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Figures

Figure 1

LC: CDR1 CDR2
DVVMTQTPLTLSVTIGQPASISCKSSQSLLYSDGKIYLHWLLQRPGQSPMRLIYLVSKLDSGVPDRETG
SGSGTDETLKISRVEAEDLGYYYCNQGTIHEFPEIFGSGTKLEIKR

CDR3
HC: CDR1 CDR2
EVQLOQOSGPELVKPGASMKISCKASEYSETGY TR NW VKQSHGKNLEWIGLINPYNGYTRYNOKEKG]
KATLIVDKSSSTAYMELLSLTSEDSAVYYCTREARRIWDETYWGQ

CDR3
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Figure 2
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Figure 3

A humanized clone #6

K, = 27.5 nM
Ky 8.09-10° 1/Ms
koffi 22.2-10° 1/5

R

30 7 association

dissociation

3/8

i

Rip. O

PCT/EP2016/066924

BOO0 8O0

400
Time
B 25
=
zg M prwww »»»» s T
f,M
15 ?&
2 10 f/
5 % Rmax = 23,1 RU
0 Kp=43.5nM
5 (g : ’ | | i
a 200 400 600 800 1000 e

¢ of peptide in nM



WO 2017/009459 PCT/EP2016/066924

4/8
Figure 4
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Figure 5
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Figure 6
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Figure 8
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Figure 10
C1Q binding
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