD_RES

<222> (5)..(5)

<223> Glycosylated Asn
<400> 9

Cys Gly Ser Asp Asn Lys Thr Tyr Gly Asn Lys Cys Asn Phe Cys Asn
1 5 10 15

Ala val val Glu Ser Asn Gly Thr Eeu Thr Leu Ser His Phe Gly Lys
5 30

cys
<210> 10

<211> 56

<212> PRT

<213> silver pheasant
<220>

<223> glycosylated amino acid sequence (glycosylated OMSVP3)

S9N

<LLU>

<221> MOD_RES

<222> (28)..(28)

<223> Glycosylated Asn

<400> 10

Leu Ala Ala val ser val Asp Cys Ser Glu Tyr Pro Lys Pro Ala Cys
1 5 10 15

Thr Met Glu Tyr Arg Pro Leu Cys Gly Ser Asp Asn Lys Thr Tyr Gly
25 30

20
Asn Lys Cys Asn Phe Cys Asn Ala val val Glu Ser Asn Gly Thr Leu
35 40 45
Thr Leu Ser His Phe Gly Lys Cys
50 55
<210> 11
<211> 14
<212> PRT

<213> silver pheasant
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<220>
<223> amino acid sequence having blocking groups (fragment 2')

<220>

<221> MOD_RES

<222> (..M

<223> Cys having blocking groups Boc and Thz

<220>

<221> MOD_RES

<222> (3)..(3)

<223> Ser having blocking group tBu

<220>

<221> MOD_RES

<222> (4)..(4)

<223> Asp having blocking group OtBu

<220>

<221> MOD_RES

<222> (6)..(6)

<223> Lys having blocking group Boc

<220>

<221> MOD_RES

<222> (1)..(D)

<223> Thr having blocking group tBu

<220>

<221> MOD_RES

<222> (8)..(8)

<223> Tyr having blocking group tBu

<220>

<221> MOD_RES

<222> (11)..(1D

<223> Lys having blocking group Boc

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Cys having blocking group Trt
<400> 11

cys Gly Ser Asp Asn Lys Thr Tyr Gly Asn Lys Cys Asn Phe
1 5 10

<210> 12

<211> 14

<212> PRT

<213> silver pheasant
<220>

<223> amino acid sequence having benzyl thioester group and blocking
group (fragment 2')

<220>

<221> MOD_RES

<222> (..M

<223> Cys having blocking group Thz

<220>

<221> MOD_RES

<222> (14)..(14)

<223> Phe having benzyl thioester group

<400> 12
pPage 7



Cys Gly Ser Asp Asn Lys Thr Tyr Gly ?sn Lys Cys Asn Phe
1 5 0

<210> 13
<211> 33
<212> PRT

<213> silver pheasant

<220>
<223> amino acid sequence having blocking group

<220>

<221> MOD_RES

<222> (..

<223> Cys having blocking group Thz
<400> 13

Cys Gly Ser Asp Asn Lys Thr Tyr Gly Asn Lys Cys Asn Phe Cys Asn
1 5 10 15

Ala val val Glu Ser Asn Gly Thr Leu Thr Leu Ser His Phe Gly Lys
30

20 25
Cys
<210> 14
<211> 33
<212> PRT
<213> silver pheasant
<220>
<223> amino acid sequence
<400> 14

Cys Gly Ser Asp Asn Lys Thr Tyr Gly Asn Lys Cys Asn Phe Cys Asn
1 5 10 15

Ala val val Glu Ser Asn Gly Thr Leu Thr Leu Ser His Phe Gly Lys
30

20 25
cys
<210> 15
<211> 56
<212> PRT

<213> silver pheasant

<220>
<223> amino acid sequence (non-glycosylated OMSVP3)

<400> 15

Leu Ala Ala val ser val Asp Cys Ser Ggu Tyr Pro Lys Pro Ala Cys
1 5 1 15

Thr Met Glu Tyr Arg Pro Leu Cys Gly Ser Asp Asn Lys Thr Tyr Gly
20 25 30

Asn Lys Cys Asn Phe Cys Asn Ala val val Glu Ser Asn Gly Thr Leu
35 40 45

Thr Leu Ser His Phe Gly Lys Cys
55
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<210> 16

<211> 14

<212> PRT

<213> artificial sequence

<220>

<223> amino acid sequence having blocking group
(substrate for chymotrypsin)

<220>

<221> MOD_RES

<222> (D..(D

<223> Ccys having blocking group Thz

<400> 16

Cys Gly Ser Asp Asn Lys Thr Tyr Gly Asn Lys Cys Asn Phe
1 5 10
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