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Fig. 2A.

ATGACCAAGAGAGTCCGGCTCAGTGACTCCTTCAACCCTGTCTACCCGTACGAAGAT
GAAAGCACCTCCCAACACCCCTTTATAAACCCAGGGTTTATTTCCCCAAATGGCTTC
ACACAAAGCCCAGACGGAGTTCTTACTTTAAAATGTTTAACCCCACTAACAACCACA
GGCGGATCTCTACAGCTAAAAGTGGGAGGGGGACTTACAGTGGATGACACTGATGGT
ACCTTACAAGAAAACATACGTGCTACAGCACCCATTACTAAAAATAATCACTCTGTA
GAACTATCCATTGGAAATGGATTAGAAACTCAAAACAATAAACTATGTGCCAAATTG
GGAAATGGGTTAAAATTTAACAACGGTGACATTTGTATAAAGGATAGTATTAACACT
TTGTGGACCACACCAGCTCCATCTCCTAACTGTAGACTAAATGCAGAGAAAGATGCT
AAACTCACTTTGGTCTTAACAAAATGTGGCAGTCAAATACTTGCTACAGTTTCAGTT
TTGGCTGTTAAAGGCAGTTTGGCTCCAATATCTGGAACAGTTCAAAGTGCTCATCTT
ATTATAAGATTTGACGAAAATGGAGTGCTACTAAACAATTCCTTCCTGGACCCAGAA
TATTGGAACTTTAGAAATGGAGATCTTACTGAAGGCACAGCCTATACAAACGCTGTT
GGATTTATGCCTAACCTATCAGCTTATCCAAAATCTCACGGTAAAACTGCCAAAAGT
AACATTGTCAGTCAAGTTTACTTAAACGGAGACAAAACTAAACCTGTAACACTAACC
ATTACACTAAACGGTACACAGGAAACAGGAGACACAACTCCAAGTGCATACTCTATG
TCATTTTCATGGGACTGGTCTGGCCACAACTACATTAATGAAATATTTGCCACATCC
TCTTACACTTTTTCATACATTGCCCAAGAATAAGCTAGC
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Fig. 2C

ATGACCAAGAGAGTCCGGCTCAGTGACTCCTTCAACCCTGTCTACCCgtacgACACG
GAAACCGGTCCTCCAACTGTGCCTTTTCTTACTCCTCCCTTTGTATCCCCCAATGGG
TTTCAAGAGAGTCCCCCTGGGGTACTCTCTTTGCGCCTATCCGAACCTCTAGTTACC
TCCAATGGCATGCTTGCGCTCAAAATGGGCAACGGCCTCTCTCTGGACGAGGCCGGC
AACCTTACCTCCCAAAATGTAACCACTGTGAGCCCACCTCTCAAAAAAACCAAGTCA
AACATAAACCTGGAAATATCTGCACCCCTCACAGTTACCTCAGAAGCCCTAACTGTG
"~ GCTGCCGCCGCACCTCTAATGGTCGCGGGCAACACACTCACCATGCAATCACAGGCC
CCGCTAACCGTGCACGACTCCAAACTTAGCATTGCCACCCAAGGACCCCTCACAGTG
TCAGAAGGAAAGCTAGCCCTGCAAACATCAGGCCCCCTCACCACCACCGATAGCAGT
ACCCTTACTATCACTGCCTCACCCCCTCTAACTACTGCCACTGGTAGCTTGGGCATT
GACTTGAAAGAGCCCATTTATACACAAAATGGAAAACTAGGACTAAAGTACGGGGCT
CCTTTGCATGTAACAGACGACCTAAACACTTTGACCGTAGCAACTGGTCCAGGTGTG
ACTATTAATAATACTTCCTTGCAAACTAAAGTTACTGGAGCCTTGGGTTTTGATTCA
CAAGGCAATATGCAACTTAATGTAGCAGGAGGACTAAGGATTGATTCTCAAAACAGA
CGCCTTATACTTGATGTTAGTTATCCGTTTGATGCTCAAAACCAACTAAATCTAAGA
CTAGGACAGGGCCCTCTTTTTATAAACTCAGCCCACAACTTGGATATTAACTACAAC
AAAGGCCTTTACTTGTTTACAGCTTCAAACAATTCCAAAAAGCTTGAGGTTAACCTA
AGCACTGCCAAGGGGTTGATGTTTGACGCTACAGCCATAGCCATTAATGCAGGAGAT
GGGCTTGAATTTGGTTCACCTAATGCACCAAACACAAATCCCCTCAAAACAAAAATT
GGCCATGGCCTAGAATTTGATTCAAACAAGGCTATGGTTCCTAAACTAGGAACTGGC
CTTAGTTTTGACAGCACAGGTGCCATTACAGTAGGAAACAAAAATAATGATAAGCTA
ACTTTGTGGACCACACCAGCTCCATCTCCTAACTGTAGACTAAATGCAGAGAAAGAT
' GCTAAACTCACTTTGGTCTTAACAAAATGTGGCAGTCAAATACTTGCTACAGTTTCA
GTTTTGGCTGTTAAAGGCAGTTTGGCTCCAATATCTGGAACAGTTCAAAGTGCTCAT
CTTATTATAAGATTTGACGAAAATGGAGTGCTACTAAACAATTCCTTCCTGGACCCA
GAATATTGGAACTTTAGAAATGGAGATCTTACTGAAGGCACAGCCTATACAAACGCT
GTTGGATTTATGCCTAACCTATCAGCTTATCCAAAATCTCACGGTAAAACTGCCAAA
AGTAACATTGTCAGTCAAGTTTACTTAAACGGAGACAAAACTAAACCTGTAACACTA
ACCATTACACTAAACGGTACACAGGAAACAGGAGACACAACTCCAAGTGCATACTCT
ATGTCATTTTCATGGGACTGGTCTGGCCACAACTACATTAATGAAATATTTGCCACA
TCCTCTTACACTTTTTCATACATTGCCCAAGAATAA
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Fig. 2D

MTKRVRLSDSENPVYPYDTETGPPTVPFLTPPFVSPNGFQESPPGVLSLRLSEPLVT

SNGMLALKMGNGLSLDEAGNLTSQONVTTVSPPLKKTKSNINLEISAPLTVTSEALTV
AAAAPLMVAGNTLTMQSQAPLTVHDSKLSIATQGPLTVSEGKLALQTSGPLTTTDSS
TLTITASPPLTTATGSLGIDLKEPIYTONGKLGLKYGAPLHVTDDLNTLTVATGPGV
TINNTSLQTKVTGALGFDSQGNMQLNVAGGLRIDSQNRRLILDVSYPFDAQNQLNLR
LGQGPLFINSAHNLDINYNKGLYLFTASNNSKKLEVNLSTAKGLMFDATAIAINAGD
GLEFGSPNAPNTNPLKTKIGHGLEFDSNKAMVPKLGTGLSFDSTGAITVGNKNNDKL
TIWTTPAPSPNCRLNAEKDAKLTLVLTKCGSQILATVSVLAVKGSLAPISGTVQSAH
LIIRFDENGVLLNNSFLDPEYWNFRNGDLTEGTAYTNAVGFMPNLSAYPKSHGKTAK
SNIVSQVYLNGDKTKPVTLTITLNGTQETGDTTPSAYSMSFSWDWSGHNYINEIFAT

 SSYTFSYIAQE
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Fig . 2E , -

ATGACCAAGAGAGTCCGGCTCAGTGACTCCTTCAACCCTGTCTACCCGTACGAAGAT
GAAAGCACCTCCCAACACCCCTTTATAAACCCAGGGTTTATTTCCCCAAATGGCTTC
ACACAAAGCCCAGACGGAGTTCTTACTTTAAAATGTTTAACCCCACTAACAACCACA
GGCGGATCTCTACAGCTAAAAGTGGGAGGGGGACTTACAGTGGATGACACTGATGGT
ACCTTACAAGAAAACATACGTGCTACAGCACCCATTACTAAAAATAATCACTCTGTA
GAACTATCCATTGGAAATGGATTAGAAACTCAAAACAATAAACTATGTGCCAAATTG
GGAAATGGGTTAAAATTTAACAACGGTGACATTTGTATAAAGGATAGTATTAACACC
CTGTGGACAACCCCTGACACATCTCCAAATTGCAAAATGAGTACAGAAAAGGATTCT
AAACTTACGTTGACACTTACAAAGTGTGGAAGTCAGGTTCTGGGAAATGTATCTTTA
CTTGCAGTTACAGGTGAATATCATCAAATGACTGCTACTACAAAGAAGGATGTAAAA
ATATCTTTACTATTTGATGAGAATGGAATTCTATTACCATCTTCGTCCCTTAGCAAA
GATTATTGGAATTACAGAAGTGATGATTCTATTGTATCTCAAAAATATAATAATGCA
GTTCCATTCATGCCAAACCTGACAGCTTATCCAAAACCAAGCGCTCAAAATGCAAAA
AACTATTCAAGAACTAAAATCATAAGTAATGTCTACTTAGGTGCTCTTACCTACCAA
CCTGTAATTATCACTATTGCATTTAATCAGGAAACTGAAAATGGATGTGCTTATTCT
ATAACATTTACCTTCACTTGGCAAAAAGACTATTCTGCCCAACAGTTTGATGTTACA
TCTTTTACCTTCTCATATCTTACCCAAGAGAACAAAGACAAAGACTAA
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Fig. 2G

ATGACCAAGAGAGTCCGGCTCAGTGACTCCTTCAACCCTGTCTACCCGTACGAAGAT
GAAAGCACCTCCCAACACCCCTTTATAAACCCAGGGTTTATTTCCCCAAATGGCTTC
ACACAAAGCCCAGACGGAGTTCTTACTTTAAAATGTTTAACCCCACTAACAACCACA
GGCGGATCTCTACAGCTAAAAGTGGGAGGGGGACTTACAGTGGATGACACTGATGGT
ACCTTACAAGAAAACATACGTGCTACAGCACCCATTACTAAAAATAATCACTCTGTA
GAACTATCCATTGGAAATGGATTAGAAACTCAAAACAATAAACTATGTGCCAAATTG
GGAAATGGGTTAAAATTTAACAACGGTGACATTTGTATAAAGGATAGTATTAACACC
CTTTGGACAACTCCAGACCCATCTCCAAACTGCAAAGTTTCAGAAGAGAAGGATTCC
AAGCTTACTCTAGTTTTAACAAAGTGCGGAAGTCAGATTCTGGCCAGTGTATCATTG
CTTGTTGTTAAAGGGAAGTTTGCCAATATTAACAATAAAACAAACCCAGGCGAGGAC
TATAAAAAATTTTCAGTTAAATTATTGTTTGATGCCAATGGTAAATTATTGACAGGA
TCAAGCCTAGATGGAAATTATTGGAATTATAAAAACAAGGATAGTGTGATTGGGTCT
CCTTATGAAAATGCCGTTCCTTTTATGCCTAATTCCACAGCTTATCCTAAAATCATC
AATAATGGAACAGCTAATCCTGAAGATAAAAAAAGTGCAGCCAAAAAAACTATTGTC
ACTAATGTGTACCTAGGGGGAGATGCAGCTAAACCCGTGGCTACCACTATTAGTTTC
AACAAAGAAACTGAATCTAATTGTGTTTATTCTATAACCTTTGACTTTGCTTGGAAC
AAAACTTACAAAAATGTTCCATTTGATTCATCTTCGCTAACATTTTCATATATTGCC
CAAGATGCCGAAGACAAAAACGAATAA \
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Fig. 4A
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Fig. 4Cc

Fig. 4D
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Fig. 5A
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Fig. 6A

Fig. 6B
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Fig. 7a Ad5

3000
OEnv

SFC / 10°PBMC
- - N
8 8 8 8
o (=] o o

0 -
g 4 8121620 24 $4 8?162024 04 3112162024;
Weeks Following Primary Inmunization
Fig. 7B AdS5
100000
- | mAd5
10000 { CAd35
Sum
:,0_3 :
- i
a 1000
<
Z
100 -
10

341?16 ?4’1?16 34?'16

Weeks Following Primary Immunization

13/29



WO 2006/040330

Fig. 7C

Fig. 7D
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Fig. TE Ad35k5
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Fig. 9A 10° vp in naive mice
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Fig. 10A
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Ad5HVR48 (1-7) Hexon Protein Sequence (SEQ ID NO

L $S P GLV QF AR ATTETT YT FSILDNDNZKF R
N P TV APTHTUDV TTD RS QRLTTILRF

P VDREUDTA ATYS Y KART FTTULAV VG DN R
K NG G G S DANUOQMMGQTHUVYF G QA AUPY S G

M A T P S MM P Q W S Y M H

A N L W R N F L Y

v L. b M A S T Y F D
P S N V K I

Fig.

Q VEM Q F F D
L L D S

P DV R I

I
Y

WO 2006/040330
I

=2
Y
e

Z 4

P S R N W

Aa A

S

I

S

A A F R GWAVF T RULZ KT KUETUP S L G S G XY

= A

H =z

I

0o

[T}

K NL L. L. P G S Y T

H =

.Y N vV A Qg C N M T K D

~ 0 O

c L. YAT F F P M A HNT

[STI> i £

T

H®0nOoo

nwnA

P A N A T N V P

0N >

K DV N M VL Q S S L G NDTUILR YV

¢ K F F A I

I

(2]

K F D S
A S T L EA ML R NDTNDGQ S F N DY L S A

MO M

P
R

HH M

I

N

Q Vv
N F
S

I
W
A

el

mEO A

AN M L Y P

A A M

- E F E

P E S Y
G K T A V
P F S S N F

I

G Y Q G F. Y I

K bR MY S F F RDNF QP M S R Q V V DD T K

Y K DY Q Q V G

E TV Y L R T P F S A G

L HQ HNUN S G F V G Y L A
19/29

I
T ¢ K K F L ¢ D R T L W R I
M S M GAL TDUIL G QNTLTUIL Y A NS A HA L D

I

S
M T F EV DPMUDE?©PTTLTUL Y VL FEV F D V

V R V H R P HR G V I

P T MR EG QA Y P A NF P Y P L
N A T T

W F L V O ML A N Y N I



PCT/EP2005/055183

WO 2006/040330

Fig. 12

13)

S G QDA SGE Y

Ad5HVR35(1-7) Hexon Protein Sequence (SEQ ID NO
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Ad5HVR11 (1-7) Hexon Protein Sequence (SEQ ID NO

M A TP S MMUP QW S Y M H

S G g DA S E Y

T

L S P G L VQ F A RATETYF S L NN K F R
N P TV AP THDV TTDI RS Q RULTTIL R F

I

P v D REDTAY S Y K ARPF TTU L AV G D N R

R G v L D R G P T F K P
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vV L. b M A S T Y F D

G v K N T TG E E H V T EEE T N'T T T H V F
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I
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I
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E F E
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I
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I

P T MR E G Q A Y P A NVF P Y P L

P F § S N F

T ¢ K K F L € D R T L W R I

I

S
M S M 6 AL TDTUILGQNTTLTUIL Y A N S A H A L D
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Fig.

15)

.
.

AdS5HVR26 (1-7) Hexon'Protein Sequence (SEQ ID NO

S G 9 DA S E Y

I

M A TP S MMU&P QW S Y M H

L S P GLV QF AR ATET YV FSULNUDNI K F R
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Fig.

AdS5HVRPan9 (1-7) Hexon Protein Sequence (SEQ ID NO:16)

Ss'G ¢ DA S E Y

I

M AT P S MMUP QW S Y M H

L S P G L V Q F ARA AT ETYF S L NDNIK F. R
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I
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N R S A AA A GLA P XKV V L Y S E D V D
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I
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G N DRL L T P N E F E

I XK R S VvV D G E G Y N

V A Q CNMTZ X DW F L V Q ML A N Y N

G

I

P E S Y KDURMY S FFRDNUE EFOQ P M

I
S R @ vv DDTX Y K DY Q Q0 V G

Q G F Y

L H Q H N

I

N S G F VvV 6GY L APTMT®RIETGT QA AY P ADNTF P

G K TA VDS I TOQIZ KU KV FTILCODUZ RTL

W R I P F S S NF M S M GATILTUDTU LG Q@ N L L

I

Y P L

Yy A NS A HAULDMTFEVD?PMUDE P T L L
Yy v L F EEV F DV V R V HR P HR G V
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84)

Ad5HVRA8 (1-7) * Hexon Protein Sequence (SEQ ID NO

replaced with a QG spacer, HVR3* - HVR7* are replaced

HVR1* is deleted (indicated by brackets), HVR2* is
according to the sequences provided in Table IV.

M A TP S MM P QW S Y M H I

S G ¢ DA S E Y

L $ P GL VQF ARATET VYU FSLNNDNI KF R
N P TV A P T H D V TTDU R S Q R L T UL R F I

P VvV DREJDTH AY S Y K ARV FTULAVYV G DN R

I R G Vv L bR G P T F K P

Yy S G T A Y NALAUPZKGAUPNUPCE W D(T

v L b M A S T Y F D

H

K
N

H A AGRV L K KT TPMIEK?PI CY G S Y A K P

G
I
T N E N G G Q G I L VvV KT P E K E G E E P K E

I ¢ I G Q
G E S Q WY D S D

I N I T K E G
I

Y A D K T F Q P E P Q

vV F G ¢ A P Y S G

P S T G T G G N G T N V N

F K P KV VL Y S E D V D
M P T K E D GGN S RETILMGU OOQQ S MUPNUR P N

I

s ¢ vV EM Q F F S

S

E T P D T H T

I

G L MY Y NS T G NMG V L

A G 0 A S Q L N AV YV DUL QDIRNTETL S Y Q

I

Yy I A F R D N F

I ¢ DR TR Y F' S M WN QA AV D S Y

L. L L D S

E N H G T E D E L P N Y C F P L
6 G v I N T E T L T K V K P KT TNNT E W E

K b T AV F S D KNE I RV G NNV F A M E

I
N A N L W R N F L Y S N

I

D P D V R

N

I

I A L Y L P D K L K Y

S DN P NT Y D Y M N K R V V A

S P S N V K I

N L G-A R W S L D Y M D N V N

I

P G L VvV D C Y

P F NHHRNAGT LI RYRSMILILSGNGUR YV
P F H I ¢Q VP QK F F AI KNTILTILTILULUPG S Y

T Y E WNTFR KDV NMVTUILSOQSSTILGDNTUDTIL R

c L Y A T F F P M A H N

K F D S I
T A S T L E A M L R N D TND Q S F N D Y L S
A A NMUIL Y P

I

V D G A S

P S R N

S I

P A NA TN V P I

I

W AA F R GW A F T RUIL X T K E T P S L G S G

P Y L D GG T F Y L N H T

I

Y Db P Y Y T Y S G S

T F DS SV S W?PGNDIRULULT P
K R S vV DG E G Y NV A Q CNMT K

D W F L V O ML A N Y N

F K K VvV A T

I

N E F E

G Y 9 G F Y I P E S

I

Yy K D R MY S F F R NVF Q P M S R Q V V D DT

K Y K DY Q @ V G
A P T MRUEGOQAY P ANV F P Y P L

L H Q H N N S G F 'V G Y L

I

G K T A
P F S S N

FMSMGATLTDTUILGQNTLIL Y A NS AUHA ATL

I
b M T F E V D PMDEUPTUL L Y V L F E V F D

T Q K K F L ¢ D RT'TL W R I

I

vV D S

I 8T Vv YL R TP F S A

vV V R VvV H R P H R G V

G N A T T
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Fig. 18

85)

HVR1* is deleted (indicated by brackets), HVR2* is

AdS5HVR35(1-7)* Hexon Protein Sequence (SEQ ID NO

replaced with a QG spacer, HVR3* - HVR7* are replaced
according to the sequences provided in Table IV.

M A TP S MM P Q W S Y M H

S G 9 DA S E Y

I

L s P G L vgQg F A RATUETYVF S L NN K F R

N P T VA PTHDV TTIDI R S @ R L T L R F

I

P V DREVDTA ATYS Y XKART FTTILA AV G DN R

vV L. b M A S T Y F D

R 6 v L. D RGP TF K P

I

Yy S G T A YN ATLWA AUPI KGAUPNUPCE W D(OT H

V F G Q AP Y S G I N I
Y A DK TF Q P E P Q

I G Q@ G K

Q

G E S ¢ W Y D L D

I
H A A GRVL KK TT®PMI KPP CY G S Y A K P

T K E G

N

I

I

E S

L VKN S E P S S E K I

T NE NG G Q G I

oz
Ao
P
> M|

MO

R T N F

9

By
on
= >
el
> =

A wn

I A F R D N F

S R EL M GQ QS MPDNIR P N Y

G LMY Y NSTGNMGV VL A G Q A S QL N

AV VDL Q DRNTUETZLS Y QULUL L D S

I

G
I

I

R T R Y F S M WNQA AV D S Y D P D V R I

N H G T EDEL P NY CVF P L G GV I NTE T

L T K VvV K P NGEUDNNNWWI KE P E F S D K N

R vV G N NPF AMEINTU LN ANTULWRDN F L
Yy S N T AL Y L P DK L K ¥ S P S N V K I S D
N P N T Y DY MN KRV VA P G L V D CY I N

I

E

L GA RW S LD Y MDNUVNUPFNUHUHIRNA G

L R Y R S ML L GGNGUR Y V P F H

Q. VvV P Q0 K

I

F FA I XKNTILTILTILTILU PG S Y T Y E WDN F R K D

vV NM VL 9 S S L GNDI LRV D G A S

K F D

I

'¢C L YA T F F P MAHNT A ASTTILE- AMTL

R NDTNUDT QS FDNUDTYTL S AANMMTLY P I

I

S

P

P S R NWAAVF R G W A F

A NA TNV P

I

S

I

T R L K T K E TP S L G S G Y D P Y Y T Y S G

s I p YL DG TV F Y L N HTF K K V A I

T F D

K R S V

I
b GE GGY NV AQCNMTI KDW F L V g MTUIL A

s S vs WP GNDIRULTULTTP.N E F E

I PE S Y KDRMY S F F
R NF Q PM SRV YV DDTIEKYI K DY Q Q V G

G Y O G F Y

N Y N I

L H Q H NNSGUPF V G YL AP TMUZ RE G Q A

Y P AN F P Y P L
L. ¢ DRTTUILWRI

I

T 0 K K F

I

G K T A V D S
P F S S NUFMSMGRA ATLTD

L G g N L L Y A NS AHAULUDMMTFE V D P M

I

bE PTL L Y VL F E V F DV V R V HR P H R

G v I E T Vv Y L R T P F S A G N A T T
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AdS5HVR26 (1-7) * Hexon Protein Sequence (SEQ ID NO

86)

HVR1* is deleted (indicated by brackets), HVR2* is

replaced with a QG spacer, HVR3* - HVR7* are replaced
according to the sequences provided in Table IV.

S G 0 DA S E Y

I

M A T P S MM P Q W S Y M H

L N N K F R

L 8§ P G L V QF A RATET Y F S

T

P Vv DREDT T AY S Y KAURU FTULAVY G DN R

N p TV A P T HD V T T DI R S Q R L T L R F
v L b M A S T Y F D

R G v L. b RGP T FE K P

I

H
K
N

T
G

Y S 6 T A Y NATLAUPZ K G AP N P C E W D(

I T K E G I

I

N

I

Y A D XK T F Q P E P Q

vV F G Q A P Y S G

H

G E S Q W Y

H A A G RV L KI KTTU PMIEKT&©PZC CYGS Y A K P

T N E N G G Q G

L v K P VvV N E G E Q P K E 'S

I

Q VE M Q F F S VP GG S P P A GG S GEE Y
K'P K Vv L Y S E D V D

E T P D T H I S Y M

I

p T T S D G N S R EL MG Q@ Q0 S M PN R P N Y

G L MY Y NS T G NMG V L A

G QA S QL NAVYV YV DL QDI RNTE'L S Y Q L

L L D S

I

I A F R D N F

G DRTIRY F S M WNQA AV D S Y D

I
I

E NH G T E D E L P N Y C F P L G

I

P D V R

G N D G A E E S
R vV G NN F A M E

N T E T L T K VvV K P T N

I

A%
E w E K D DA F S D K N E

I

A L Y L P D K

I

N L N A NTIL W RN F L Y S N
L K Y S P S N V K

I

I

N L G A RW S L D Y M D

N vV N P F NHHIRDNAWASGT LI RYU RS MIULUL G N G

R Y V P F H

S DN P N T Y D Y M N K R

I

vV v A P G L V D C Y

Q v P 9 K F F A I K N L L L L P

I

G S Y T ¥ £EWNUPFRZ KDV NMV L Q S S L G N

DL R V D G A S

I ¢ L Y A T F F P M

K F D S

I

A H N TASTULEAMT LIRNUDTNDQ S F N D

Yy L S A A NMTIL Y P

I

P AN A TN V P

I

S R N WA AT FU RTGWA ATFTM RTULIE KT EXKTET?P S L

P Y L D G T F Y L
T F D S S VvV S W P G N D R L

I

G S G Y D P Y Y T Y S G S

N H T F K K V A T

K R S VvDGEGYNUVAOQTCN

I
M T K D WPF L V QO ML A N Y N
P E S Y K DR M Y S F F R N

D DT X Y KDY Q Q V G

L T P N E F E

G Y Q G F Y I

I

> >
>l
Qo
A )]
na
= a
[aVpas}

aQ

L

I

G Yy L AP TMURESGU QA AY P ANV FUP Y P L

K T A VvV D S

P

T ¢ K K F L ¢ D R T UL W R I

I

S S N FMSMGATLTI DT LGOQDNILUL Y A N S A
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87)
H A AG RV L K XK TTTPMIEKU®PTZ CYG G S Y A K P

HVR1* is deleted (indicated by brackets), HVR2* is

.

- PCT/EP2005/055183
S G g DA S E Y
I 9 I G
S Y M pPp T T S

I

I

I N I T K E G
I L.v K T GG E NG K P T E E- S

Q VEM QF F S L R QNUDTGGDNDNNQP KV

Ad5HVR49 (1-7) * Hexon Protein Sequence (SEQ ID NO
replaced with a QG spacer, HVR3* - HVR7* are replaced
according to the sequences provided in Table IV.

L SPGLVQFARATETTYTFSTILDNNTZEKFR
N P TV APTHDV VTTUDU RS QRTUILTTLRF

P VDRETDTA AYSYXKART FTTILA AV G DN R
VL.LDMASTT YT FDTIIRTSGVTILDIRGTPTTF K P
Y s G TAYNATLAPZEKGA AZPNTZPTCE W DOT H
V F G ¢ A P Y S G

M A TP S MM P QW S Y M H

Y A DK TF Q P E P Q

T N E N G G Q0 G

v L Y S E bV DTIETP DT H I
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