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<212> DNA
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<400> 1
atgggtgaaa gcccagcecte cgtggttctt aatgectcag gaggactatt ttcactaaag 60

atggaaacac tggagtctga attgacctgt ccaatctgece tagagttgtt tgaagaccce 120
cttctgetcee cttgtgetca cagectetge ttcagetgtg cccategeat tttggtatca 180
agctgcagct ctggtgaatc cattgaaccc attactgctt tccagtgtec tacctgcagg 240
tatgttatct cgctgaacca ccggggectg gatggectca agaggaatgt gactctgcag 300
aacattattg atcgcttcca gaaggcttca gtcagtggge ccaattcccc tagtgagage 360
cgcecgggaaa ggacttacag geccaccact gecatgtcta gegagegaat tgettgccaa 420
ttctgtgagc aggacccgec aagggatgcea gtaaaaacat geatcacctg tgaggtctcc 480
tactgtgacc gttgcctgeg ggecacgeac cccaacaaga aacctttcac cageccaccge 540
ctggtggaac cagtgccaga cacacatctt cgagggatca cctgectgga ccatgagaat 600
gagaaagtga acatgtactg tgtatctgat gaccaattga tctgtgectt atgcaaactg 660
gtgggtcgtc accgagacca tcaggtcgea tecctgaatg atcgatttga gaaactcaag 720
caaactctgg agatgaacct caccaacctg gttaagcgca acagcgaact agaaaatcaa 780

atggccaaac taatacagat ctgccagcag gttgaggtga atactgctat gcatgaggeca 840



aaacttatgg aagaatgtga cgagttggta gagatcatcc agcagaggaa gcaaatgatc 900
gctgtcaaaa tcaaagagac aaaggttatg aaactgagaa agttggcaca gecaggttget 960
aattgccgec agtgtcttga acggtcaaca gtcctcatca accaagcetga geatatectg 1020
daagaaaatg accaggcacg gtttctacag tctgcaaaaa atattgetga gagggtcget 1080
atggcaactg catcttctca agttctgatt ccagacatca attttaatga tgectttgaa 1140
aactttgctt tagatttttc cagagaaaag aaactgctag aggggttaga ttatttaaca 1200
gccccaaacc caccatctat ccgagaagaa ctetgtactg ccteccatga caccattaca 1260
gtccactgga tctcggatga tgagttcage atcagcetcect atgagcttca gtacaccata 1320
ttcactggcc aggctaactt catcagtaag tcatggtgta gttggggect gtggccagag 1380
ataaggaaat gtaaggaagc agtaagctgc tcaagattgg ccggggegec acgaggectg 1440
tataattcag tagacagctg gatgattgtt cccaacatta aacagaacca ttacacagtg 1500
catggactcc agagcgggac tcgctacatc ttcatcgtta aagccataaa ccaagecgge 1560
agccggaaca gtgaacctac ccgactaaaa acaaacagcec aaccctttaa attggatcece 1620
aaaatgactc acaagaagtt gaagatctcc aatgatggat tgcagatgga gaaggatgaa 1680
agctctctaa agaagagcca caccccagag aggtttagtg gcacagggtg ctatggggeca 1740
gcaggaaata tattcattga cagtggctgce cactattggg aggtggtcat gggttcctca 1800
acatggtatg caattggcat tgcctacaaa tcagetccaa agaatgaatg gattggcaag 1860
aatgcctcct catgggtctt ctctcgetge aatagtaact tegtggtgag acacaacaac 1920
aaggaaatgc tggtggatgt gcccccacac ctgaagegtce tgggtgtect cctggattat 1980
gacaacaata tgctgtcttt ctatgaccca gctaactctce tccatcttca tacttttgat 2040
gtgaccttca ttcttccagt ttgtccaaca tttacaatct ggaacaaatc cctaatgatc 2100
ctgtctggct tgectgeccce agattttatt gattaccctg ageggceagga atgcaactge 2160
aggcctcaag aatcccctta tgtttctggg atgaaaacct gtcattaa 2208

<210> 2

<211> 735

<212> PRT
<213> Homo sapiens



<400> 2
Met Gly Glu Ser Pro Ala Ser Val Val Leu Asn Ala Ser Gly Gly Leu
1 5 10 15

Phe Ser Leu Lys Met Glu Thr Leu Glu Ser Glu Leu Thr Cys Pro lle
20 25 30

Cys Leu Glu Leu Phe Glu Asp Pro Leu Leu Leu Pro Cys Ala His Ser
35 40 45

Leu Cys Phe Ser Cys Ala His Arg lle Leu Val Ser Ser Cys Ser Ser
50 55 60

Gly Glu Ser lle Glu Pro lle Thr Ala Phe GIn Cys Pro Thr Cys Arg
65 70 75 80

Tyr Val lle Ser Leu Asn His Arg Gly Leu Asp Gly Leu Lys Arg Asn
85 90 95

Val Thr Leu GIn Asn lle lle Asp Arg Phe GIn Lys Ala Ser Val Ser
100 105 110

Gly Pro Asn Ser Pro Ser Glu Ser Arg Arg Glu Arg Thr Tyr Arg Pro
115 120 125

Thr Thr Ala Met Ser Ser Glu Arg lle Ala Cys GIn Phe Cys Glu GIn
130 135 140

Asp Pro Pro Arg Asp Ala Val Lys Thr Cys lle Thr Cys Glu Val Ser
145 150 155 160

Tyr Cys Asp Arg Cys Leu Arg Ala Thr His Pro Asn Lys Lys Pro Phe
165 170 175

Thr Ser His Arg Leu Val Glu Pro Val Pro Asp Thr His Leu Arg Gly
180 185 190



lle Thr Cys Leu Asp His Glu Asn Glu Lys Val Asn Met Tyr Cys Val
195 200 205

Ser Asp Asp GIn Leu lle Cys Ala Leu Cys Lys Leu Val Gly Arg His
210 215 220

Arg Asp His GIn Val Ala Ser Leu Asn Asp Arg Phe Glu Lys Leu Lys
225 230 235 240

GIn Thr Leu Glu Met Asn Leu Thr Asn Leu Val Lys Arg Asn Ser Glu
245 250 255

Leu Glu Asn GIn Met Ala Lys Leu lle GIn Ile Cys GIn GIn Val Glu
260 265 270

Val Asn Thr Ala Met His Glu Ala Lys Leu Met Glu Glu Cys Asp Glu
275 280 285

Leu Val Glu lle lle GIn GIn Arg Lys GIn Met lle Ala Val Lys lle
290 295 300

Lys Glu Thr Lys Val Met Lys Leu Arg Lys Leu Ala GIn GIn Val Ala
305 310 315 320

Asn Cys Arg GIn Cys Leu Glu Arg Ser Thr Val Leu lle Asn GIn Ala
325 330 335

Glu His lle Leu Lys Glu Asn Asp GIn Ala Arg Phe Leu GIn Ser Ala
340 345 350

Lys Asn lle Ala Glu Arg Val Ala Met Ala Thr Ala Ser Ser GIn Val
355 360 365

Leu lle Pro Asp lle Asn Phe Asn Asp Ala Phe Glu Asn Phe Ala Leu
370 375 380

Asp Phe Ser Arg Glu Lys Lys Leu Leu Glu Gly Leu Asp Tyr Leu Thr
385 390 395 400



Ala Pro Asn Pro Pro Ser lle Arg Glu Glu Leu Cys Thr Ala Ser His
405 410 415

Asp Thr lle Thr Val His Trp Ile Ser Asp Asp Glu Phe Ser lle Ser
420 425 430

Ser Tyr Glu Leu GIn Tyr Thr lle Phe Thr Gly GIn Ala Asn Phe lle
435 440 445

Ser Lys Ser Trp Cys Ser Trp Gly Leu Trp Pro Glu lle Arg Lys Cys
450 455 460

Lys Glu Ala Val Ser Cys Ser Arg Leu Ala Gly Ala Pro Arg Gly Leu
465 470 475 480

Tyr Asn Ser Val Asp Ser Trp Met lle Val Pro Asn lle Lys GIn Asn
485 490 495

His Tyr Thr Val His Gly Leu GIn Ser Gly Thr Arg Tyr lle Phe lle
500 505 510

Val Lys Ala lle Asn GIn Ala Gly Ser Arg Asn Ser Glu Pro Thr Arg
515 520 525

Leu Lys Thr Asn Ser GIn Pro Phe Lys Leu Asp Pro Lys Met Thr His
530 535 540

Lys Lys Leu Lys lle Ser Asn Asp Gly Leu GIn Met Glu Lys Asp Glu
545 550 555 560

Ser Ser Leu Lys Lys Ser His Thr Pro Glu Arg Phe Ser Gly Thr Gly
565 570 575

Cys Tyr Gly Ala Ala Gly Asn lle Phe lle Asp Ser Gly Cys His Tyr
580 585 590

Trp Glu Val Val Met Gly Ser Ser Thr Trp Tyr Ala lle Gly lle Ala
595 600 605



Tyr Lys Ser Ala Pro Lys Asn Glu Trp lle Gly Lys Asn Ala Ser Ser
610 615 620

Trp Val Phe Ser Arg Cys Asn Ser Asn Phe Val Val Arg His Asn Asn
625 630 635 640

Lys Glu Met Leu Val Asp Val Pro Pro His Leu Lys Arg Leu Gly Val
645 650 655

Leu Leu Asp Tyr Asp Asn Asn Met Leu Ser Phe Tyr Asp Pro Ala Asn
660 665 670

Ser Leu His Leu His Thr Phe Asp Val Thr Phe lle Leu Pro Val Cys
675 680 685

Pro Thr Phe Thr lle Trp Asn Lys Ser Leu Met lle Leu Ser Gly Leu
690 695 700

Pro Ala Pro Asp Phe lle Asp Tyr Pro Glu Arg GIn Glu Cys Asn Cys
705 710 715 720

Arg Pro GIn Glu Ser Pro Tyr Val Ser Gly Met Lys Thr Cys His
725 730 735

<210> 3

<211> 2316

<212> DNA

<213> Homo sapiens

<400> 3
atgcacagga gtggccgtta tggaacgceag cagcagegtg cagggtcaaa gacagecgge 60

cccccatgtc agtggtctag gatggecagt gaaggcacca acatcccaag tectgtggtg 120
cgccagattg acaagcagtt tctgatttge agtatatgec tggaacggta caagaatccc 180
aaggttctece cctgtctgea cactttctge gagaggtgec tgcagaacta cattectgee 240

cacagtttaa ccctctectg cccagtgtge cgecagacct ccatectgee cgagaaaggg 300

gtggccgegce tccagaacaa tttcttcate acaaacctga tggacgtget gcagegaact 360



ccaggcagca acgctgagga gtcttccate ctggagacag tcactgetgt ggetgeggga 420
aagcctctct cttgeccaaa ccacgatggg aatgtgatgg aattttactg ccagtectgt 480
gagactgcca tgtgtcggga gtgcacggag ggggageacg cagagcaccc cacagttcca 540
ctcaaggatg tggtggaaca gcacaaggcec tcgetccagg teccagetgga tgetgtcaac 600
aaaaggctcc cagaaataga ttctgetctt cagttcatct ctgaaatcat tcatcagtta 660
accaaccaaa aggccagceat cgtggatgac attcattcca cctttgatga gctccagaag 720
actttaaatg tgcgcaagag tgtgetgett atggaattgg aggtcaacta tggectcaaa 780
cacaaagtcc tccagtcgcea getggatact ctgetccagg ggcaggagag cattaagage 840
tgcagcaact tcacagcgca ggecctcaac catggeacgg agaccgaggt cctactggtg 900
aagaagcaga tgagcgagaa gctgaacgag ctggecgacc aggacttcecc cttgcacccg 960
cgggagaacg accagcetgga tttcatcgtg gaaaccgagg ggctgaagaa gtccatccac 1020
aacctcggga cgatcttaac caccaacgcec gttgectcag agacagtgge cacgggegag 1080
gggctgegge agaccatcat cgggeagecc atgtecgtca ccatcaccac caaggacaaa 1140
gacggtgagc tgtgcaaaac cggcaacgcc tacctcaccg ccgaactgag caccceccgac 1200
gggagcegtgg cagacgggga gatcctggac aacaagaacg geacctatga gtttttgtac 1260
actgtccaga aggaagggga ctttaccctg tctctgagac tctatgacca gcacatccga 1320
ggcagcccgt ttaagcetgaa agtgatccga tccgetgatg tgtctcccac cacagaagge 1380
gtgaagaggc gegttaagtc cccggggage ggecacgtca agcagaaage tgtgaaaaga 1440
cccgcaagcea tgtacageac tggaaaacga aaagagaatc ccatcgaaga cgatttgatc 1500
tttcgagtgg gtaccaaagg aagaaataaa ggagagttta caaatcttca gggggtaget 1560
gcatctacaa atggaaagat attaattgca gacagtaaca accaatgtgt gcagatattt 1620
tccaatgatg gecagttcaa aagtegtttt ggcatacggg gacgctctee ggggecagetg 1680
cagcggceeca caggagtggce tgtacatcce agtggggaca taatcattge cgattatgat 1740
aataaatggg tcagcatttt ctcctccgat gggaaattta agacaaaaat tggatcagga 1800

aagctgatgg gacccaaagg agtttctgtg gaccgcaatg ggeacattat tgttgtggac 1860



aacaaggcgt gectgegtgtt tatcttccag ccaaacggga aaatagtcac caggtttggt 1920
agccgaggaa atggggacag geagtttgea ggtecccatt ttgcagetgt aaatagcaat 1980
aatgagatta ttattacaga tttccataat cattctgtca aggtgtttaa tcaggaagga 2040
gaattcatgt tgaagtttgg ctcaaatgga gaaggaaatg ggcagtttaa tgctccaaca 2100
ggtgtagcag tggattcaaa tggaaacatc attgtggecg actggggaaa cagcaggatc 2160
caggtttttg atgggagtgg atcatttttg tcctacatta acacatctge tgacccactc 2220
tatggcccec aaggectggce cctaacttca gatggtcatg ttgtggttge agactctgga 2280
aatcactgtt tcaaagtcta tcgatactta cagtaa 2316

<210> 4

<211> 771

<212> PRT

<213> Homo sapiens

<400> 4

Met His Arg Ser Gly Arg Tyr Gly Thr GIn GIn GIn Arg Ala Gly Ser

1 5 10 15

Lys Thr Ala Gly Pro Pro Cys GIn Trp Ser Arg Met Ala Ser Glu Gly
20 25 30

Thr Asn lle Pro Ser Pro Val Val Arg GIn lle Asp Lys GIn Phe Leu
35 40 45

lle Cys Ser lle Cys Leu Glu Arg Tyr Lys Asn Pro Lys Val Leu Pro
50 55 60

Cys Leu His Thr Phe Cys Glu Arg Cys Leu GlIn Asn Tyr lle Pro Ala
65 70 75 80

His Ser Leu Thr Leu Ser Cys Pro Val Cys Arg GIn Thr Ser lle Leu
85 90 95

Pro Glu Lys Gly Val Ala Ala Leu GIn Asn Asn Phe Phe lle Thr Asn
100 105 110



Leu Met Asp Val Leu GIn Arg Thr Pro Gly Ser Asn Ala Glu Glu Ser
115 120 125

Ser lle Leu Glu Thr Val Thr Ala Val Ala Ala Gly Lys Pro Leu Ser
130 135 140

Cys Pro Asn His Asp Gly Asn Val Met Glu Phe Tyr Cys GIn Ser Cys
145 150 155 160

Glu Thr Ala Met Cys Arg Glu Cys Thr Glu Gly Glu His Ala Glu His
165 170 175

Pro Thr Val Pro Leu Lys Asp Val Val Glu GIn His Lys Ala Ser Leu
180 185 190

GIn Val GIn Leu Asp Ala Val Asn Lys Arg Leu Pro Glu lle Asp Ser
195 200 205

Ala Leu GIn Phe lle Ser Glu lle lle His GIn Leu Thr Asn GlIn Lys
210 215 220

Ala Ser lle Val Asp Asp lle His Ser Thr Phe Asp Glu Leu GIn Lys
225 230 235 240

Thr Leu Asn Val Arg Lys Ser Val Leu Leu Met Glu Leu Glu Val Asn
245 250 255

Tyr Gly Leu Lys His Lys Val Leu GIn Ser GIn Leu Asp Thr Leu Leu
260 265 270

GIn Gly GIn Glu Ser lle Lys Ser Cys Ser Asn Phe Thr Ala GIn Ala
275 280 285

Leu Asn His Gly Thr Glu Thr Glu Val Leu Leu Val Lys Lys GIn Met
290 295 300

Ser Glu Lys Leu Asn Glu Leu Ala Asp GIn Asp Phe Pro Leu His Pro
305 310 315 320



Arg Glu Asn Asp GIn Leu Asp Phe lle Val Glu Thr Glu Gly Leu Lys
325 330 335

Lys Ser lle His Asn Leu Gly Thr lle Leu Thr Thr Asn Ala Val Ala
340 345 350

Ser Glu Thr Val Ala Thr Gly Glu Gly Leu Arg GIn Thr lle lle Gly
355 360 365

GIn Pro Met Ser Val Thr lle Thr Thr Lys Asp Lys Asp Gly Glu Leu
370 375 380

Cys Lys Thr Gly Asn Ala Tyr Leu Thr Ala Glu Leu Ser Thr Pro Asp
385 390 395 400

Gly Ser Val Ala Asp Gly Glu lle Leu Asp Asn Lys Asn Gly Thr Tyr
405 410 415

Glu Phe Leu Tyr Thr Val GIn Lys Glu Gly Asp Phe Thr Leu Ser Leu
420 425 430

Arg Leu Tyr Asp GlIn His Ile Arg Gly Ser Pro Phe Lys Leu Lys Val
435 440 445

lle Arg Ser Ala Asp Val Ser Pro Thr Thr Glu Gly Val Lys Arg Arg
450 455 460

Val Lys Ser Pro Gly Ser Gly His Val Lys GIn Lys Ala Val Lys Arg
465 470 475 480

Pro Ala Ser Met Tyr Ser Thr Gly Lys Arg Lys Glu Asn Pro lle Glu
485 490 495

Asp Asp Leu lle Phe Arg Val Gly Thr Lys Gly Arg Asn Lys Gly Glu
500 505 510

Phe Thr Asn Leu GIn Gly Val Ala Ala Ser Thr Asn Gly Lys lle Leu

10



515 520 525

lle Ala Asp Ser Asn Asn GIn Cys Val GIn lle Phe Ser Asn Asp Gly
530 535 540

GIn Phe Lys Ser Arg Phe Gly lle Arg Gly Arg Ser Pro Gly GIn Leu
545 550 555 560

GIn Arg Pro Thr Gly Val Ala Val His Pro Ser Gly Asp lle lle lle
565 570 575

Ala Asp Tyr Asp Asn Lys Trp Val Ser lle Phe Ser Ser Asp Gly Lys
580 585 590

Phe Lys Thr Lys lle Gly Ser Gly Lys Leu Met Gly Pro Lys Gly Val
595 600 605

Ser Val Asp Arg Asn Gly His lle Ile Val Val Asp Asn Lys Ala Cys
610 615 620

Cys Val Phe lle Phe GIn Pro Asn Gly Lys lle Val Thr Arg Phe Gly
625 630 635 640

Ser Arg Gly Asn Gly Asp Arg GlIn Phe Ala Gly Pro His Phe Ala Ala
645 650 655

Val Asn Ser Asn Asn Glu lle lle lle Thr Asp Phe His Asn His Ser
660 665 670

Val Lys Val Phe Asn GIn Glu Gly Glu Phe Met Leu Lys Phe Gly Ser
675 680 685

Asn Gly Glu Gly Asn Gly GIn Phe Asn Ala Pro Thr Gly Val Ala Val
690 695 700

Asp Ser Asn Gly Asn lle Ile Val Ala Asp Trp Gly Asn Ser Arg lle
705 710 715 720

11



GIn Val Phe Asp Gly Ser Gly Ser Phe Leu Ser Tyr lle Asn Thr Ser
725 730 735

Ala Asp Pro Leu Tyr Gly Pro GIn Gly Leu Ala Leu Thr Ser Asp Gly
740 745 750

His Val Val Val Ala Asp Ser Gly Asn His Cys Phe Lys Val Tyr Arg
755 760 765

Tyr Leu GIn
770

<210> 5

<211> 2235

<212> DNA

<213> Homo sapiens

<400> 5
atggcaaaga gggaggacag ccctggecca gaggtccage caatggacaa geagttcctg 60

gtatgcagca tctgectgga teggtaccag tgecccaagg ttettecttg cctgecacace 120
ttctgtgaga gatgtctcca aaactatatc cctgeccaga gectgacget atectgtcca 180
gtatgccggce agacgtccat cctcccagag cagggegtct cggeactgea gaacaacttc 240
ttcatcagca gectcatgga ggeaatgcag caggceacctg atggggecca cgacceggag 300
gacccccacc ccctcagtgt agtggetgge cgecctctct cctgecccaa ccatgaagge 360
aagacgatgg agttttactg tgaggectgt gagacggceca tgtgtggtga gtgecgegee 420
ggggagcatc gtgagcatgg cacagtgctg ctgagggatg tggtggagcea gcacaaggeg 480
geectgeagce gecagcetega ggetgtgegt ggecgattge cacagetgte cgecageaatt 540
gccttagtcg ggggeatcag ccageagetg caggagegea aggcagaggce cctggeccag 600
atcagtgcag cgttcgagga cctggagcaa gecactgcage agegcaagcea ggetctggte 660
agcgacctgg agaccatttg tggggccaaa cagaaggtgt tgcaaagcca getggacaca 720
ctgcgecagg gtcaggaaca catcggeagt agetgeaget ttgcagagcea ggeactgege 780
ctgggctcgg ccecggaggt gttgetggtg cgcaageaca tgegagageg getggetgea 840

ttggcggceac aggecttecee ggageggeca catgagaatg cacagetgga actggtectt 900

12



gaggtggacg gtctgeggeg atcggtgetc aatctgggeg cactgetcac cacgagegee 960
actgcacacg aaacggtggce cacgggagag ggectgegece aggegetagt gggecagect 1020
gccetegcetca ctgtcactac caaagacaag gacgggeggt tggtgegeac aggeageget 1080
gagctgegtg cagagatcac cggeccggac ggeacgegcec ttceggtgece agtggtggac 1140
cacaagaatg gcacatatga gctagtgtac acagcgegcea cggaaggega getgetecte 1200
tcggtgcetge tctacggaca gecagtgege ggeagececct tecgegtgeg tgeectgegt 1260
ccgggggacc tgecaccttc cccggacgat gtgaagcegcec gtgtcaagte cectggegge 1320
ccecggeagec atgtgegeca gaaggeagtg cgtaggecca getccatgta cagcacagge 1380
ggcaaacgaa aggacaaccc aattgaggat gagctcgtct tccgtgtigg cagtcgtgga 1440
agggagaaag gtgaattcac caatttacaa ggtgtgtccg cagccageag cggecgecatc 1500
gtggtagcag acagcaacaa ccagtgtatt caggttttct ccaatgaggg ccagttcaag 1560
ttcegttttg gggtccgagg acgctcacct gggeagetge agegecccac aggtgtggeca 1620
gtggacacca atggagacat aattgtggca gactatgaca accgttgggt cagcatcttc 1680
tccectgagg gcaagttcaa gaccaagatt ggagetggec gectcatggg ccccaaggga 1740
gtggccgtag accggaatgg acatatcatt gtggtcgaca acaagtcttg ctgegtettt 1800
accttccage ccaatggceaa actggttgge cgttttgggg geegtggggc cactgaccge 1860
cactttgcag ggccccattt tgtggetgtg aacaacaaga atgaaattgt agtaacggac 1920
ttccataacc attcagtgaa ggtgtacagt gccgatggag agttectctt caagtttgge 1980
tcccatggeg agggcaatgg geagttcaat gecccccacag gagtagetgt ggactccaat 2040
ggaaacatca ttgtggctga ctggggcaac agecgcatcc aggtattcga cagetctgge 2100
tccttectgt cctatatcaa cacatctgea gaaccactgt atggtccaca gggectggeca 2160
ctgacctcgg atggcecatgt ggtggtgget gatgetggea accactgcett taaagectat 2220
cgctacctcc agtag 2235

<210> 6

<211> 744
<212> PRT

13



<213> Homo sapiens
<400> 6
Met Ala Lys Arg Glu Asp Ser Pro Gly Pro Glu Val GIn Pro Met Asp

1 5 10 15

Lys GIn Phe Leu Val Cys Ser lle Cys Leu Asp Arg Tyr Gln Cys Pro
20 25 30

Lys Val Leu Pro Cys Leu His Thr Phe Cys Glu Arg Cys Leu GIn Asn
35 40 45

Tyr lle Pro Ala GIn Ser Leu Thr Leu Ser Cys Pro Val Cys Arg GIn
50 55 60

Thr Ser lle Leu Pro Glu GIn Gly Val Ser Ala Leu GIn Asn Asn Phe
65 70 75 80

Phe lle Ser Ser Leu Met Glu Ala Met GIn GIn Ala Pro Asp Gly Ala
85 90 95

His Asp Pro Glu Asp Pro His Pro Leu Ser Val Val Ala Gly Arg Pro
100 105 110

Leu Ser Cys Pro Asn His Glu Gly Lys Thr Met Glu Phe Tyr Cys Glu
115 120 125

Ala Cys Glu Thr Ala Met Cys Gly Glu Cys Arg Ala Gly Glu His Arg
130 135 140

Glu His Gly Thr Val Leu Leu Arg Asp Val Val Glu GIn His Lys Ala
145 150 155 160

Ala Leu GIn Arg GIn Leu Glu Ala Val Arg Gly Arg Leu Pro GIn Leu
165 170 175

Ser Ala Ala lle Ala Leu Val Gly Gly lle Ser GIn GIn Leu GIn Glu
180 185 190

14



Arg Lys Ala Glu Ala Leu Ala GIn lle Ser Ala Ala Phe Glu Asp Leu
195 200 205

Glu GIn Ala Leu GIn GIn Arg Lys GIn Ala Leu Val Ser Asp Leu Glu
210 215 220

Thr lle Cys Gly Ala Lys GIn Lys Val Leu GIn Ser GIn Leu Asp Thr
225 230 235 240

Leu Arg GIn Gly GIn Glu His lle Gly Ser Ser Cys Ser Phe Ala Glu
245 250 255

GIn Ala Leu Arg Leu Gly Ser Ala Pro Glu Val Leu Leu Val Arg Lys
260 265 270

His Met Arg Glu Arg Leu Ala Ala Leu Ala Ala GlIn Ala Phe Pro Glu
275 280 285

Arg Pro His Glu Asn Ala GIn Leu Glu Leu Val Leu Glu Val Asp Gly
290 295 300

Leu Arg Arg Ser Val Leu Asn Leu Gly Ala Leu Leu Thr Thr Ser Ala
305 310 315 320

Thr Ala His Glu Thr Val Ala Thr Gly Glu Gly Leu Arg GIn Ala Leu
325 330 335

Val Gly GIn Pro Ala Ser Leu Thr Val Thr Thr Lys Asp Lys Asp Gly
340 345 350

Arg Leu Val Arg Thr Gly Ser Ala Glu Leu Arg Ala Glu lle Thr Gly
355 360 365

Pro Asp Gly Thr Arg Leu Pro Val Pro Val Val Asp His Lys Asn Gly
370 375 380

Thr Tyr Glu Leu Val Tyr Thr Ala Arg Thr Glu Gly Glu Leu Leu Leu
385 390 395 400
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Ser Val Leu Leu Tyr Gly GIn Pro Val Arg Gly Ser Pro Phe Arg Val
405 410 415

Arg Ala Leu Arg Pro Gly Asp Leu Pro Pro Ser Pro Asp Asp Val Lys
420 425 430

Arg Arg Val Lys Ser Pro Gly Gly Pro Gly Ser His Val Arg GIn Lys
435 440 445

Ala Val Arg Arg Pro Ser Ser Met Tyr Ser Thr Gly Gly Lys Arg Lys
450 455 460

Asp Asn Pro lle Glu Asp Glu Leu Val Phe Arg Val Gly Ser Arg Gly
465 470 475 480

Arg Glu Lys Gly Glu Phe Thr Asn Leu GIn Gly Val Ser Ala Ala Ser
485 490 495

Ser Gly Arg lle Val Val Ala Asp Ser Asn Asn GIn Cys lle GIn Val
500 505 510

Phe Ser Asn Glu Gly GIn Phe Lys Phe Arg Phe Gly Val Arg Gly Arg
515 520 525

Ser Pro Gly GIn Leu GIn Arg Pro Thr Gly Val Ala Val Asp Thr Asn
530 535 540

Gly Asp lle lle Val Ala Asp Tyr Asp Asn Arg Trp Val Ser lle Phe
545 550 555 560

Ser Pro Glu Gly Lys Phe Lys Thr Lys lle Gly Ala Gly Arg Leu Met
565 570 575

Gly Pro Lys Gly Val Ala Val Asp Arg Asn Gly His lle Ile Val Val
580 585 590

Asp Asn Lys Ser Cys Cys Val Phe Thr Phe GIn Pro Asn Gly Lys Leu

16



595 600 605

Val Gly Arg Phe Gly Gly Arg Gly Ala Thr Asp Arg His Phe Ala Gly
610 615 620

Pro His Phe Val Ala Val Asn Asn Lys Asn Glu lle Val Val Thr Asp
625 630 635 640

Phe His Asn His Ser Val Lys Val Tyr Ser Ala Asp Gly Glu Phe Leu
645 650 655

Phe Lys Phe Gly Ser His Gly Glu Gly Asn Gly GIn Phe Asn Ala Pro
660 665 670

Thr Gly Val Ala Val Asp Ser Asn Gly Asn lle lle Val Ala Asp Trp
675 680 685

Gly Asn Ser Arg lle GIn Val Phe Asp Ser Ser Gly Ser Phe Leu Ser
690 695 700

Tyr lle Asn Thr Ser Ala Glu Pro Leu Tyr Gly Pro GIn Gly Leu Ala
705 710 715 720

Leu Thr Ser Asp Gly His Val Val Val Ala Asp Ala Gly Asn His Cys
725 730 735

Phe Lys Ala Tyr Arg Tyr Leu GIn
740

<210> 7

<211> 1503

<212> DNA

<213> Homo sapiens

<400> 7
atggaagctg aggacatcca ggaggagttg acctgcccca tetgectgga ctatttccag

gacccggtgt ccatcgagtg cggecacaac ttctgeegeg getgectgea cegeaactgg

gegeegggeg geggececgtt cecectgecce gaatgtegge acccatcgge geecgeegeg
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ctgcgaccca actgggecct ggecaggcetg actgagaaga cgeagegeeg gegeetggge 240
ccegtgeecc cgggectgtg cggeegecac tgggageege tgeggetctt ctgegaggac 300
gaccagcggce cagtgtgect ggtgtgeagg gagtcccagg agcaccagac tcacgecatg 360
gcacccatcg acgaggcectt cgagagctac cggacaggta actttgacat ccacgtggat 420
gaatggaaga gaagactaat taggctgctc ttgtaccatt ttaagcagga ggagaaactt 480
cttaagtctc agcgtaatct cgtggccaag atgaagaaag tcatgcattt acaggatgta 540
gaagtgaaga acgccacaca gtggaaggat aagataaaga gtcagcgaat gagaatcage 600
acggagtttt caaagctgea caacttcctg gttgaagaag aggacctgtt tcttcagaga 660
ttgaacaaag aagaagaaga gacgaagaag aagctgaatg agaacacgtt aaaactcaat 720
caaactatcg cttcattgaa gaagctcatc ttagaggtgg gggagaagag ccaggctccc 780
accctggagc tgcttcagaa tccaaaagaa gtgttgacca ggagtgagat ccaggatgtg 840
aactattctc ttgaagctgt aaaggtgaag acagtgtgcec agataccatt gatgaaggaa 900
atgctaaagc gattccaagt ggetgtaaac ctagetgaag acacagctca tcccaaactc 960
gtcttctcecec aggaagggag atacgtgaaa aatacagceat cagecagttc ttggecagtg 1020
ttttcttcag catggaacta ctttgctgga tggaggaatc ctcagaagac tgettttgta 1080
gagagatttc agcacttacc ctgtgttctg ggaaaaaacg ttttcacctc agggaaacat 1140
tactgggaag ttgagagtag agatagtctg gaggttgctg ttggggtgtg tcgggaggac 1200
gtcatgggaa ttactgatcg ttcaaaaatg tccccagatg tgggeatctg ggegatttat 1260
tggagtgctg ctggcetattg geccttgata ggettcectg gaactcccac ccagcaagag 1320
ccagctctecc accgagtggg ggtttacctg gatcgtggga ctgggaatgt ctectictac 1380
agcgctgtgg acggagtgcea cctgeacacc ttttettgtt cttetgtctc acgectcegg 1440
ccattttttt ggttgagtcc attagcatct ttagtcattc caccagtgac tgataggaaa 1500
tga 1503

<210> 8

<211> 500

<212> PRT
<213> Homo sapiens
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<400> 8

Met Glu Ala Glu Asp lle GIn Glu Glu Leu Thr Cys Pro lle Cys Leu
1 5 10 15

Asp Tyr Phe GIn Asp Pro Val Ser lle Glu Cys Gly His Asn Phe Cys
20 25 30

Arg Gly Cys Leu His Arg Asn Trp Ala Pro Gly Gly Gly Pro Phe Pro
35 40 45

Cys Pro Glu Cys Arg His Pro Ser Ala Pro Ala Ala Leu Arg Pro Asn
50 55 60

Trp Ala Leu Ala Arg Leu Thr Glu Lys Thr GIn Arg Arg Arg Leu Gly
65 70 75 80

Pro Val Pro Pro Gly Leu Cys Gly Arg His Trp Glu Pro Leu Arg Leu
85 90 95

Phe Cys Glu Asp Asp GlIn Arg Pro Val Cys Leu Val Cys Arg Glu Ser
100 105 110

GIn Glu His GIn Thr His Ala Met Ala Pro lle Asp Glu Ala Phe Glu
115 120 125

Ser Tyr Arg Thr Gly Asn Phe Asp lle His Val Asp Glu Trp Lys Arg
130 135 140

Arg Leu lle Arg Leu Leu Leu Tyr His Phe Lys GIn Glu Glu Lys Leu
145 150 155 160

Leu Lys Ser GIn Arg Asn Leu Val Ala Lys Met Lys Lys Val Met His
165 170 175

Leu GIn Asp Val Glu Val Lys Asn Ala Thr GIn Trp Lys Asp Lys lle
180 185 190

19



Lys Ser GIn Arg Met Arg lle Ser Thr Glu Phe Ser Lys Leu His Asn
195 200 205

Phe Leu Val Glu Glu Glu Asp Leu Phe Leu GIn Arg Leu Asn Lys Glu
210 215 220

Glu Glu Glu Thr Lys Lys Lys Leu Asn Glu Asn Thr Leu Lys Leu Asn
225 230 235 240

GIn Thr lle Ala Ser Leu Lys Lys Leu lle Leu Glu Val Gly Glu Lys
245 250 255

Ser GIn Ala Pro Thr Leu Glu Leu Leu GIn Asn Pro Lys Glu Val Leu
260 265 270

Thr Arg Ser Glu lle GIn Asp Val Asn Tyr Ser Leu Glu Ala Val Lys
275 280 285

Val Lys Thr Val Cys GIn lle Pro Leu Met Lys Glu Met Leu Lys Arg
290 295 300

Phe GIn Val Ala Val Asn Leu Ala Glu Asp Thr Ala His Pro Lys Leu
305 310 315 320

Val Phe Ser GIn Glu Gly Arg Tyr Val Lys Asn Thr Ala Ser Ala Ser
325 330 335

Ser Trp Pro Val Phe Ser Ser Ala Trp Asn Tyr Phe Ala Gly Trp Arg
340 345 350

Asn Pro GIn Lys Thr Ala Phe Val Glu Arg Phe GIn His Leu Pro Cys
355 360 365

Val Leu Gly Lys Asn Val Phe Thr Ser Gly Lys His Tyr Trp Glu Val
370 375 380

Glu Ser Arg Asp Ser Leu Glu Val Ala Val Gly Val Cys Arg Glu Asp
385 390 395 400
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Val Met Gly lle Thr Asp Arg Ser Lys Met Ser Pro Asp Val Gly lle
405 410 415

Trp Ala lle Tyr Trp Ser Ala Ala Gly Tyr Trp Pro Leu lle Gly Phe
420 425 430

Pro Gly Thr Pro Thr GIn GIn Glu Pro Ala Leu His Arg Val Gly Val
435 440 445

Tyr Leu Asp Arg Gly Thr Gly Asn Val Ser Phe Tyr Ser Ala Val Asp
450 455 460

Gly Val His Leu His Thr Phe Ser Cys Ser Ser Val Ser Arg Leu Arg
465 470 475 480

Pro Phe Phe Trp Leu Ser Pro Leu Ala Ser Leu Val lle Pro Pro Val
485 490 495

Thr Asp Arg Lys
500

<210> 9

<211> 1482

<212> DNA

<213> Homo sapiens

<400> 9
atggcttctg gaatcctggt taatgtaaag gaggaggtga cctgecccat ctgectggaa 60

ctcctgacac aacccctgag cctggactge ggecacagcet tetgecaage atgectcact 120
gcaaaccaca agaagtccat gctagacaaa ggagagagta getgecctgt gtgecggatc 180
agttaccagc ctgagaacat acggcctaat cggeatgtag ccaacatagt ggagaagctc 240
agggaggtca agttgagccc agaggggceag aaagttgatc attgtgcacg ccatggagag 300
aaacttctac tcttctgtca ggaggacggg aaggtcattt getggcetttg tgageggtct 360
caggagcacc gtggtcacca cacgttcctc acagaggagg ttgcceggga gtaccaagtg 420

aagctccagg cagctctgga gatgctgagg cagaagcage aggaagctga agagttagaa 480
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gctgacatca gagaagagaa agcttcctgg aagactcaaa tacagtatga caaaaccaac 540
gtcttggcag attttgagca actgagagac atcctggact gggaggagag caatgagetg 600
caaaacctgg agaaggagga ggaagacatt ctgaaaagcc ttacgaactc tgaaactgag 660
atggtgcagc agacccagtc cctgagagag ctcatctcag atctggagcea teggetgcag 720
gggtcagtga tggagetgct tcagggtgtg gatggegtca taaaaaggac ggagaacgtg 780
accttgaaga agccagaaac ttttccaaaa aatcaaagga gagtgtttcg agctcctgat 840
ctgaaaggaa tgctagaagt gtttagagag ctgacagatg tccgacgcta ctgggttgat 900
gtgacagtgg ctccaaacaa catttcatgt getgtcattt ctgaagataa gagacaagtg 960
agctctccga aaccacagat aatatatggg gcacgaggga caagatacca gacatttgtg 1020
aatttcaatt attgtactgg catcctgggce tctcaaagta tcacatcagg gaaacattac 1080
tgggaggtag acgtgtccaa gaaaactgct tggatcctgg gggtatgtge tggettccaa 1140
cctgatgcaa tgtgtaatat tgaaaaaaat gaaaattatc aacctaaata cggctactgg 1200
gttatagggt tagaggaagg agttaaatgt agtgctttcc aggatagttc cttccatact 1260
ccttctgttc ctttcattgt geceectcetcet gtgattattt gtectgateg tgttggagtt 1320
ttcctagact atgaggcttg cactgtctca ttcttcaata tcacaaacca tggatttctc 1380
atctataagt tttctcactg ttctttttct cagectgtat ttccatattt aaatcctaga 1440
aaatgtggag tccccatgac tetgtgetca ccaagcetctt ga 1482

<210> 10

<211> 493

<212> PRT

<213> Homo sapiens

<400> 10

Met Ala Ser Gly lle Leu Val Asn Val Lys Glu Glu Val Thr Cys Pro

1 5 10 15

lle Cys Leu Glu Leu Leu Thr GIn Pro Leu Ser Leu Asp Cys Gly His
20 25 30

Ser Phe Cys GIn Ala Cys Leu Thr Ala Asn His Lys Lys Ser Met Leu
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35 40 45

Asp Lys Gly Glu Ser Ser Cys Pro Val Cys Arg lle Ser Tyr GIn Pro
50 55 60

Glu Asn lle Arg Pro Asn Arg His Val Ala Asn lle Val Glu Lys Leu
65 70 75 80

Arg Glu Val Lys Leu Ser Pro Glu Gly GIn Lys Val Asp His Cys Ala
85 90 95

Arg His Gly Glu Lys Leu Leu Leu Phe Cys GIn Glu Asp Gly Lys Val
100 105 110

lle Cys Trp Leu Cys Glu Arg Ser GIn Glu His Arg Gly His His Thr
115 120 125

Phe Leu Thr Glu Glu Val Ala Arg Glu Tyr GIn Val Lys Leu GIn Ala
130 135 140

Ala Leu Glu Met Leu Arg GIn Lys GIn GIn Glu Ala Glu Glu Leu Glu
145 150 155 160

Ala Asp lle Arg Glu Glu Lys Ala Ser Trp Lys Thr GIn lle GIn Tyr
165 170 175

Asp Lys Thr Asn Val Leu Ala Asp Phe Glu GIn Leu Arg Asp lle Leu
180 185 190

Asp Trp Glu Glu Ser Asn Glu Leu GIn Asn Leu Glu Lys Glu Glu Glu
195 200 205

Asp lle Leu Lys Ser Leu Thr Asn Ser Glu Thr Glu Met Val GIn GIn
210 215 220

Thr GIn Ser Leu Arg Glu Leu lle Ser Asp Leu Glu His Arg Leu GIn
225 230 235 240
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Gly Ser Val Met Glu Leu Leu GIn Gly Val Asp Gly Val lle Lys Arg
245 250 255

Thr Glu Asn Val Thr Leu Lys Lys Pro Glu Thr Phe Pro Lys Asn GIn
260 265 270

Arg Arg Val Phe Arg Ala Pro Asp Leu Lys Gly Met Leu Glu Val Phe
275 280 285

Arg Glu Leu Thr Asp Val Arg Arg Tyr Trp Val Asp Val Thr Val Ala
290 295 300

Pro Asn Asn lle Ser Cys Ala Val lle Ser Glu Asp Lys Arg GIn Val
305 310 315 320

Ser Ser Pro Lys Pro GIn lle lle Tyr Gly Ala Arg Gly Thr Arg Tyr
325 330 335

GIn Thr Phe Val Asn Phe Asn Tyr Cys Thr Gly lle Leu Gly Ser GIn
340 345 350

Ser lle Thr Ser Gly Lys His Tyr Trp Glu Val Asp Val Ser Lys Lys
355 360 365

Thr Ala Trp lle Leu Gly Val Cys Ala Gly Phe GIn Pro Asp Ala Met
370 375 380

Cys Asn lle Glu Lys Asn Glu Asn Tyr GIn Pro Lys Tyr Gly Tyr Trp
385 390 395 400

Val lle Gly Leu Glu Glu Gly Val Lys Cys Ser Ala Phe GlIn Asp Ser
405 410 415

Ser Phe His Thr Pro Ser Val Pro Phe lle Val Pro Leu Ser Val lle
420 425 430

lle Cys Pro Asp Arg Val Gly Val Phe Leu Asp Tyr Glu Ala Cys Thr
435 440 445
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Val Ser Phe Phe Asn lle Thr Asn His Gly Phe Leu lle Tyr Lys Phe
450 455 460

Ser His Cys Ser Phe Ser GIn Pro Val Phe Pro Tyr Leu Asn Pro Arg
465 470 475 480

Lys Cys Gly Val Pro Met Thr Leu Cys Ser Pro Ser Ser
485 490

<210> 11

<211> 1551

<212> DNA

<213> Homo sapiens

<400> 11
atgtgcgggt cagagaggat tctacaggca ggaaacatct tagaaatcag ggttgggcag 60

gcaggagcca ggagagtagce tacaatgact tcaccagtac tggtggacat acgagaagag 120
gtgacctgcc ctatctgect ggagcetccta acagaacccc tgagcataga ctgtggeccac 180
agcttctgee aagcectgeat cacaccaaat ggcagggaat cagtgattgg tcaagaaggg 240
gaaagaagct geectgtgtg ccagaccagce taccagecag ggaacctgeg gectaatcgg 300
catctggcca acatagtgag geggctcaga gaggtagtgt tgggeectgg gaageagetg 360
aaagcagttc tttgtgcaga ccatggagaa aaactgcagc tcttctgtca ggaggatggg 420
aaggtcattt gctggcetttg tgageggtct caggagcacc gtggtcacca cacgttcctc 480
gtggaggagg ttgcccagga gtaccaggag aagtttcagg agtctctaaa gaagectgaag 540
dacgaggagc aggaagctga gaagctaaca gettttatca gagagaagaa aacatectgg 600
aagaatcaga tggagcctga gagatgcagg atccagacag agtttaatca gectgecgaaat 660
atcctagaca gagtggagca acgggagetg aaaaagctgg aacaggaaga gaagaagggg 720
ctacgaatta tagaagaggc tgagaatgat ctggtccacc agacccagtc getgegagag 780
ctcatctcgg atctggagceg tcgatgtcag gggtcaacaa tggagetget gcaggatgtg 840
agtgatgtca cagaaaggag tgagttctgg accctgagga agccagaagc tctcectaca 900

aagctgagaa gtatgttccg agccccagat ctgaaaagga tgctgegagt gtgtagagag 960
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ctgacagatg tccaaagcta ctgggttgac gtgaccctga atccacacac agctaattta 1020
aatcttgtcc tggctaaaaa ccggagacaa gtgaggtttg tgggagcetaa agtatctgga 1080
ccttectgtc tggaaaagcea ttatgactgt agtgtcctgg getcccagea cttctectct 1140
ggtaagcatt actgggaggt agatgtggec aagaagactg cctggatcct gggggtatge 1200
agcaattcac tgggacctac attctctttc aaccattttg ctcaaaatca cagtgecttac 1260
tccaggtatc agcctcagag tggatactgg gtgattgggt tacagcataa ccatgaatat 1320
agggcctatg aggattcttc cecttecctg cttetctecca tgacagtgee cectegecgt 1380
gttggggttt tcttagatta tgaggctggt actgtctect tttataatgt cacaaaccat 1440
ggcttcccca tctacacttt ctctaaatat tactttccca ctactetttg tecatatttt 1500
aatccttgca actgtgtaat tectatgacc ctgegtegtc caagcetcttg a 1551
<210> 12

<211> 516

<212> PRT

<213> Homo sapiens

<400> 12

Met Cys Gly Ser Glu Arg lle Leu GIn Ala Gly Asn lle Leu Glu lle

1 5 10 15

Arg Val Gly GIn Ala Gly Ala Arg Arg Val Ala Thr Met Thr Ser Pro
20 25 30

Val Leu Val Asp lle Arg Glu Glu Val Thr Cys Pro lle Cys Leu Glu
35 40 45

Leu Leu Thr Glu Pro Leu Ser lle Asp Cys Gly His Ser Phe Cys GIn
50 55 60

Ala Cys lle Thr Pro Asn Gly Arg Glu Ser Val lle Gly GIn Glu Gly
65 70 75 80

Glu Arg Ser Cys Pro Val Cys GIn Thr Ser Tyr Gln Pro Gly Asn Leu
85 90 95
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Arg Pro Asn Arg His Leu Ala Asn lle Val Arg Arg Leu Arg Glu Val
100 105 110

Val Leu Gly Pro Gly Lys GIn Leu Lys Ala Val Leu Cys Ala Asp His
115 120 125

Gly Glu Lys Leu GIn Leu Phe Cys GIn Glu Asp Gly Lys Val lle Cys
130 135 140

Trp Leu Cys Glu Arg Ser GlIn Glu His Arg Gly His His Thr Phe Leu
145 150 155 160

Val Glu Glu Val Ala GIn Glu Tyr GIn Glu Lys Phe GIn Glu Ser Leu
165 170 175

Lys Lys Leu Lys Asn Glu Glu GIn Glu Ala Glu Lys Leu Thr Ala Phe
180 185 190

lle Arg Glu Lys Lys Thr Ser Trp Lys Asn GIn Met Glu Pro Glu Arg
195 200 205

Cys Arg lle GIn Thr Glu Phe Asn GIn Leu Arg Asn lle Leu Asp Arg
210 215 220

Val Glu GIn Arg Glu Leu Lys Lys Leu Glu GIn Glu Glu Lys Lys Gly
225 230 235 240

Leu Arg lle lle Glu Glu Ala Glu Asn Asp Leu Val His GIn Thr GIn
245 250 255

Ser Leu Arg Glu Leu lle Ser Asp Leu Glu Arg Arg Cys GIn Gly Ser
260 265 270

Thr Met Glu Leu Leu GIn Asp Val Ser Asp Val Thr Glu Arg Ser Glu
275 280 285

Phe Trp Thr Leu Arg Lys Pro Glu Ala Leu Pro Thr Lys Leu Arg Ser
290 295 300
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Met Phe Arg Ala Pro Asp Leu Lys Arg Met Leu Arg Val Cys Arg Glu
305 310 315 320

Leu Thr Asp Val GIn Ser Tyr Trp Val Asp Val Thr Leu Asn Pro His
325 330 335

Thr Ala Asn Leu Asn Leu Val Leu Ala Lys Asn Arg Arg GIn Val Arg
340 345 350

Phe Val Gly Ala Lys Val Ser Gly Pro Ser Cys Leu Glu Lys His Tyr
355 360 365

Asp Cys Ser Val Leu Gly Ser GIn His Phe Ser Ser Gly Lys His Tyr
370 375 380

Trp Glu Val Asp Val Ala Lys Lys Thr Ala Trp lle Leu Gly Val Cys
385 390 395 400

Ser Asn Ser Leu Gly Pro Thr Phe Ser Phe Asn His Phe Ala GIn Asn
405 410 415

His Ser Ala Tyr Ser Arg Tyr GIn Pro GIn Ser Gly Tyr Trp Val lle
420 425 430

Gly Leu GIn His Asn His Glu Tyr Arg Ala Tyr Glu Asp Ser Ser Pro
435 440 445

Ser Leu Leu Leu Ser Met Thr Val Pro Pro Arg Arg Val Gly Val Phe
450 455 460

Leu Asp Tyr Glu Ala Gly Thr Val Ser Phe Tyr Asn Val Thr Asn His
465 470 475 480

Gly Phe Pro lle Tyr Thr Phe Ser Lys Tyr Tyr Phe Pro Thr Thr Leu
485 490 495

Cys Pro Tyr Phe Asn Pro Cys Asn Cys Val lle Pro Met Thr Leu Arg
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500 505 510

Arg Pro Ser Ser
515

<210> 13

<211> 666

<212> DNA

<213> Homo sapiens

<400> 13
atggcggctg tgggaccgeg gaccggeccce ggaaccggeg ccgaggctct agegetggeg 60

gcagagctgce agggegaggce gacgtgctec atctgectag agcetcttteg tgageeggtg 120
tccgtcgagt geggecacag cttetgecge gectgeatag ggegetgetg ggagegeecg 180
ggcgeggggt ctgttggggc cgecaccege gegeececcct teecactgec ctgtecegcag 240
tgccgegage ccgegegecc cagtcagetg cggeccaacc ggeagetgge ggeagtggee 300
acgctectge ggegettcag cetgeecgeg getgeeccgg gagageacgg gtctcaggeg 360
geegeggeec gggeageggce tgecegetge gggeageatg gegaaccctt caagetctac 420
tgccaggacg acggacgcegc catctgegtg gtgtgegacc gegeecegega gcaccgegag 480
cacgccegtgc tgeegetgga cgaggeggtg caggaggeca aggagctctt ggagtccagg 540
ctgagggtct tgaagaagga actggaggac tgtgaggtgt tccggtccac ggaaaagaag 600
gagagcaagg agctgctggt gagccaggcea cccgeaggec ccccgtggga cattacagag 660
gecetga 666

<210> 14

<211> 221

<212> PRT

<213> Homo sapiens

<400> 14

Met Ala Ala Val Gly Pro Arg Thr Gly Pro Gly Thr Gly Ala Glu Ala

1 5 10 15

Leu Ala Leu Ala Ala Glu Leu GIn Gly Glu Ala Thr Cys Ser lle Cys
20 25 30
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Leu Glu Leu Phe Arg Glu Pro Val Ser Val Glu Cys Gly His Ser Phe
35 40 45

Cys Arg Ala Cys lle Gly Arg Cys Trp Glu Arg Pro Gly Ala Gly Ser
50 55 60

Val Gly Ala Ala Thr Arg Ala Pro Pro Phe Pro Leu Pro Cys Pro GIn
65 70 75 80

Cys Arg Glu Pro Ala Arg Pro Ser GIn Leu Arg Pro Asn Arg GIn Leu
85 90 95

Ala Ala Val Ala Thr Leu Leu Arg Arg Phe Ser Leu Pro Ala Ala Ala
100 105 110

Pro Gly Glu His Gly Ser GIn Ala Ala Ala Ala Arg Ala Ala Ala Ala
115 120 125

Arg Cys Gly GIn His Gly Glu Pro Phe Lys Leu Tyr Cys GIn Asp Asp
130 135 140

Gly Arg Ala Ile Cys Val Val Cys Asp Arg Ala Arg Glu His Arg Glu
145 150 155 160

His Ala Val Leu Pro Leu Asp Glu Ala Val GIn Glu Ala Lys Glu Leu
165 170 175

Leu Glu Ser Arg Leu Arg Val Leu Lys Lys Glu Leu Glu Asp Cys Glu
180 185 190

Val Phe Arg Ser Thr Glu Lys Lys Glu Ser Lys Glu Leu Leu Val Ser
195 200 205

GlIn Ala Pro Ala Gly Pro Pro Trp Asp lle Thr Glu Ala
210 215 220

<210> 15
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<211> 1656
<212> DNA
<213> Homo sapiens

<400> 15
atggcggaga attggaagaa ctgcttcgag gaggagctca tetgeectat ctgectgcac 60

gttttcgtgg agccagtgea getgeecgtge aaacacaact tetgeecgggg ctgeategge 120
gaggcgtggg ccaaggacag cggectegta cgetgeccag agtgcaacca ggectacaac 180
cagaagccgg gectggagaa gaacctgaag ctcaccaaca tegtggagaa gttcaatgee 240
ctgcacgtgg agaagccegec ggeggegetg cactgegtgt tetgeecgeeg cggecceccg 300
ctgceegege agaaggtctg cctgegetge gaggegecct getgecagte ccacgtgecag 360
acgcacctge agcagccectc caccgeccge gggeacctec tggtggagge ggacgacgtg 420
cgggcctgga getgeecgea geacaacgec taccgectct accactgega ggecgagecag 480
gtggcegtgt gecagtactg ctgetactac ageggegege atcagggaca cteggtgtge 540
gacgtggaga tccgaaggaa tgaaatccgg aagatgctca tgaagcagea ggaccggetg 600
gaggagcgag agcaggacat tgaggaccag ctgtacaaac tcgagtcaga caagegectg 660
gtggaggaga aagtgaacca actgaaggag gaagttcgge tgcagtacga gaagectgcac 720
cagctgctgg acgaggacct gcggcagaca gtggaggtcc tagacaaggce ccaggeccaag 780
ttctgcageg agaacgcage gecaggegcetg cacctcgggg agegeatgea ggaggecaag 840
aagctgetgg geteectgea getgetettt gataagacgg aggatgtcag cttcatgaag 900
aacaccaagt ctgtgaaaat cctgatggac aggacccaga cctgcacgag cagcagectt 960
tcccccacta agatcggeca cctgaactcce aagcetcttee tgaacgaagt ggeccaagaag 1020
gagaagcagc tgcggaaaat gctagaaggce cccttcagea cgeeggtgece cttectgecag 1080
agtgtccccc tgtacccttg cggegtgage agetctgggg cggaaaageg caagcactca 1140
acggccttcc cagaggcecag tttcctagag acgtegtegg geectgtggg cggecagtac 1200
ggggcggcgg gcacagecag cggtgagggce cagtetggge ageeectggg geecctgecage 1260
tccacgcagce acttggtgge cctgecggge ggegeccaac cagtgeactc aageceegtg 1320

ttccecccat cgeagtatcece caatggctcc gecgeccage ageccatget cccccagtat 1380
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ggcggecgea agattetegt ctgttctgtg gacaactgtt actgttcttc cgtggeccaac 1440
catggcggcec accageccta ccccegetee ggecacttte cctggacagt geectegcag 1500
gagtactcac acccgctccc geccacaccce teegtececce agteecttec cagectggeg 1560
gtcagagact ggcttgacgc ctcccageag cccggecacce aggatttcta cagggtgtat 1620
gggcagcecegt ccaccaaaca ctacgtgacg agctaa 1656

<210> 16

<211> 551

<212> PRT

<213> Homo sapiens

<400> 16

Met Ala Glu Asn Trp Lys Asn Cys Phe Glu Glu Glu Leu lle Cys Pro

1 5 10 15

lle Cys Leu His Val Phe Val Glu Pro Val GIn Leu Pro Cys Lys His
20 25 30

Asn Phe Cys Arg Gly Cys lle Gly Glu Ala Trp Ala Lys Asp Ser Gly
35 40 45

Leu Val Arg Cys Pro Glu Cys Asn GIn Ala Tyr Asn GIn Lys Pro Gly
50 55 60

Leu Glu Lys Asn Leu Lys Leu Thr Asn lle Val Glu Lys Phe Asn Ala
65 70 75 80

Leu His Val Glu Lys Pro Pro Ala Ala Leu His Cys Val Phe Cys Arg
85 90 95

Arg Gly Pro Pro Leu Pro Ala GIn Lys Val Cys Leu Arg Cys Glu Ala
100 105 110

Pro Cys Cys GlIn Ser His Val GIn Thr His Leu GIn GIn Pro Ser Thr
115 120 125

Ala Arg Gly His Leu Leu Val Glu Ala Asp Asp Val Arg Ala Trp Ser
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130 135 140

Cys Pro GIn His Asn Ala Tyr Arg Leu Tyr His Cys Glu Ala Glu GIn
145 150 155 160

Val Ala Val Cys GIn Tyr Cys Cys Tyr Tyr Ser Gly Ala His GIn Gly
165 170 175

His Ser Val Cys Asp Val Glu lle Arg Arg Asn Glu lle Arg Lys Met
180 185 190

Leu Met Lys GIn GIn Asp Arg Leu Glu Glu Arg Glu GIn Asp lle Glu
195 200 205

Asp GIn Leu Tyr Lys Leu Glu Ser Asp Lys Arg Leu Val Glu Glu Lys
210 215 220

Val Asn GIn Leu Lys Glu Glu Val Arg Leu GIn Tyr Glu Lys Leu His
225 230 235 240

GIn Leu Leu Asp Glu Asp Leu Arg GIn Thr Val Glu Val Leu Asp Lys
245 250 255

Ala GIn Ala Lys Phe Cys Ser Glu Asn Ala Ala GIn Ala Leu His Leu
260 265 270

Gly Glu Arg Met GIn Glu Ala Lys Lys Leu Leu Gly Ser Leu GIn Leu
275 280 285

Leu Phe Asp Lys Thr Glu Asp Val Ser Phe Met Lys Asn Thr Lys Ser
290 295 300

Val Lys lle Leu Met Asp Arg Thr GIn Thr Cys Thr Ser Ser Ser Leu
305 310 315 320

Ser Pro Thr Lys lle Gly His Leu Asn Ser Lys Leu Phe Leu Asn Glu
325 330 335
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Val Ala Lys Lys Glu Lys GIn Leu Arg Lys Met Leu Glu Gly Pro Phe
340 345 350

Ser Thr Pro Val Pro Phe Leu GIn Ser Val Pro Leu Tyr Pro Cys Gly
355 360 365

Val Ser Ser Ser Gly Ala Glu Lys Arg Lys His Ser Thr Ala Phe Pro
370 375 380

Glu Ala Ser Phe Leu Glu Thr Ser Ser Gly Pro Val Gly Gly GIn Tyr
385 390 395 400

Gly Ala Ala Gly Thr Ala Ser Gly Glu Gly GIn Ser Gly GIn Pro Leu
405 410 415

Gly Pro Cys Ser Ser Thr GIn His Leu Val Ala Leu Pro Gly Gly Ala
420 425 430

GlIn Pro Val His Ser Ser Pro Val Phe Pro Pro Ser GIn Tyr Pro Asn
435 440 445

Gly Ser Ala Ala GIn GIn Pro Met Leu Pro GIn Tyr Gly Gly Arg Lys
450 455 460

Ile Leu Val Cys Ser Val Asp Asn Cys Tyr Cys Ser Ser Val Ala Asn
465 470 475 480

His Gly Gly His GIn Pro Tyr Pro Arg Ser Gly His Phe Pro Trp Thr
485 490 495

Val Pro Ser GIn Glu Tyr Ser His Pro Leu Pro Pro Thr Pro Ser Val
500 505 510

Pro GIn Ser Leu Pro Ser Leu Ala Val Arg Asp Trp Leu Asp Ala Ser
515 520 525

GIn GIn Pro Gly His GIn Asp Phe Tyr Arg Val Tyr Gly GIn Pro Ser
530 535 540
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Thr Lys His Tyr Val Thr Ser
545 550

<210> 17

<211> 2133

<212> DNA

<213> Homo sapiens

<400> 17
atggaggaga tggaagagga gttgaaatgc cecgtgtgeg getecttcta tecgggagece 60

atcatcctge cctgctctca caatttgtgt caggegtgeg cccgeaacat cectggtgcag 120
accccagagt ctgaatcccce ccagagcecat cgggeegegg getceggggt ctecgactat 180
gactatctgg acctggacaa gatgagccta tacagcgagg cggacagegg ctatggetce 240
tacggggggt tcgeccagege ccccactacc cegtgecaga agtcecccaa cggegtecge 300
gtgtttccce cggetatgece gecaccggec acccacttgt caccggecct ggeeceeggtg 360
ccccgeaact cctgtatcac ctgececcag tgtcaccgea gectcatect ggatgacegg 420
gggcteegeg gettecccaa gaategegta ctggaagggg taattgaceg ctaccagcag 480
agcaaagccg cggecctcaa gtgecagcete tgegagaagg cgeccaagga agecacegte 540
atgtgcgaac agtgcgatgt cttctactge gatecgtgec gectgegetg ccacccgece 600
cgggggeccc tageccaagea ccgectggtg cccceggecc agggtegtgt gageeggagg 660
ctgagcccac gcaaggtcte cacctgeaca gaccacgage tggagaacca cagcatgtac 720
tgcgtgcaat gcaagatgcee cgtgtgetac cagtgettgg aggagggcaa acactccage 780
cacgaagtca aggctctggg ggccatgtgg aaactacata agagccagcet ctcccaggeg 840
ctgaacggac tgtcagacag ggccaaagaa gecaaggagt ttctggtaca getgegcaac 900
atggtccagc agatccagga gaacagtgtg gagtttgaag cctgtctggt ggeccaatgt 960
gatgccctca tcgatgecct caacagaaga aaagceccagc tgetggeecg cgtcaacaag 1020
gagcatgagc acaagctgaa ggtggttcga gatcagatct ctcactgcac agtgaaattg 1080
cgccagacca caggtctcat ggagtactge ttggaggtga ttaaggaaaa tgatcctagt 1140

ggttttttge agatttctga cgeccctcata agaagagtge acctgactga ggatcagtgg 1200
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ggtaaaggca cactcactcc aaggatgacc acggactttg acttgagtct ggacaacagc 1260
cctctgetge aatccatcca ccagetggat ttcgtgecaag tgaaagcttc ctctccagte 1320
ccagcaaccc ctatcctaca getggaggaa tgttgtaccc acaacaacag cgetacgttg 1380
tcctggaaac agecacctct gtccacggtg cccgecgatg gatacattct ggagetggat 1440
gatggcaacg gtggtcaatt ccgggaggtg tatgtgggga aggagacaat gtgeactgtg 1500
gatggtcttc acttcaacag cacatacaac gctcgggtca aggecttcaa caaaacagga 1560
gtcagcecgt acagcaagac cctggtectce caaacgtctg aggtggectg gtttgetttc 1620
gaccctggct cggegeactc ggacatcatc ctctccaatg acaacctgac agtgacctgt 1680
agtagctatg atgaccgggt ggtgctaggg aagactggcet tctccaaggg catccactac 1740
tgggagctca cggtagatcg ctatgacaac caccctgatc ctgectttgg tgtggetcge 1800
atggacgtga tgaaggatgt gatgttagga aaagacgaca aagcttggge aatgtatgtg 1860
gacaataacc ggagctggtt catgcacaac aactcgcaca ccaacagaac tgagggaggg 1920
atcacaaaag gggccacaat tggggtecte ctcgacttaa atagaaaaaa cttgacattt 1980
tttatcaacg atgaacaaca aggtcccata gcatttgata acgtggaggg cctcttcttc 2040
cctgeggtca gectgaacag gaacgtgeag gtcacgetge acaccgggct cccagtccee 2100
gacttctact ccagcagagc atcaatagcc taa 2133

<210> 18

<211> 710

<212> PRT

<213> Homo sapiens

<400> 18

Met Glu Glu Met Glu Glu Glu Leu Lys Cys Pro Val Cys Gly Ser Phe

1 5 10 15

Tyr Arg Glu Pro lle lle Leu Pro Cys Ser His Asn Leu Cys GIn Ala
20 25 30

Cys Ala Arg Asn lle Leu Val GIn Thr Pro Glu Ser Glu Ser Pro GIn
35 40 45
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Ser His Arg Ala Ala Gly Ser Gly Val Ser Asp Tyr Asp Tyr Leu Asp
50 55 60

Leu Asp Lys Met Ser Leu Tyr Ser Glu Ala Asp Ser Gly Tyr Gly Ser
65 70 75 80

Tyr Gly Gly Phe Ala Ser Ala Pro Thr Thr Pro Cys GIn Lys Ser Pro
85 90 95

Asn Gly Val Arg Val Phe Pro Pro Ala Met Pro Pro Pro Ala Thr His
100 105 110

Leu Ser Pro Ala Leu Ala Pro Val Pro Arg Asn Ser Cys lle Thr Cys
115 120 125

Pro GIn Cys His Arg Ser Leu lle Leu Asp Asp Arg Gly Leu Arg Gly
130 135 140

Phe Pro Lys Asn Arg Val Leu Glu Gly Val lle Asp Arg Tyr GIn GIn
145 150 155 160

Ser Lys Ala Ala Ala Leu Lys Cys GIn Leu Cys Glu Lys Ala Pro Lys
165 170 175

Glu Ala Thr Val Met Cys Glu GlIn Cys Asp Val Phe Tyr Cys Asp Pro
180 185 190

Cys Arg Leu Arg Cys His Pro Pro Arg Gly Pro Leu Ala Lys His Arg
195 200 205

Leu Val Pro Pro Ala GIn Gly Arg Val Ser Arg Arg Leu Ser Pro Arg
210 215 220

Lys Val Ser Thr Cys Thr Asp His Glu Leu Glu Asn His Ser Met Tyr
225 230 235 240

Cys Val GIn Cys Lys Met Pro Val Cys Tyr GIn Cys Leu Glu Glu Gly
245 250 255
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Lys His Ser Ser His Glu Val Lys Ala Leu Gly Ala Met Trp Lys Leu
260 265 270

His Lys Ser GlIn Leu Ser GIn Ala Leu Asn Gly Leu Ser Asp Arg Ala
275 280 285

Lys Glu Ala Lys Glu Phe Leu Val GIn Leu Arg Asn Met Val GIn GIn
290 295 300

lle GIn Glu Asn Ser Val Glu Phe Glu Ala Cys Leu Val Ala GIn Cys
305 310 315 320

Asp Ala Leu lle Asp Ala Leu Asn Arg Arg Lys Ala GIn Leu Leu Ala
325 330 335

Arg Val Asn Lys Glu His Glu His Lys Leu Lys Val Val Arg Asp GlIn
340 345 350

Ile Ser His Cys Thr Val Lys Leu Arg GIn Thr Thr Gly Leu Met Glu
355 360 365

Tyr Cys Leu Glu Val lle Lys Glu Asn Asp Pro Ser Gly Phe Leu GIn
370 375 380

lle Ser Asp Ala Leu lle Arg Arg Val His Leu Thr Glu Asp GIn Trp
385 390 395 400

Gly Lys Gly Thr Leu Thr Pro Arg Met Thr Thr Asp Phe Asp Leu Ser
405 410 415

Leu Asp Asn Ser Pro Leu Leu GIn Ser lle His GIn Leu Asp Phe Val
420 425 430

GIn Val Lys Ala Ser Ser Pro Val Pro Ala Thr Pro lle Leu GIn Leu
435 440 445

Glu Glu Cys Cys Thr His Asn Asn Ser Ala Thr Leu Ser Trp Lys GIn
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450 455 460

Pro Pro Leu Ser Thr Val Pro Ala Asp Gly Tyr lle Leu Glu Leu Asp
465 470 475 480

Asp Gly Asn Gly Gly GIn Phe Arg Glu Val Tyr Val Gly Lys Glu Thr
485 490 495

Met Cys Thr Val Asp Gly Leu His Phe Asn Ser Thr Tyr Asn Ala Arg
500 505 510

Val Lys Ala Phe Asn Lys Thr Gly Val Ser Pro Tyr Ser Lys Thr Leu
515 520 525

Val Leu GIn Thr Ser Glu Val Ala Trp Phe Ala Phe Asp Pro Gly Ser
530 535 540

Ala His Ser Asp lle lle Leu Ser Asn Asp Asn Leu Thr Val Thr Cys
545 550 555 560

Ser Ser Tyr Asp Asp Arg Val Val Leu Gly Lys Thr Gly Phe Ser Lys
565 570 575

Gly lle His Tyr Trp Glu Leu Thr Val Asp Arg Tyr Asp Asn His Pro
580 585 590

Asp Pro Ala Phe Gly Val Ala Arg Met Asp Val Met Lys Asp Val Met
595 600 605

Leu Gly Lys Asp Asp Lys Ala Trp Ala Met Tyr Val Asp Asn Asn Arg
610 615 620

Ser Trp Phe Met His Asn Asn Ser His Thr Asn Arg Thr Glu Gly Gly
625 630 635 640

lle Thr Lys Gly Ala Thr lle Gly Val Leu Leu Asp Leu Asn Arg Lys
645 650 655
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Asn Leu Thr Phe Phe lle Asn Asp Glu GIn GIn Gly Pro lle Ala Phe
660 665 670

Asp Asn Val Glu Gly Leu Phe Phe Pro Ala Val Ser Leu Asn Arg Asn
675 680 685

Val GIn Val Thr Leu His Thr Gly Leu Pro Val Pro Asp Phe Tyr Ser
690 695 700

Ser Arg Ala Ser lle Ala
705 710

<210> 19

<211> 1446

<212> DNA

<213> Homo sapiens

<400> 19
atggcctctg ctgectctgt gaccagectg gcagatgaag tcaactgece catctgtcag

ggtaccctga gggagecggt cactatcgac tgeggecaca acttctgecg ggectgectt
acccgctact gtgagatacc aggcccagac ctggaggagt cccctacttg cccactetge
aaagaaccct tcegtectgg gagettecgg cccaactgge agetggctaa cgtggtggag
aacattgagc gectecaget ggtgtccaca ctgggtttgg gagaggagga tgtetgecaa
gagcacggag agaagatcta cttcttctgt gaggatgatg agatgcagtt gtgcgtggts
tgcegggagg ctggggagea cgetacccac accatgegcet tectggagga tgcageggct
ccctataggg aacaaatcca taagtgtctt aaatgtctaa gaaaagagag agaggagatt
caagaaatcc agtcaagaga aaataaaagg atgcaagtcc tcctgactca ggtgtccacc
aagagacaac aggtgatttc tgagttcgca cacctgagga agtttctaga ggaacagcag

agcatcctct tagcacaatt ggagagccag gatggggaca tcttgaggca acgggatgaa

60

120

180

240

300

360

420

480

540

600

660

tttgatttgc tggttgctgg ggagatctge cggtttagtg ctcttattga agaactggag 720

gagaagaatg agaggccagc aagggagctc ctgacggaca tcagaagcac tctaataaga

tgtgaaacca gaaagtgceg gaaaccggtg getgtgtege cagagetggg ccagaggatt

cgggactttc cccagcaggce ccteecegetg cagagggaga tgaagatgtt tctggaaaaa

40

780

840

900



ctatgctttg agttggacta tgagccagct cacatttctc tagaccctca gacttcccac 960
cccaagctcc tettgtccga ggaccaccag cgagcetcagt tctcctacaa atggcagaac 1020
tcaccagaca acccccaacg ttttgaccgg gecacctgtg ttetggecca cactggecatc 1080
acagggggga gacacacgtg ggtggtgagt atagacctgg cccatggggg cagetgcacc 1140
gtgggcgtgg tgagcegagga tgtgeagegg aagggggagc tteggetgeg gecagaggag 1200
gggetgtggg ctgtgaggct ggettggggce ttegtetegg ctetgggcete cttccccaca 1260
cggctgaccc tgaaggagcea gecccggeag gtgagggtgt ctettgacta tgaggtggege 1320
tgggtgacct tcaccaacgc tgtcacccga gageccatct acaccttcac tgectecttc 1380
actaggaagg tcattccctt ctttgggcte tggggecgag ggtecagttt ctcectgage 1440
tcctga 1446

<210> 20

<211> 481

<212> PRT

<213> Homo sapiens

<400> 20

Met Ala Ser Ala Ala Ser Val Thr Ser Leu Ala Asp Glu Val Asn Cys

1 5 10 15

Pro lle Cys GlIn Gly Thr Leu Arg Glu Pro Val Thr lle Asp Cys Gly
20 25 30

His Asn Phe Cys Arg Ala Cys Leu Thr Arg Tyr Cys Glu lle Pro Gly
35 40 45

Pro Asp Leu Glu Glu Ser Pro Thr Cys Pro Leu Cys Lys Glu Pro Phe
50 55 60

Arg Pro Gly Ser Phe Arg Pro Asn Trp GlIn Leu Ala Asn Val Val Glu
65 70 75 80

Asn lle Glu Arg Leu GlIn Leu Val Ser Thr Leu Gly Leu Gly Glu Glu
85 90 95

41



Asp Val Cys GIn Glu His Gly Glu Lys lle Tyr Phe Phe Cys Glu Asp
100 105 110

Asp Glu Met GIn Leu Cys Val Val Cys Arg Glu Ala Gly Glu His Ala
115 120 125

Thr His Thr Met Arg Phe Leu Glu Asp Ala Ala Ala Pro Tyr Arg Glu
130 135 140

GIn lle His Lys Cys Leu Lys Cys Leu Arg Lys Glu Arg Glu Glu lle
145 150 155 160

GIn Glu lle GIn Ser Arg Glu Asn Lys Arg Met GIn Val Leu Leu Thr
165 170 175

GIn Val Ser Thr Lys Arg GIn GIn Val lle Ser Glu Phe Ala His Leu
180 185 190

Arg Lys Phe Leu Glu Glu GIn GIn Ser lle Leu Leu Ala GIn Leu Glu
195 200 205

Ser GIn Asp Gly Asp lle Leu Arg GlIn Arg Asp Glu Phe Asp Leu Leu
210 215 220

Val Ala Gly Glu lle Cys Arg Phe Ser Ala Leu lle Glu Glu Leu Glu
225 230 235 240

Glu Lys Asn Glu Arg Pro Ala Arg Glu Leu Leu Thr Asp lle Arg Ser
245 250 255

Thr Leu lle Arg Cys Glu Thr Arg Lys Cys Arg Lys Pro Val Ala Val
260 265 270

Ser Pro Glu Leu Gly GIn Arg lle Arg Asp Phe Pro GlIn GIn Ala Leu
275 280 285

Pro Leu GIn Arg Glu Met Lys Met Phe Leu Glu Lys Leu Cys Phe Glu
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290 295 300

Leu Asp Tyr Glu Pro Ala His lle Ser Leu Asp Pro GIn Thr Ser His
305 310 315 320

Pro Lys Leu Leu Leu Ser Glu Asp His GIn Arg Ala GIn Phe Ser Tyr
325 330 335

Lys Trp Gln Asn Ser Pro Asp Asn Pro GIn Arg Phe Asp Arg Ala Thr
340 345 350

Cys Val Leu Ala His Thr Gly lle Thr Gly Gly Arg His Thr Trp Val
355 360 365

Val Ser lle Asp Leu Ala His Gly Gly Ser Cys Thr Val Gly Val Val
370 375 380

Ser Glu Asp Val GIn Arg Lys Gly Glu Leu Arg Leu Arg Pro Glu Glu
385 390 395 400

Gly Val Trp Ala Val Arg Leu Ala Trp Gly Phe Val Ser Ala Leu Gly
405 410 415

Ser Phe Pro Thr Arg Leu Thr Leu Lys Glu GIn Pro Arg GIn Val Arg
420 425 430

Val Ser Leu Asp Tyr Glu Val Gly Trp Val Thr Phe Thr Asn Ala Val
435 440 445

Thr Arg Glu Pro lle Tyr Thr Phe Thr Ala Ser Phe Thr Arg Lys Val
450 455 460

lle Pro Phe Phe Gly Leu Trp Gly Arg Gly Ser Ser Phe Ser Leu Ser
465 470 475 480

Ser
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<210> 21

<211> 1407

<212> DNA

<213> Homo sapiens

<400> 21
atggccgeec ccgacctgte caccaacctc caggaggagg ccacctgege catctgecte 60

gactacttca cggatccggt gatgaccgac tgeggecaca acttctgecg cgagtgecatc 120
cggegcetget ggggecagec cgagggececg tacgegtgece ccgagtgeceg cgagetgtece 180
ccgcagagga acctgeggec caaccgececg cttgectaaga tggecgagat ggegeggege 240
ctgcacccge cgtegeeggt cccgeaggge gtgtgeceeg cgeaccgega gecactggee 300
gccttetgtg gegacgagcet gegectectg tgtgeggect gegagegete tggggagcac 360
tgggcgcacc gegtgeggec getgeaggac geggecgaag acctcaagge gaagetggag 420
aagtcactgg agcatctccg gaagcagatg caggatgcegt tgetgttcca ageccaggeg 480
gatgagacct gegtcttgtg gcagaagatg gtggagagcec ageggeagaa cgtgetgggt 540
gagttcgagc gtcttegeceg tttgetggea gaggaggage agecagcetgcet gcagaggetg 600
gaggaggagg agctggaggt getgeceegg ctgegggagg gegeagececa cctaggecag 660
cagagcgccc acctagctga getcatcgece gagetcgagg gecgetgeca getgectget 720
ctggggctge tgcaggacat caaggacgcec ctgegeaggg tccaggatgt gaagetgecag 780
cccccagaag ttgtgectat ggagetgagg accgtgtgea gggteecggg actggtagag 840
acactgcegga ggtttcgagg ggacgtgacc ttggaccecgg acaccgecaa cectgagetg 900
atcctgtctg aagacaggeg gagegtgeag cggggggacc tacggeagge cctgecggac 960
agcccagagce getttgaccc cggeccectge gtgetgggece aggagegcett cacctcagge 1020
cgccactact gggaggtgga ggttggggac cgcaccagcet gggeectggg ggtgtgcagg 1080
gagaacgtga acaggaagga gaagggcgag ctgtccgegg gecaacggctt ctggatectg 1140
gtcttcctgg ggagcetatta caattectcg gaacgggect tggetccact ccgggaccca 1200
cccaggegeg tggggatctt tctggactac gaggcetggac atctctcttt ctacagtgece 1260
accgatgggt cactgctatt catctttcce gagatccect tctcggggac getgeggeee 1320

ctcttctcac cecctgtccag cageccgacc ccgatgacta tetgecggee gaaaggtggg 1380
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tccggggaca cectggcetec ccagtga 1407

<210> 22

<211> 468

<212> PRT

<213> Homo sapiens

<400> 22

Met Ala Ala Pro Asp Leu Ser Thr Asn Leu GIn Glu Glu Ala Thr Cys
1 5 10 15

Ala lle Cys Leu Asp Tyr Phe Thr Asp Pro Val Met Thr Asp Cys Gly
20 25 30

His Asn Phe Cys Arg Glu Cys lle Arg Arg Cys Trp Gly GIn Pro Glu
35 40 45

Gly Pro Tyr Ala Cys Pro Glu Cys Arg Glu Leu Ser Pro GIn Arg Asn
50 55 60

Leu Arg Pro Asn Arg Pro Leu Ala Lys Met Ala Glu Met Ala Arg Arg
65 70 75 80

Leu His Pro Pro Ser Pro Val Pro GIn Gly Val Cys Pro Ala His Arg
85 90 95

Glu Pro Leu Ala Ala Phe Cys Gly Asp Glu Leu Arg Leu Leu Cys Ala
100 105 110

Ala Cys Glu Arg Ser Gly Glu His Trp Ala His Arg Val Arg Pro Leu
115 120 125

GIn Asp Ala Ala Glu Asp Leu Lys Ala Lys Leu Glu Lys Ser Leu Glu
130 135 140

His Leu Arg Lys GIn Met GIn Asp Ala Leu Leu Phe GIn Ala GIn Ala
145 150 155 160
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Asp Glu Thr Cys Val Leu Trp GIn Lys Met Val Glu Ser GIn Arg GIn
165 170 175

Asn Val Leu Gly Glu Phe Glu Arg Leu Arg Arg Leu Leu Ala Glu Glu
180 185 190

Glu GIn GIn Leu Leu GIn Arg Leu Glu Glu Glu Glu Leu Glu Val Leu
195 200 205

Pro Arg Leu Arg Glu Gly Ala Ala His Leu Gly GIn GIn Ser Ala His
210 215 220

Leu Ala Glu Leu lle Ala Glu Leu Glu Gly Arg Cys GIn Leu Pro Ala
225 230 235 240

Leu Gly Leu Leu GIn Asp lle Lys Asp Ala Leu Arg Arg Val GIn Asp
245 250 255

Val Lys Leu GIn Pro Pro Glu Val Val Pro Met Glu Leu Arg Thr Val
260 265 270

Cys Arg Val Pro Gly Leu Val Glu Thr Leu Arg Arg Phe Arg Gly Asp
275 280 285

Val Thr Leu Asp Pro Asp Thr Ala Asn Pro Glu Leu lle Leu Ser Glu
290 295 300

Asp Arg Arg Ser Val GIn Arg Gly Asp Leu Arg GIn Ala Leu Pro Asp
305 310 315 320

Ser Pro Glu Arg Phe Asp Pro Gly Pro Cys Val Leu Gly GIn Glu Arg
325 330 335

Phe Thr Ser Gly Arg His Tyr Trp Glu Val Glu Val Gly Asp Arg Thr
340 345 350

Ser Trp Ala Leu Gly Val Cys Arg Glu Asn Val Asn Arg Lys Glu Lys
355 360 365
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Gly Glu Leu Ser Ala Gly Asn Gly Phe Trp lle Leu Val Phe Leu Gly
370 375 380

Ser Tyr Tyr Asn Ser Ser Glu Arg Ala Leu Ala Pro Leu Arg Asp Pro
385 390 395 400

Pro Arg Arg Val Gly lle Phe Leu Asp Tyr Glu Ala Gly His Leu Ser
405 410 415

Phe Tyr Ser Ala Thr Asp Gly Ser Leu Leu Phe lle Phe Pro Glu lle
420 425 430

Pro Phe Ser Gly Thr Leu Arg Pro Leu Phe Ser Pro Leu Ser Ser Ser
435 440 445

Pro Thr Pro Met Thr lle Cys Arg Pro Lys Gly Gly Ser Gly Asp Thr
450 455 460

Leu Ala Pro GIn
465

<210> 23

<211> 894

<212> DNA

<213> Mus musculus

<400> 23
atggcttcac aattcatgaa gaatttaaag gaggaggtga cctgtcctgt ctgtctgaac 60

ctgatggtga aacctgtgag tgcagattgt ggtcacacct tctgccaagg ctgeatcacg 120
ttgtactttg aatccatcaa atgcgataag aaagtgttca tttgeectgt gtgecgaatt 180
agttaccagt ttagcaatct gaggcctaat cgaaatgtgg ccaacatagt agagaggectc 240
daaatgttca agcccagecc agaagaggag cagaaagtgt ttaactgtge aagacatgga 300
aagaaactcc agctcttctg taggaaggac atgatggcca tctgetgget ttgtgagega 360
tctcaggagce accgtggtca caaaacagct ctcattgaag aggtggecca ggagtacaag 420

gagcagctge aggtagttct gcaaaggctg atggcagata agaaaaaatt tgaaaactgg 480
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aaagatgacc ttcagaagga tagaacttac tgggagaatc aaatacagaa agatgtgcag 540
aatgttcggt cagagtttaa acgaatgagg gatatcatgg actctgagga gaagaaggaa 600
ttgcagaagc tgaggcaaga gaaggaagac attctcaaca acctggcaga gtctgaaagt 660
gagcatgctc agcagagcaa gttgctagaa gacttcatct cagatgtgga acatcagtta 720
cagtgctcag acatagaaat actgcagggt gtggagaaca tcatagaacg gagtcatact 780
ttttcgatga agaagcccaa agcecatcgec agggaacaaa gaaagttceg agecectgac 840
ctgcaaggca tgcetgeaagt getgcaagag gtcacagagg ctecatcgcta ctag 894
<210> 24

<211> 297

<212> PRT

<213> Mus musculus

<400> 24

Met Ala Ser GIn Phe Met Lys Asn Leu Lys Glu Glu Val Thr Cys Pro

1 5 10 15

Val Cys Leu Asn Leu Met Val Lys Pro Val Ser Ala Asp Cys Gly His
20 25 30

Thr Phe Cys GIn Gly Cys lle Thr Leu Tyr Phe Glu Ser lle Lys Cys
35 40 45

Asp Lys Lys Val Phe lle Cys Pro Val Cys Arg lle Ser Tyr GIn Phe
50 55 60

Ser Asn Leu Arg Pro Asn Arg Asn Val Ala Asn lle Val Glu Arg Leu
65 70 75 80

Lys Met Phe Lys Pro Ser Pro Glu Glu Glu GIn Lys Val Phe Asn Cys
85 90 95

Ala Arg His Gly Lys Lys Leu GIn Leu Phe Cys Arg Lys Asp Met Met
100 105 110

Ala lle Cys Trp Leu Cys Glu Arg Ser GIn Glu His Arg Gly His Lys
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115 120 125

Thr Ala Leu lle Glu Glu Val Ala GIn Glu Tyr Lys Glu GIn Leu GIn
130 135 140

Val Val Leu GIn Arg Leu Met Ala Asp Lys Lys Lys Phe Glu Asn Trp
145 150 155 160

Lys Asp Asp Leu GIn Lys Asp Arg Thr Tyr Trp Glu Asn GIn lle GIn
165 170 175

Lys Asp Val GIn Asn Val Arg Ser Glu Phe Lys Arg Met Arg Asp lle
180 185 190

Met Asp Ser Glu Glu Lys Lys Glu Leu GIn Lys Leu Arg GlIn Glu Lys
195 200 205

Glu Asp lle Leu Asn Asn Leu Ala Glu Ser Glu Ser Glu His Ala GIn
210 215 220

GlIn Ser Lys Leu Leu Glu Asp Phe lle Ser Asp Val Glu His GIn Leu
225 230 235 240

GIn Cys Ser Asp lle Glu lle Leu GIn Gly Val Glu Asn lle lle Glu
245 250 255

Arg Ser His Thr Phe Ser Met Lys Lys Pro Lys Ala lle Ala Arg Glu
260 265 270

GIn Arg Lys Phe Arg Ala Pro Asp Leu GIn Gly Met Leu GIn Val Leu
275 280 285

GIn Glu Val Thr Glu Ala His Arg Tyr
290 295

<210> 25

<211> 1224

<212> DNA

<213> Homo sapiens
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<400> 25
atggagctgc ttgaagaaga tctcacatgc cctatttgtt gtagtctgtt tgatgatcca 60

cgggttttgce cttgectecca caacttctge aaaaaatgct tagaaggtat cttagaaggg 120
agtgtgcgga attccttgtg gagaccagct ccattcaagt gtcctacatg ccgtaaggaa 180
acttcagcta ctggaattaa tagcctgcag gttaattact ccctgaaggg tattgtggaa 240
aagtataaca agatcaagat ctctcccaaa atgccagtat gcaaaggaca cttggggcag 300
cctctcaaca ttttctgect gactgatatg cagetgattt gtgggatctg tgetactcgt 360
ggggagcaca ccaaacatgt cttctgttct attgaagatg cctatgctca ggaaagggat 420
gcctttgagt cectcttcca gagetttgag acctggegte ggggagatgce tetttctege 480
ttggatacct tggaaactag taagaggaaa tccctacagt tactgactaa agattcagat 540
aaagtgaagg aattttttga gaagttacaa cacacactgg atcaaaagaa gaatgaaatt 600
ctgtctgact ttgagaccat gaaacttgct gttatgcaag catatgaccc agagatcaac 660
aaactcaaca ccatcttgca ggagcaacgg atggccttta acattgcetga ggetttcaaa 720
gatgtgtcag aacccattgt atttctgcaa cagatgcagg agtttagaga gaaaatcaaa 780
gtaatcaagg aaactccttt acctccctct aatttgectg caageccttt aatgaagaac 840
tttgatacca gtcagtggga agacataaaa ctagtcgatg tggataaact ttctttgcct 900
caagacactg gcacattcat tagcaagatt ccctggagct tttataagtt atttttgcta 960
atccttctge ttggecttgt cattgtcttt ggtectacca tgttectaga atggtcatta 1020
tttgatgacc tggcaacttg gaaaggctgt ctttcaaact tcagttccta tctgactaaa 1080
acagccgatt tcatagaaca atcagttttt tactgggaac aggtgacaga tgggtttttc 1140
attttcaatg aaagattcaa gaattttact ttggtggtac tgaacaatgt ggcagaattt 1200
gtgtgcaaat ataaactatt ataa 1224

<210> 26

<211> 407

<212> PRT

<213> Homo sapiens

<400> 26
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Met Glu Leu Leu Glu Glu Asp Leu Thr Cys Pro lle Cys Cys Ser Leu
1 5 10 15

Phe Asp Asp Pro Arg Val Leu Pro Cys Ser His Asn Phe Cys Lys Lys
20 25 30

Cys Leu Glu Gly lle Leu Glu Gly Ser Val Arg Asn Ser Leu Trp Arg
35 40 45

Pro Ala Pro Phe Lys Cys Pro Thr Cys Arg Lys Glu Thr Ser Ala Thr
50 55 60

Gly lle Asn Ser Leu GIn Val Asn Tyr Ser Leu Lys Gly Ile Val Glu
65 70 75 80

Lys Tyr Asn Lys lle Lys lle Ser Pro Lys Met Pro Val Cys Lys Gly
85 90 95

His Leu Gly GIn Pro Leu Asn lle Phe Cys Leu Thr Asp Met GIn Leu
100 105 110

lle Cys Gly lle Cys Ala Thr Arg Gly Glu His Thr Lys His Val Phe
115 120 125

Cys Ser lle Glu Asp Ala Tyr Ala GIn Glu Arg Asp Ala Phe Glu Ser
130 135 140

Leu Phe GIn Ser Phe Glu Thr Trp Arg Arg Gly Asp Ala Leu Ser Arg
145 150 155 160

Leu Asp Thr Leu Glu Thr Ser Lys Arg Lys Ser Leu GIn Leu Leu Thr
165 170 175

Lys Asp Ser Asp Lys Val Lys Glu Phe Phe Glu Lys Leu GlIn His Thr
180 185 190

Leu Asp GIn Lys Lys Asn Glu lle Leu Ser Asp Phe Glu Thr Met Lys
195 200 205
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Leu Ala Val Met GIn Ala Tyr Asp Pro Glu lle Asn Lys Leu Asn Thr
210 215 220

lle Leu GIn Glu GIn Arg Met Ala Phe Asn lle Ala Glu Ala Phe Lys
225 230 235 240

Asp Val Ser Glu Pro lle Val Phe Leu GIn GIn Met GIn Glu Phe Arg
245 250 255

Glu Lys lle Lys Val lle Lys Glu Thr Pro Leu Pro Pro Ser Asn Leu
260 265 270

Pro Ala Ser Pro Leu Met Lys Asn Phe Asp Thr Ser GIn Trp Glu Asp
275 280 285

lle Lys Leu Val Asp Val Asp Lys Leu Ser Leu Pro GIn Asp Thr Gly
290 295 300

Thr Phe lle Ser Lys lle Pro Trp Ser Phe Tyr Lys Leu Phe Leu Leu
305 310 315 320

lle Leu Leu Leu Gly Leu Val lle Val Phe Gly Pro Thr Met Phe Leu
325 330 335

Glu Trp Ser Leu Phe Asp Asp Leu Ala Thr Trp Lys Gly Cys Leu Ser
340 345 350

Asn Phe Ser Ser Tyr Leu Thr Lys Thr Ala Asp Phe lle Glu GIn Ser
355 360 365

Val Phe Tyr Trp Glu GIn Val Thr Asp Gly Phe Phe lle Phe Asn Glu
370 375 380

Arg Phe Lys Asn Phe Thr Leu Val Val Leu Asn Asn Val Ala Glu Phe
385 390 395 400

Val Cys Lys Tyr Lys Leu Leu

52



405

<210> 27

<211> 1329

<212> DNA

<213> Homo sapiens

<400> 27
atggcgggcg cggegaccgg gagecggacce cctgggaggt cggagettgt cgagggatge 60

ggctggegcet geccggagea tggegaccgce gtggetgagce tettetgteg ccgetgeege 120
cgctgegtgt gegegetttg cecggtgetg ggegegeacc gtggecaccce tgtgggectg 180
gegctggagg cageggtgea cgtgcagaaa ctcagecaag aatgtttaaa gcagetggeca 240
atcaagaagc agcagcacat tgacaacata acccagatag aagatgccac cgagaagctc 300
aaggctaatg cagagtcaag taaaacctgg ctgaagggga aattcactga actcagatta 360
ctacttgacg aagaggaagc gctggecaag aaattcattg ataaaaacac gcagcttacc 420
ctccaggtgt acagggaaca agctgactct tgcagagagc aacttgacat catgaatgat 480
ctctccaaca gggtctggag tatcagcecag gageccgatc ctgtccagag gettcaggeca 540
tacacggcca ccgagcagga gatgcagcag cagatgagcec tcggggagct gtgecatcce 600
gtgcecctcet cctttgagece cgtcaagagce ttctttaagg gectegtgga ageecgtggag 660
agtacattac agacgccatt ggacattcgce cttaaggaaa gcataaactg ccagetctca 720
gacccttcca gcaccaagcec aggtaccttg ttgaaaacca gecectcace agagegatcg 780
ctattgctga aatacgcegeg cacgeccacg ctggatcctg acacgatgea cgegegectg 840
cgectgtecg cegatcgect gacggtgege tgeggectge tgggeagect ggggecegtg 900
ccegtgetge ggttegacge getetggeaa gtgetggcete gtgactgett cgeccaccgge 960
cgccactact gggaggttga cgtgcaggag gegggegeeg getggtgggt gggegeggee 1020
tacgcctecc tteggegeeg cggggecteg geegeegecc geectgggetg caaccgecag 1080
tcctggtgec tcaagegeta cgaccttgag tactgggect tccacgacgg ccagegcage 1140
cgectgegge cccgegacga cctegacegg cteggegtcet tectggacta cgaggeegge 1200

gtectegect tectacgacgt gacgggeggce atgagecacc tgeatacctt ccgegecacg 1260
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ttccaggagc cgctctacce ggeectgegg ctetgggagg gggecatcag catcccecgg 1320
ctgcectag 1329

<210> 28

<211> 442

<212> PRT

<213> Homo sapiens

<400> 28

Met Ala Gly Ala Ala Thr Gly Ser Arg Thr Pro Gly Arg Ser Glu Leu

1 5 10 15

Val Glu Gly Cys Gly Trp Arg Cys Pro Glu His Gly Asp Arg Val Ala
20 25 30

Glu Leu Phe Cys Arg Arg Cys Arg Arg Cys Val Cys Ala Leu Cys Pro
35 40 45

Val Leu Gly Ala His Arg Gly His Pro Val Gly Leu Ala Leu Glu Ala
50 55 60

Ala Val His Val GIn Lys Leu Ser GIn Glu Cys Leu Lys GIn Leu Ala
65 70 75 80

lle Lys Lys GIn GIn His lle Asp Asn lle Thr GIn lle Glu Asp Ala
85 90 95

Thr Glu Lys Leu Lys Ala Asn Ala Glu Ser Ser Lys Thr Trp Leu Lys
100 105 110

Gly Lys Phe Thr Glu Leu Arg Leu Leu Leu Asp Glu Glu Glu Ala Leu
115 120 125

Ala Lys Lys Phe lle Asp Lys Asn Thr GIn Leu Thr Leu GIn Val Tyr
130 135 140

Arg Glu GIn Ala Asp Ser Cys Arg Glu GIn Leu Asp lle Met Asn Asp
145 150 155 160
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Leu Ser Asn Arg Val Trp Ser lle Ser Gln Glu Pro Asp Pro Val GIn
165 170 175

Arg Leu GIn Ala Tyr Thr Ala Thr Glu GIn Glu Met GIn GIn GIn Met
180 185 190

Ser Leu Gly Glu Leu Cys His Pro Val Pro Leu Ser Phe Glu Pro Val
195 200 205

Lys Ser Phe Phe Lys Gly Leu Val Glu Ala Val Glu Ser Thr Leu GIn
210 215 220

Thr Pro Leu Asp lle Arg Leu Lys Glu Ser lle Asn Cys GIn Leu Ser
225 230 235 240

Asp Pro Ser Ser Thr Lys Pro Gly Thr Leu Leu Lys Thr Ser Pro Ser
245 250 255

Pro Glu Arg Ser Leu Leu Leu Lys Tyr Ala Arg Thr Pro Thr Leu Asp
260 265 270

Pro Asp Thr Met His Ala Arg Leu Arg Leu Ser Ala Asp Arg Leu Thr
275 280 285

Val Arg Cys Gly Leu Leu Gly Ser Leu Gly Pro Val Pro Val Leu Arg
290 295 300

Phe Asp Ala Leu Trp GlIn Val Leu Ala Arg Asp Cys Phe Ala Thr Gly
305 310 315 320

Arg His Tyr Trp Glu Val Asp Val GIn Glu Ala Gly Ala Gly Trp Trp
325 330 335

Val Gly Ala Ala Tyr Ala Ser Leu Arg Arg Arg Gly Ala Ser Ala Ala
340 345 350

Ala Arg Leu Gly Cys Asn Arg GIn Ser Trp Cys Leu Lys Arg Tyr Asp
355 360 365
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Leu Glu Tyr Trp Ala Phe His Asp Gly GIn Arg Ser Arg Leu Arg Pro
370 375 380

Arg Asp Asp Leu Asp Arg Leu Gly Val Phe Leu Asp Tyr Glu Ala Gly
385 390 395 400

Val Leu Ala Phe Tyr Asp Val Thr Gly Gly Met Ser His Leu His Thr
405 410 415

Phe Arg Ala Thr Phe GIn Glu Pro Leu Tyr Pro Ala Leu Arg Leu Trp
420 425 430

Glu Gly Ala lle Ser lle Pro Arg Leu Pro
435 440

<210> 29

<211> 1398

<212> DNA

<213> Homo sapiens

<400> 29
atgcccgeaa ccecgtecct gaaggtggtc catgagetge ctgectgtac cctetgtgeg 60

gggcegetgg aggatgeggt gaccatteec tgtggacaca ccttetgeeg getctgecte 120
cccgegctet cccagatggg ggeccaatec tegggeaaga tectgetetg ceegetetge 180
caagaggagg agcaggcaga gactcccatg gecectgtge cectgggecec getgggagaa 240
acttactgcg aggagcacgg cgagaagatc tacttcttct gcgagaacga tgecgagttc 300
ctctgtgtgt tctgcaggga gggteccacg caccaggege acaccgtggg gttectggac 360
gaggccattc agecctaccg ggatcgtctc aggagtcgac tggaagetct gagcacggag 420
agagatgaga ttgaggatgt aaagtgtcaa gaagaccaga agcttcaagt gctgetgact 480
cagatcgaaa gcaagaagca tcaggtggaa acagcttttg agaggetgea gcaggagetg 540
gagcagcagc gatgtctect getggecagg ctgagggage tggagceagea gatttggaag 600
gagagggatg aatatatcac aaaggtctct gaggaagtca cccggettgg ageccaggtc 660

aaggagctgg aggagaagtg tcagcagceca geaagtgagce ttctacaaga tgtcagagtc 720
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aaccagagca ggtgtgagat gaagactttt gtgagtcctg aggccatttc tectgacctt 780
gtcaagaaga tccgtgattt ccacaggaaa atactcaccc tcccagagat gatgaggatg 840
ttctcagaaa acttggcegcea tcatctggaa atagattcag gggtcatcac tctggaccct 900
cagaccgcca geeggagect ggttctctcg gaagacagga agtcagtgag gtacaccegg 960
cagaagaaga gcctgecaga cagecccctg cgettcgacg gecteeegge ggttetggge 1020
ttcecegggcet tetecteegg gegecaccge tggeaggttg acctgeaget gggegacgge 1080
ggcggctgea cggtggggst ggecggggag ggggtgagga ggaagggaga gatgggacte 1140
agcgcecegagg acggegtcetg ggecgtgatc atctcgeacc ageagtgetg ggecagecace 1200
tccecegggea cecgacctgec getgagegag atcecgegeg gegtgagagt cgeecctggac 1260
tacgaggcgg ggcaggtgac cctccacaac geccagacce aggageccat cttcaccttc 1320
actgcectctt tctceggeaa agtctteect ttctttgeeg tectggaaaaa aggttectge 1380
cttacgctga aaggctga 1398

<210> 30

<211> 465

<212> PRT

<213> Homo sapiens

<400> 30

Met Pro Ala Thr Pro Ser Leu Lys Val Val His Glu Leu Pro Ala Cys

1 5 10 15

Thr Leu Cys Ala Gly Pro Leu Glu Asp Ala Val Thr lle Pro Cys Gly
20 25 30

His Thr Phe Cys Arg Leu Cys Leu Pro Ala Leu Ser GIn Met Gly Ala
35 40 45

GlIn Ser Ser Gly Lys lle Leu Leu Cys Pro Leu Cys GlIn Glu Glu Glu
50 55 60

GIn Ala Glu Thr Pro Met Ala Pro Val Pro Leu Gly Pro Leu Gly Glu
65 70 75 80
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Thr Tyr Cys Glu Glu His Gly Glu Lys lle Tyr Phe Phe Cys Glu Asn
85 90 95

Asp Ala Glu Phe Leu Cys Val Phe Cys Arg Glu Gly Pro Thr His GIn
100 105 110

Ala His Thr Val Gly Phe Leu Asp Glu Ala lle GIn Pro Tyr Arg Asp
115 120 125

Arg Leu Arg Ser Arg Leu Glu Ala Leu Ser Thr Glu Arg Asp Glu lle
130 135 140

Glu Asp Val Lys Cys GIn Glu Asp GIn Lys Leu GIn Val Leu Leu Thr
145 150 155 160

GIn lle Glu Ser Lys Lys His GIn Val Glu Thr Ala Phe Glu Arg Leu
165 170 175

GIn GIn Glu Leu Glu GIn GIn Arg Cys Leu Leu Leu Ala Arg Leu Arg
180 185 190

Glu Leu Glu GIn GIn lle Trp Lys Glu Arg Asp Glu Tyr lle Thr Lys
195 200 205

Val Ser Glu Glu Val Thr Arg Leu Gly Ala GIn Val Lys Glu Leu Glu
210 215 220

Glu Lys Cys GIn GIn Pro Ala Ser Glu Leu Leu GIn Asp Val Arg Val
225 230 235 240

Asn GIn Ser Arg Cys Glu Met Lys Thr Phe Val Ser Pro Glu Ala lle
245 250 255

Ser Pro Asp Leu Val Lys Lys lle Arg Asp Phe His Arg Lys lle Leu
260 265 270

Thr Leu Pro Glu Met Met Arg Met Phe Ser Glu Asn Leu Ala His His
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275 280 285

Leu Glu lle Asp Ser Gly Val lle Thr Leu Asp Pro GIn Thr Ala Ser
290 295 300

Arg Ser Leu Val Leu Ser Glu Asp Arg Lys Ser Val Arg Tyr Thr Arg
305 310 315 320

GlIn Lys Lys Ser Leu Pro Asp Ser Pro Leu Arg Phe Asp Gly Leu Pro
325 330 335

Ala Val Leu Gly Phe Pro Gly Phe Ser Ser Gly Arg His Arg Trp GIn
340 345 350

Val Asp Leu GIn Leu Gly Asp Gly Gly Gly Cys Thr Val Gly Val Ala
355 360 365

Gly Glu Gly Val Arg Arg Lys Gly Glu Met Gly Leu Ser Ala Glu Asp
370 375 380

Gly Val Trp Ala Val lle lle Ser His GIn GIn Cys Trp Ala Ser Thr
385 390 395 400

Ser Pro Gly Thr Asp Leu Pro Leu Ser Glu lle Pro Arg Gly Val Arg
405 410 415

Val Ala Leu Asp Tyr Glu Ala Gly GIn Val Thr Leu His Asn Ala GIn
420 425 430

Thr GIn Glu Pro lle Phe Thr Phe Thr Ala Ser Phe Ser Gly Lys Val
435 440 445

Phe Pro Phe Phe Ala Val Trp Lys Lys Gly Ser Cys Leu Thr Leu Lys
450 455 460

Gly
465
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<210> 31

<211> 1695

<212> DNA

<213> Homo sapiens

<400> 31
atggctgagt tggatctaat ggctccaggg ccactgecca gggecactge tcageccccca 60

gcecctctca geccagacte tgggtcacce ageccagatt ctgggtcage cageccagtg 120
gaagaagagg acgtgggctc ctcggagaag cttggcaggg agacggagga acaggacage 180
gactctgcag agcaggggga tcctgetggt gaggggaaag aggtectgtg tgacttctge 240
cttgatgaca ccagaagagt gaaggcagtg aagtcctgtc taacctgcat ggtgaattac 300
tgtgaagagc acttgcagcec geatcaggtg aacatcaaac tgcaaagcca cctgetgacce 360
gagccagtga aggaccacaa ctggegatac tgeectgece accacagecc actgtctgee 420
ttctgetgee ctgatcagcea gtgeatctge caggactgtt gccaggagea cagtggeccac 480
accatagtct ccctggatgce agecccgeagg gacaaggagg ctgaactcca gtgcacccag 540
ttagacttgg agcggaaact caagttgaat gaaaatgcca tctccaggct ccaggectaac 600
caaaagtctg ttctggtgtc ggtgtcagag gtcaaagcegg tggetgaaat gecagtttggg 660
gaactccttg ctgctgtgag gaaggceccag gecaatgtga tgetcttctt agaggagaag 720
gagcaagctg cgctgageca ggecaacggt atcaaggecc acctggagta caggagtgee 780
gagatggaga agagcaagca ggagctggag aggatggegg ccatcagcaa cactgtccag 840
ttcttggagg agtactgcaa gtttaagaac actgaagaca tcaccttccc tagtgtttac 900
gtagggctga aggataaact ctcgggceatc cgcaaagtta tcacggaatc cactgtacac 960
ttaatccagt tgctggagaa ctataagaaa aagctccagg agttttccaa ggaagaggag 1020
tatgacatca gaactcaagt gtctgecgtt gttcagcgca aatattggac ttccaaacct 1080
gagcccagcea ccagggaaca gttcctccaa tatgegtatg acatcacgtt tgaccecggac 1140
acagcacaca agtatctccg gctgcaggag gagaaccgca aggtcaccaa caccacgecc 1200
tgggagcatc cctaccecgga cctceecage aggttectge actggeggea ggtgetgtee 1260
cagcagagtc tgtacctgca caggtactat tttgaggtgg agatcttcgg ggecaggcacc 1320

tatgttggcc tgacctgcaa aggcatcgac cggaaagggg aggagegeaa cagttgecatt 1380
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tccggaaaca acttctectg gagectccaa tggaacggga aggagttcac ggectggtac 1440
agtgacatgg agaccccact caaagctggc cctttccgga ggeteggggt ctatatcgac 1500
ttccecgggag ggatcectttce cttctatgge gtagagtatg ataccatgac tctggttcac 1560
aagtttgect gcaaattttc agaaccagtc tatgetgect tctggcetttc caagaaggaa 1620
aacgccatcc ggattgtaga tctgggagag gaacccgaga agecageacc gtecttggtg 1680
gggactgctc cctag 1695

<210> 32

<211> 564

<212> PRT

<213> Homo sapiens

<400> 32

Met Ala Glu Leu Asp Leu Met Ala Pro Gly Pro Leu Pro Arg Ala Thr

1 5 10 15

Ala GIn Pro Pro Ala Pro Leu Ser Pro Asp Ser Gly Ser Pro Ser Pro
20 25 30

Asp Ser Gly Ser Ala Ser Pro Val Glu Glu Glu Asp Val Gly Ser Ser
35 40 45

Glu Lys Leu Gly Arg Glu Thr Glu Glu GIn Asp Ser Asp Ser Ala Glu
50 55 60

GIn Gly Asp Pro Ala Gly Glu Gly Lys Glu Val Leu Cys Asp Phe Cys
65 70 75 80

Leu Asp Asp Thr Arg Arg Val Lys Ala Val Lys Ser Cys Leu Thr Cys
85 90 95

Met Val Asn Tyr Cys Glu Glu His Leu GIn Pro His Gln Val Asn lle
100 105 110

Lys Leu GIn Ser His Leu Leu Thr Glu Pro Val Lys Asp His Asn Trp
115 120 125
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Arg Tyr Cys Pro Ala His His Ser Pro Leu Ser Ala Phe Cys Cys Pro
130 135 140

Asp GIn GIn Cys lle Cys GIn Asp Cys Cys GIn Glu His Ser Gly His
145 150 155 160

Thr lle Val Ser Leu Asp Ala Ala Arg Arg Asp Lys Glu Ala Glu Leu
165 170 175

GIn Cys Thr GIn Leu Asp Leu Glu Arg Lys Leu Lys Leu Asn Glu Asn
180 185 190

Ala lle Ser Arg Leu GIn Ala Asn GIn Lys Ser Val Leu Val Ser Val
195 200 205

Ser Glu Val Lys Ala Val Ala Glu Met GIn Phe Gly Glu Leu Leu Ala
210 215 220

Ala Val Arg Lys Ala GIn Ala Asn Val Met Leu Phe Leu Glu Glu Lys
225 230 235 240

Glu GIn Ala Ala Leu Ser GIn Ala Asn Gly lle Lys Ala His Leu Glu
245 250 255

Tyr Arg Ser Ala Glu Met Glu Lys Ser Lys GIn Glu Leu Glu Arg Met
260 265 270

Ala Ala lle Ser Asn Thr Val GIn Phe Leu Glu Glu Tyr Cys Lys Phe
275 280 285

Lys Asn Thr Glu Asp lle Thr Phe Pro Ser Val Tyr Val Gly Leu Lys
290 295 300

Asp Lys Leu Ser Gly lle Arg Lys Val lle Thr Glu Ser Thr Val His
305 310 315 320

Leu lle GIn Leu Leu Glu Asn Tyr Lys Lys Lys Leu GIn Glu Phe Ser
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325 330 335

Lys Glu Glu Glu Tyr Asp lle Arg Thr GIn Val Ser Ala Val Val GIn
340 345 350

Arg Lys Tyr Trp Thr Ser Lys Pro Glu Pro Ser Thr Arg Glu GIn Phe
355 360 365

Leu GIn Tyr Ala Tyr Asp lle Thr Phe Asp Pro Asp Thr Ala His Lys
370 375 380

Tyr Leu Arg Leu GIn Glu Glu Asn Arg Lys Val Thr Asn Thr Thr Pro
385 390 395 400

Trp Glu His Pro Tyr Pro Asp Leu Pro Ser Arg Phe Leu His Trp Arg
405 410 415

GIn Val Leu Ser GIn GIn Ser Leu Tyr Leu His Arg Tyr Tyr Phe Glu
420 425 430

Val Glu lle Phe Gly Ala Gly Thr Tyr Val Gly Leu Thr Cys Lys Gly
435 440 445

lle Asp Arg Lys Gly Glu Glu Arg Asn Ser Cys lle Ser Gly Asn Asn
450 455 460

Phe Ser Trp Ser Leu GIn Trp Asn Gly Lys Glu Phe Thr Ala Trp Tyr
465 470 475 480

Ser Asp Met Glu Thr Pro Leu Lys Ala Gly Pro Phe Arg Arg Leu Gly
485 490 495

Val Tyr lle Asp Phe Pro Gly Gly Ile Leu Ser Phe Tyr Gly Val Glu
500 505 510

Tyr Asp Thr Met Thr Leu Val His Lys Phe Ala Cys Lys Phe Ser Glu
515 520 525
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Pro Val Tyr Ala Ala Phe Trp Leu Ser Lys Lys Glu Asn Ala lle Arg
530 535 540

lle Val Asp Leu Gly Glu Glu Pro Glu Lys Pro Ala Pro Ser Leu Val
545 550 555 560

Gly Thr Ala Pro

<210> 33

<211> 1434

<212> DNA

<213> Homo sapiens

<400> 33
atggaggctg tggaactcge cagaaaactg caggaggaag ctacgtgctc catctgtctg 60

gattacttca cagaccctgt gatgaccacc tgtggccaca acttctgecg agectgeatc 120
cagctgagct gggaaaaggce gaggggeaag aaggggagec ggaageggaa gggcetectte 180
ccctgecccg agtgcagaga gatgtecccg cagaggaacc tgetgeccaa ceggetgetg 240
accaaggtgg ccgagatggc gcagcagcat cctggtctge agaagcaaga cctgtgccag 300
gagcaccacg agcccctcaa gettttctge cagaaggacc agagecccat ctgtgtggtg 360
tgcagggagt cccgggagcea ccggetgeac agggtgetge ccgecgagga ggeagtgcag 420
gggtacaagt tgaagctgga ggaggacatg gagtaccttc gggagcagat caccaggaca 480
gggaatctgc aggccaggga ggagcagage ttagecgagt ggcagggeaa ggtgaaggag 540
cggagagaac gcattgtgct ggagtttgag aagatgaacc tctacctggt ggaagaagag 600
cagaggctcc tccaggctct ggagacggaa gaagaggaga ctgecageag getecgggag 660
agcgtggect gectggaccg geagggteac tetetggagce tgetgetget gecagetggag 720
gagcggagca cacaggggcc cctccagatg ctgcaggaca tgaaggaacc cctgagcagg 780
aagaacaacg tgagtgtgca gtgcccagag gttgeecccce caaccagacc caggactgtg 840
tgcagagttc ccggacagat tgaagtgcta agaggctttc tagaggatgt ggtgectgat 900
gccaccteeg cgtaccecta cctectectg tatgagagece gecagaggeg ctacctcgge 960

tcttcgecgg agggceagtgg gttctgeage aaggaccgat ttgtggcetta ccectgtget 1020
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gtgggccaga cggecttctc ctctgggagg cactactggg aggtgggceat gaacatcacc 1080
ggggacgcgt tgtgggecect gggtgtgtge agggacaacg tgagecggaa agacagggtc 1140
cccaagtgec ccgaaaacgg cttetgggtg gtgcagetgt ccaaggggac caagtactta 1200
tccaccttct ctgecctaac ceeggtcatg ctgatggage cteccageca catgggeate 1260
ttcctggact tcgaagecgg ggaagtgtcec ttctacagtg taagegatgg gteccacctg 1320
cacacctact cccaggcecac cttcccagge ccectgeagce ctttettetg cctggggget 1380
ccgaagtctg gtcagatggt catctccaca gtgaccatgt gggtgaaagg atag 1434
<210> 34

<211> 477

<212> PRT

<213> Homo sapiens

<400> 34

Met Glu Ala Val Glu Leu Ala Arg Lys Leu GIn Glu Glu Ala Thr Cys

1 5 10 15

Ser lle Cys Leu Asp Tyr Phe Thr Asp Pro Val Met Thr Thr Cys Gly
20 25 30

His Asn Phe Cys Arg Ala Cys lle GIn Leu Ser Trp Glu Lys Ala Arg
35 40 45

Gly Lys Lys Gly Arg Arg Lys Arg Lys Gly Ser Phe Pro Cys Pro Glu
50 55 60

Cys Arg Glu Met Ser Pro GIn Arg Asn Leu Leu Pro Asn Arg Leu Leu
65 70 75 80

Thr Lys Val Ala Glu Met Ala GlIn GIn His Pro Gly Leu GIn Lys GlIn
85 90 95

Asp Leu Cys GIn Glu His His Glu Pro Leu Lys Leu Phe Cys GIn Lys
100 105 110
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Asp GIn Ser Pro lle Cys Val Val Cys Arg Glu Ser Arg Glu His Arg
115 120 125

Leu His Arg Val Leu Pro Ala Glu Glu Ala Val GIn Gly Tyr Lys Leu
130 135 140

Lys Leu Glu Glu Asp Met Glu Tyr Leu Arg Glu GIn lle Thr Arg Thr
145 150 155 160

Gly Asn Leu GIn Ala Arg Glu Glu GIn Ser Leu Ala Glu Trp GIn Gly
165 170 175

Lys Val Lys Glu Arg Arg Glu Arg lle Val Leu Glu Phe Glu Lys Met
180 185 190

Asn Leu Tyr Leu Val Glu Glu Glu GIn Arg Leu Leu GIn Ala Leu Glu
195 200 205

Thr Glu Glu Glu Glu Thr Ala Ser Arg Leu Arg Glu Ser Val Ala Cys
210 215 220

Leu Asp Arg GIn Gly His Ser Leu Glu Leu Leu Leu Leu GIn Leu Glu
225 230 235 240

Glu Arg Ser Thr GIn Gly Pro Leu GIn Met Leu GIn Asp Met Lys Glu
245 250 255

Pro Leu Ser Arg Lys Asn Asn Val Ser Val GIn Cys Pro Glu Val Ala
260 265 270

Pro Pro Thr Arg Pro Arg Thr Val Cys Arg Val Pro Gly GIn lle Glu
275 280 285

Val Leu Arg Gly Phe Leu Glu Asp Val Val Pro Asp Ala Thr Ser Ala
290 295 300

Tyr Pro Tyr Leu Leu Leu Tyr Glu Ser Arg GIn Arg Arg Tyr Leu Gly
305 310 315 320
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Ser Ser Pro Glu Gly Ser Gly Phe Cys Ser Lys Asp Arg Phe Val Ala
325 330 335

Tyr Pro Cys Ala Val Gly GIn Thr Ala Phe Ser Ser Gly Arg His Tyr
340 345 350

Trp Glu Val Gly Met Asn lle Thr Gly Asp Ala Leu Trp Ala Leu Gly
355 360 365

Val Cys Arg Asp Asn Val Ser Arg Lys Asp Arg Val Pro Lys Cys Pro
370 375 380

Glu Asn Gly Phe Trp Val Val GIn Leu Ser Lys Gly Thr Lys Tyr Leu
385 390 395 400

Ser Thr Phe Ser Ala Leu Thr Pro Val Met Leu Met Glu Pro Pro Ser
405 410 415

His Met Gly lle Phe Leu Asp Phe Glu Ala Gly Glu Val Ser Phe Tyr
420 425 430

Ser Val Ser Asp Gly Ser His Leu His Thr Tyr Ser GIn Ala Thr Phe
435 440 445

Pro Gly Pro Leu GIn Pro Phe Phe Cys Leu Gly Ala Pro Lys Ser Gly
450 455 460

GIn Met Val lle Ser Thr Val Thr Met Trp Val Lys Gly
465 470 475

<210> 35

<211> 1945

<212> DNA

<213> Homo sapiens

<400> 35
atggaaacac tggagtcaga actgacctge cctatttgtc tggagctctt tgaggaccct

cttctactge cctgegeaca cagectctge ttcaactgeg cccaccgeat cctagtatca
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cactgtgcca ccaacgagtc tgtggagtcc atcaccgect tccagtgecce cacctgecgg 180
catgtcatca ccctcagcca gegaggtcta gacgggctca agegcaacgt caccctacag 240
aacatcatcg acaggttcca gaaagcatca gtgageggge ccaactctcc cagegagacc 300
cgtcgggagce gggcectttga cgecaacacc atgaccteeg ccgagaaggt cctetgecag 360
ttttgtgacc aggatcctge ccaggacgct gtgaagacct gtgtcacttg tgaagtatce 420
tactgtgacg agtgcctgaa agccactcac ccgaataaga agecctttac aggecatcgt 480
ctgattgagc caattccgga ctctcacatc cgggggetga tgtgettgga gecatgaggat 540
gagaaggtga atatgtactg tgtgaccgat gaccagttaa tctgtgectt gtgtaaactg 600
gttgggegge accgegatca tcaggtggea getttgagtg agegetatga caaattgaag 660
caaaacttag agagtaacct caccaacctt attaagagga acacagaact ggagaccctt 720
ttggctaaac tcatccaaac ctgtcaacat gttgaagtca atgcatcacg tcaagaagec 780
aaattgacag aggagtgtga tcttctcatt gagatcattc agcaaagacg acagattatt 840
ggaaccaaga tcaaagaagg gaaggtgatg aggcttcgea aactggcetca gcagattgca 900
aactgcaaac agtgcattga gcggtcagca tcactcatct cccaagegga acactctctg 960
aaggagaatg atcatgcgceg tttcctacag actgctaaga atatcaccga gagagtctcc 1020
atggcaactg catcctccca ggttctaatt cctgaaatca acctcaatga cacatttgac 1080
acctttgect tagatttttc ccgagagaag aaactgctag aatgtctgga ttaccttaca 1140
gctcccaacc ctcccacaat tagagaagag ctctgeacag cttcatatga caccatcact 1200
gtgcattgga cctccgatga tgagttcage gtggtctect acgagcetcca gtacaccata 1260
ttcaccggac aagccaacgt cgttagtctg tgtaattcgg ctgatagetg gatgatagta 1320
cccaacatca agcagaacca ctacacggtg cacggtctge agageggceac caagtacatc 1380
ttcatggtca aggccatcaa ccaggegggc agecgeagea gtgagectgg gaagttgaag 1440
acaaacagcc aaccatttaa actggatccc aaatctgctc atcgaaaact gaaggtgtce 1500
catgataact tgacagtaga acgtgatgag tcatcatcca agaagagtca cacacctgaa 1560
cgcttcacca geccaggggag ctatggagta getggaaatg tgtttattga tagtggecgg 1620

cattattggg aagtggtcat aagtggaagc acatggtatg ccattggtct tgcttacaaa 1680
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tcagccccga agcatgaatg gattgggaag aactctgcett cctgggegcet ctgeecgetge 1740
aacaataact gggtggtgag acacaatagc aaggaaatcc ccattgagec tgccccccac 1800
ctceggegeg tgggeatcect getggactat gataacggct ctatcgectt ttatgatget 1860
ttgaactcca tccacctcta caccttcgac gtegeatttg cgecagectgt ttgecccace 1920
ttcaccgtgt ggaacaagtg tctga 1945

<210> 36

<211> 667

<212> PRT

<213> Homo sapiens

<400> 36

Met Glu Thr Leu Glu Ser Glu Leu Thr Cys Pro lle Cys Leu Glu Leu

1 5 10 15

Phe Glu Asp Pro Leu Leu Leu Pro Cys Ala His Ser Leu Cys Phe Asn
20 25 30

Cys Ala His Arg lle Leu Val Ser His Cys Ala Thr Asn Glu Ser Val
35 40 45

Glu Ser lle Thr Ala Phe GIn Cys Pro Thr Cys Arg His Val lle Thr
50 55 60

Leu Ser GIn Arg Gly Leu Asp Gly Leu Lys Arg Asn Val Thr Leu GIn
65 70 75 80

Asn lle lle Asp Arg Phe GIn Lys Ala Ser Val Ser Gly Pro Asn Ser
85 90 95

Pro Ser Glu Thr Arg Arg Glu Arg Ala Phe Asp Ala Asn Thr Met Thr
100 105 110

Ser Ala Glu Lys Val Leu Cys GIn Phe Cys Asp GIn Asp Pro Ala GIn
115 120 125
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Asp Ala Val Lys Thr Cys Val Thr Cys Glu Val Ser Tyr Cys Asp Glu
130 135 140

Cys Leu Lys Ala Thr His Pro Asn Lys Lys Pro Phe Thr Gly His Arg
145 150 155 160

Leu lle Glu Pro lle Pro Asp Ser His lle Arg Gly Leu Met Cys Leu
165 170 175

Glu His Glu Asp Glu Lys Val Asn Met Tyr Cys Val Thr Asp Asp GlIn
180 185 190

Leu lle Cys Ala Leu Cys Lys Leu Val Gly Arg His Arg Asp His GIn
195 200 205

Val Ala Ala Leu Ser Glu Arg Tyr Asp Lys Leu Lys GIn Asn Leu Glu
210 215 220

Ser Asn Leu Thr Asn Leu lle Lys Arg Asn Thr Glu Leu Glu Thr Leu
225 230 235 240

Leu Ala Lys Leu lle GIn Thr Cys GIn His Val Glu Val Asn Ala Ser
245 250 255

Arg GIn Glu Ala Lys Leu Thr Glu Glu Cys Asp Leu Leu lle Glu lle
260 265 270

lle GIn GIn Arg Arg GIn lle lle Gly Thr Lys lle Lys Glu Gly Lys
275 280 285

Val Met Arg Leu Arg Lys Leu Ala GIn Gin Ile Ala Asn Cys Lys GlIn
290 295 300

Cys lle Glu Arg Ser Ala Ser Leu lle Ser GIn Ala Glu His Ser Leu
305 310 315 320

Lys Glu Asn Asp His Ala Arg Phe Leu GIn Thr Ala Lys Asn lle Thr
325 330 335
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Glu Arg Val Ser Met Ala Thr Ala Ser Ser GIn Val Leu lle Pro Glu
340 345 350

lle Asn Leu Asn Asp Thr Phe Asp Thr Phe Ala Leu Asp Phe Ser Arg
355 360 365

Glu Lys Lys Leu Leu Glu Cys Leu Asp Tyr Leu Thr Ala Pro Asn Pro
370 375 380

Pro Thr lle Arg Glu Glu Leu Cys Thr Ala Ser Tyr Asp Thr lle Thr
385 390 395 400

Val His Trp Thr Ser Asp Asp Glu Phe Ser Val Val Ser Tyr Glu Leu
405 410 415

GIn Tyr Thr lle Phe Thr Gly GlIn Ala Asn Val Val Ser Leu Cys Asn
420 425 430

Ser Ala Asp Ser Trp Met lle Val Pro Asn lle Lys GIn Asn His Tyr
435 440 445

Thr Val His Gly Leu GIn Ser Gly Thr Lys Tyr lle Phe Met Val Lys
450 455 460

Ala lle Asn GIn Ala Gly Ser Arg Ser Ser Glu Pro Gly Lys Leu Lys
465 470 475 480

Thr Asn Ser GIn Pro Phe Lys Leu Asp Pro Lys Ser Ala His Arg Lys
485 490 495

Leu Lys Val Ser His Asp Asn Leu Thr Val Glu Arg Asp Glu Ser Ser
500 505 510

Ser Lys Lys Ser His Thr Pro Glu Arg Phe Thr Ser GIn Gly Ser Tyr
515 520 525

Gly Val Ala Gly Asn Val Phe lle Asp Ser Gly Arg His Tyr Trp Glu
530 535 540
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Val Val lle Ser Gly Ser Thr Trp Tyr Ala lle Gly Leu Ala Tyr Lys
545 550 555 560

Ser Ala Pro Lys His Glu Trp Ile Gly Lys Asn Ser Ala Ser Trp Ala
565 570 575

Leu Cys Arg Cys Asn Asn Asn Trp Val Val Arg His Asn Ser Lys Glu
580 585 590

lle Pro lle Glu Pro Ala Pro His Leu Arg Arg Val Gly lle Leu Leu
595 600 605

Asp Tyr Asp Asn Gly Ser lle Ala Phe Tyr Asp Ala Leu Asn Ser lle
610 615 620

His Leu Tyr Thr Phe Asp Val Ala Phe Ala GIn Pro Val Cys Pro Thr
625 630 635 640

Phe Thr Val Trp Asn Lys Cys Leu Thr lle lle Thr Gly Leu Pro lle
645 650 655

Pro Asp His Leu Asp Cys Thr Glu GIn Leu Pro
660 665

<210> 37

<211> 2649

<212> DNA

<213> Homo sapiens

<400> 37
atggagcctg cacccgeccg atctccgagg ccccagcagg accccgeecg gecccaggag

cccaccatge ctecececga gaccecctct gaaggecgec ageccagecce cagecccage
cctacagagc gagcccccgc ttcggaggag gagttccagt ttetgegetg ccageaatge
caggcggaag ccaagtgecc gaagetgetg ccttgtetge acacgcetgtg ctcaggatge
ctggaggcgt cgggeatgea gtgecccatce tgecaggegce cetggeccct aggtgeagac

acacccgcecc tggataacgt ctttttcgag agtctgeage ggegectgte ggtgtaccgg
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cagattgtgg atgcgcaggc tgtgtgcacc cgetgeaaag agtcggecga cttetggtge 420
tttgagtgcg agcagctcect ctgegecaag tgettcgagg cacaccagtg gttectcaag 480
cacgaggccc ggeecctage agagetgege aaccagtegg tgegtgagtt cctggacgge 540
acccgcaaga ccaacaacat cttetgetcc aaccccaacc accgeaccec tacgetgace 600
agcatctact gccgaggatg ttccaageeg ctgtgcetget cgtgegegct ccttgacage 660
agccacagtg agctcaagtg cgacatcagce gcagagatcc agcagegaca ggaggagetg 720
gacgccatga cgcaggegct gcaggagceag gatagtgect ttggegeggt tcacgegcag 780
atgcacgcegg ccgteggeca getgggeege gegegtgeeg agaccgagga getgatcege 840
gagcgcgtge gecaggtggt agetcacgtg cgggcetcagg agegegaget getggagget 900
gtggacgege ggtaccageg cgactacgag gagatggeca gteggetggg ccgectggat 960
getgtgetge agegeatecg cacgggeage gegetggtge agaggatgaa gtgetacgee 1020
tcggaccagg aggtgcetgga catgcacggt ttcctgegece aggegctctg ccgectgege 1080
caggaggagc cccagagcct gcaagctgec gtgegeacceg atggettega cgagttcaag 1140
gtgcgectge aggacctcag ctettgeatc acccagggga aagatgcage tgtatccaag 1200
aaagccagcc cagaggcetge cagcactcce agggacccta ttgacgttga cctgeeccgag 1260
gaggcagaga gagtgaaggc ccaggttcag geectggggc tggetgaage ccagectatg 1320
gctgtggtac agtcagtgec cggggeacac cccgtgecag tgtacgectt ctccatcaaa 1380
ggcccttect atggagagga tgtctccaat acaacgacag cccagaagag gaagtgcage 1440
cagacccagt gccccaggaa ggtcatcaag atggagtctg aggaggggaa ggaggcaagg 1500
ttggctcgga getececegga geageccagg cccageacct ccaaggeagt ctcaccacce 1560
cacctggatg gaccgcctag ccccaggagce cccgtcatag gaagtgaggt cttectgeee 1620
aacagcaacc acgtggcecag tggegeeggg gaggeagagg aacgegttgt ggtgatcage 1680
agctcggaag actcagatgce cgaaaactcg tcctcccgag agetggatga cagecagecagt 1740
gagtccagtg acctccagct ggaaggceccc agcaccctca gggtectgga cgagaacctt 1800

gctgacccecc aagcagaaga cagacctctg gttttctttg acctcaagat tgacaatgaa 1860
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acccagaaga ttagccagct ggetgeggtg aaccgggaaa geaagttceg cgtggtcatc 1920
cagcctgaag ccttcttcag catctactcc aaggecgtgt ccctggaggt ggggectgcag 1980
cacttcctca getttctgag ctecatgege cgecctatct tggectgeta caagetgtgg 2040
gggcecetggec teccaaactt cttecegggece ctggaggaca ttaacaggcet gtgggaattc 2100
caggaggcca tctegggctt cctggetgec ctgectctca teegggageg tgtgeecggg 2160
gccagcagct tcaaactcaa gaacctggec cagacctacc tggegagaaa catgagegag 2220
cgcagcgceca tggetgeegt getggecatg cgtgacctgt gecgectect cgaggtctee 2280
ccgggecccc agetggecca geatgtctac cecttcagta gectgeagtg ctttgectce 2340
ctgcagcccc tggtgcagge agetgtgetg cceccgggetg aggeccgect cetggeecta 2400
cacaacgtga gcttcatgga getgetgagt gcacaccgec gtgaccggea ggggggectg 2460
aagaagtaca gccgctatct aagectgeag accaccacgt tgeccectge ccagectget 2520
ttcaacctgc aggcetctggg cacctacttt gaaggcectgt tggagggtce ggegetggeca 2580
cgggcagaag gagtctccac cccacttget ggeegtggcet tggcagagag ggectcccag 2640
cagagctga 2649

<210> 38

<211> 882

<212> PRT

<213> Homo sapiens

<400> 38

Met Glu Pro Ala Pro Ala Arg Ser Pro Arg Pro GIn GIn Asp Pro Ala

1 5 10 15

Arg Pro GIn Glu Pro Thr Met Pro Pro Pro Glu Thr Pro Ser Glu Gly
20 25 30

Arg GIn Pro Ser Pro Ser Pro Ser Pro Thr Glu Arg Ala Pro Ala Ser
35 40 45

Glu Glu Glu Phe GIn Phe Leu Arg Cys GIn GIn Cys GIn Ala Glu Ala
50 55 60
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Lys Cys Pro Lys Leu Leu Pro Cys Leu His Thr Leu Cys Ser Gly Cys
65 70 75 80

Leu Glu Ala Ser Gly Met GIn Cys Pro lle Cys GIn Ala Pro Trp Pro
85 90 95

Leu Gly Ala Asp Thr Pro Ala Leu Asp Asn Val Phe Phe Glu Ser Leu
100 105 110

GIn Arg Arg Leu Ser Val Tyr Arg GIn lle Val Asp Ala GIn Ala Val
115 120 125

Cys Thr Arg Cys Lys Glu Ser Ala Asp Phe Trp Cys Phe Glu Cys Glu
130 135 140

GIn Leu Leu Cys Ala Lys Cys Phe Glu Ala His GIn Trp Phe Leu Lys
145 150 155 160

His Glu Ala Arg Pro Leu Ala Glu Leu Arg Asn Gln Ser Val Arg Glu
165 170 175

Phe Leu Asp Gly Thr Arg Lys Thr Asn Asn lle Phe Cys Ser Asn Pro
180 185 190

Asn His Arg Thr Pro Thr Leu Thr Ser lle Tyr Cys Arg Gly Cys Ser
195 200 205

Lys Pro Leu Cys Cys Ser Cys Ala Leu Leu Asp Ser Ser His Ser Glu
210 215 220

Leu Lys Cys Asp lle Ser Ala Glu lle GIn GIn Arg GIn Glu Glu Leu
225 230 235 240

Asp Ala Met Thr GIn Ala Leu GIn Glu GIn Asp Ser Ala Phe Gly Ala
245 250 255

Val His Ala GIn Met His Ala Ala Val Gly GIn Leu Gly Arg Ala Arg
260 265 270
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Ala Glu Thr Glu Glu Leu lle Arg Glu Arg Val Arg GIn Val Val Ala
275 280 285

His Val Arg Ala GIn Glu Arg Glu Leu Leu Glu Ala Val Asp Ala Arg
290 295 300

Tyr GIn Arg Asp Tyr Glu Glu Met Ala Ser Arg Leu Gly Arg Leu Asp
305 310 315 320

Ala Val Leu GIn Arg lle Arg Thr Gly Ser Ala Leu Val GIn Arg Met
325 330 335

Lys Cys Tyr Ala Ser Asp GIn Glu Val Leu Asp Met His Gly Phe Leu
340 345 350

Arg GIn Ala Leu Cys Arg Leu Arg GIn Glu Glu Pro GIn Ser Leu GIn
355 360 365

Ala Ala Val Arg Thr Asp Gly Phe Asp Glu Phe Lys Val Arg Leu GIn
370 375 380

Asp Leu Ser Ser Cys lle Thr GIn Gly Lys Asp Ala Ala Val Ser Lys
385 390 395 400

Lys Ala Ser Pro Glu Ala Ala Ser Thr Pro Arg Asp Pro Ile Asp Val
405 410 415

Asp Leu Pro Glu Glu Ala Glu Arg Val Lys Ala GIn Val GIn Ala Leu
420 425 430

Gly Leu Ala Glu Ala GIn Pro Met Ala Val Val GIn Ser Val Pro Gly
435 440 445

Ala His Pro Val Pro Val Tyr Ala Phe Ser lle Lys Gly Pro Ser Tyr
450 455 460

Gly Glu Asp Val Ser Asn Thr Thr Thr Ala GIn Lys Arg Lys Cys Ser
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465 470 475 480

GIn Thr GIn Cys Pro Arg Lys Val lle Lys Met Glu Ser Glu Glu Gly
485 490 495

Lys Glu Ala Arg Leu Ala Arg Ser Ser Pro Glu GIn Pro Arg Pro Ser
500 505 510

Thr Ser Lys Ala Val Ser Pro Pro His Leu Asp Gly Pro Pro Ser Pro
515 520 525

Arg Ser Pro Val lle Gly Ser Glu Val Phe Leu Pro Asn Ser Asn His
530 535 540

Val Ala Ser Gly Ala Gly Glu Ala Glu Glu Arg Val Val Val lle Ser
545 550 555 560

Ser Ser Glu Asp Ser Asp Ala Glu Asn Ser Ser Ser Arg Glu Leu Asp
565 570 575

Asp Ser Ser Ser Glu Ser Ser Asp Leu GIn Leu Glu Gly Pro Ser Thr
580 585 590

Leu Arg Val Leu Asp Glu Asn Leu Ala Asp Pro GIn Ala Glu Asp Arg
595 600 605

Pro Leu Val Phe Phe Asp Leu Lys lle Asp Asn Glu Thr GIn Lys lle
610 615 620

Ser GIn Leu Ala Ala Val Asn Arg Glu Ser Lys Phe Arg Val Val lle
625 630 635 640

GIn Pro Glu Ala Phe Phe Ser lle Tyr Ser Lys Ala Val Ser Leu Glu
645 650 655

Val Gly Leu GIn His Phe Leu Ser Phe Leu Ser Ser Met Arg Arg Pro
660 665 670
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lle Leu Ala Cys Tyr Lys Leu Trp Gly Pro Gly Leu Pro Asn Phe Phe
675 680 685

Arg Ala Leu Glu Asp lle Asn Arg Leu Trp Glu Phe GIn Glu Ala lle
690 695 700

Ser Gly Phe Leu Ala Ala Leu Pro Leu lle Arg Glu Arg Val Pro Gly
705 710 715 720

Ala Ser Ser Phe Lys Leu Lys Asn Leu Ala GIn Thr Tyr Leu Ala Arg
725 730 735

Asn Met Ser Glu Arg Ser Ala Met Ala Ala Val Leu Ala Met Arg Asp
740 745 750

Leu Cys Arg Leu Leu Glu Val Ser Pro Gly Pro GIn Leu Ala GIn His
755 760 765

Val Tyr Pro Phe Ser Ser Leu GlIn Cys Phe Ala Ser Leu GIn Pro Leu
770 775 780

Val GIn Ala Ala Val Leu Pro Arg Ala Glu Ala Arg Leu Leu Ala Leu
785 790 795 800

His Asn Val Ser Phe Met Glu Leu Leu Ser Ala His Arg Arg Asp Arg
805 810 815

GIn Gly Gly Leu Lys Lys Tyr Ser Arg Tyr Leu Ser Leu GIn Thr Thr
820 825 830

Thr Leu Pro Pro Ala GIn Pro Ala Phe Asn Leu GIn Ala Leu Gly Thr
835 840 845

Tyr Phe Glu Gly Leu Leu Glu Gly Pro Ala Leu Ala Arg Ala Glu Gly
850 855 860

Val Ser Thr Pro Leu Ala Gly Arg Gly Leu Ala Glu Arg Ala Ser GIn
865 870 875 880
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GIn Ser

<210> 39

<211> 2346

<212> DNA

<213> Homo sapiens

<400> 39
atggctaaga cccctagtga ccatctgetg tccaccctgg aggagcetggt geectatgac

ttcgagaagt tcaagttcaa gectgcagaac accagtgtge agaaggagcea ctccaggatc
ccccggagec agatccagag agecaggecg gtgaagatgg ccactctget ggtcacctac
tatggggaag agtacgccgt gcagetcacc ctgeaggtec tgegggecat caaccagege
ctgctggecg aggagetcca cagggeagec attcaggaat attccacaca agaaaacggc
acagatgatt ccgcagegtc cagctcectg ggggagaaca agcccaggag cctgaagact
ccagaccacc ccgaggggaa cgaggggaac ggecctegge cgtacggggg cggagetgec
agcctgeggt gcagecagec cgaggecggg agggggctgt cgaggaagcec cctgagcaaa
cgcagagaga aggcctcgga gggectggac gegeagggea agectcggac ccggagececg
gcectgecgg gegggagaag ccccggecce tgeagggege tagaggggge ccaggecgag

gtcecggetge gcagaaacge cagetecgeg gggaggetge aggggctgge ggggeggcgcc

ccggggeaga aggagtgeag geccttcgaa gtgtacctge cctegggaaa gatgegacct
agaagccttg aggtcaccat ttctacaggg gagaaggcege ccgcaaatcc agaaattctc
ctgactctag aggaaaagac agctgcgaat ctggactcgg caacagaacc ccgggcaagg
cccactcegg atggaggggc atctgeggac ctgaaggaag gecctggaaa tccagaacat

tcggtcaccg gaaggcecacc agacacggct gegagtececc getgecacge ccaggaagga

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

gacccagttg acggtacctg tgtgecgtgat tcctgeagcet tccccgagge agtttctggg 1020

cacccccagg cctcaggeag ccgetcacct ggetgecccc ggtgecagga cteccatgaa

aggaagagcc cgggaagcct aageecccag cccctgecac agtgtaageg ccacctgaag

1080

1140

caggtccagc tgctctictg tgaggatcac gatgagcecca tctgectcat ctgeagtctg 1200
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agtcaggagc accaaggcca ccgggtgege cccattgagg aggtegecct ggaacacaag 1260
aagaaaattc agaagcagct ggagcatctg aagaagctga gaaaatcagg ggaggagcag 1320
cgatcctatg gggaggagaa ggcagtgagc tttctgaaac aaactgaage getgaagcag 1380
cgggtgcaga ggaagcetgga geaggtgtac tacttcctgg agcagcaaga geatttettt 1440
gtggcctcac tggaggacgt gggecagatg gttgggcaga tcaggaagge atatgacacc 1500
cgcgtatccc aggacatcge cectgetcgat gegetgattg gggaactgga ggeccaaggag 1560
tgccagtcag aatgggaact tctgcaggac attggagaca tcttgcacag ggctaagaca 1620
gtgcctgtee ctgaaaagtg gaccactcct caagagataa aacaaaagat ccaactcctc 1680
caccagaagt cagagtttgt ggagaagagc acaaagtact tctcagaaac cctgegttca 1740
gaaatggaaa tgttcaatgt tccagagctg attggegctc aggcacatgce tgttaatgtg 1800
attctggatg cagaaaccgce ttaccccaac ctcatcttct ctgatgatct gaagagtgtt 1860
agacttggaa acaagtggga gaggctgect gatggecccge aaagatttga cagetgtatc 1920
attgttctgg getctecgag tttectetet ggeegeegtt actgggaggt ggaggttgga 1980
gacaagacag catggatcct gggagcctge aagacatcca taagcaggaa agggaacatg 2040
actctgtcge cagagaatgg ctactgggtg gtgataatga tgaaggaaaa tgagtaccag 2100
gegtccageg ttccececcgac ccgectgeta ataaaggage cteccaageg tgtgggeate 2160
ttcgtggact acagagttgg aagcatctcc ttttacaatg tgacagccag atcccacatc 2220
tatacattcg ccagctgctc tttctctggg ccccttcaac ctatcttcag ccctgggaca 2280
cgtgatggag ggaagaacac agctcctctg actatctgte cagtgggtgg tcaggggect 2340
gactga 2346

<210> 40

<211> 781

<212> PRT

<213> Homo sapiens

<400> 40

Met Ala Lys Thr Pro Ser Asp His Leu Leu Ser Thr Leu Glu Glu Leu
1 5 10 15
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Val Pro Tyr Asp Phe Glu Lys Phe Lys Phe Lys Leu GIn Asn Thr Ser
20 25 30

Val GIn Lys Glu His Ser Arg lle Pro Arg Ser GIn lle GIn Arg Ala
35 40 45

Arg Pro Val Lys Met Ala Thr Leu Leu Val Thr Tyr Tyr Gly Glu Glu
50 55 60

Tyr Ala Val GIn Leu Thr Leu GIn Val Leu Arg Ala lle Asn GIn Arg
65 70 75 80

Leu Leu Ala Glu Glu Leu His Arg Ala Ala lle GIn Glu Tyr Ser Thr
85 90 95

GIn Glu Asn Gly Thr Asp Asp Ser Ala Ala Ser Ser Ser Leu Gly Glu
100 105 110

Asn Lys Pro Arg Ser Leu Lys Thr Pro Asp His Pro Glu Gly Asn Glu
115 120 125

Gly Asn Gly Pro Arg Pro Tyr Gly Gly Gly Ala Ala Ser Leu Arg Cys
130 135 140

Ser GIn Pro Glu Ala Gly Arg Gly Leu Ser Arg Lys Pro Leu Ser Lys
145 150 155 160

Arg Arg Glu Lys Ala Ser Glu Gly Leu Asp Ala GIn Gly Lys Pro Arg
165 170 175

Thr Arg Ser Pro Ala Leu Pro Gly Gly Arg Ser Pro Gly Pro Cys Arg
180 185 190

Ala Leu Glu Gly Gly GIn Ala Glu Val Arg Leu Arg Arg Asn Ala Ser
195 200 205

Ser Ala Gly Arg Leu GIn Gly Leu Ala Gly Gly Ala Pro Gly GIn Lys
210 215 220
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Glu Cys Arg Pro Phe Glu Val Tyr Leu Pro Ser Gly Lys Met Arg Pro
225 230 235 240

Arg Ser Leu Glu Val Thr lle Ser Thr Gly Glu Lys Ala Pro Ala Asn
245 250 255

Pro Glu lle Leu Leu Thr Leu Glu Glu Lys Thr Ala Ala Asn Leu Asp
260 265 270

Ser Ala Thr Glu Pro Arg Ala Arg Pro Thr Pro Asp Gly Gly Ala Ser
275 280 285

Ala Asp Leu Lys Glu Gly Pro Gly Asn Pro Glu His Ser Val Thr Gly
290 295 300

Arg Pro Pro Asp Thr Ala Ala Ser Pro Arg Cys His Ala GIn Glu Gly
305 310 315 320

Asp Pro Val Asp Gly Thr Cys Val Arg Asp Ser Cys Ser Phe Pro Glu
325 330 335

Ala Val Ser Gly His Pro GIn Ala Ser Gly Ser Arg Ser Pro Gly Cys
340 345 350

Pro Arg Cys GIn Asp Ser His Glu Arg Lys Ser Pro Gly Ser Leu Ser
355 360 365

Pro GIn Pro Leu Pro GIn Cys Lys Arg His Leu Lys Gln Val GIn Leu
370 375 380

Leu Phe Cys Glu Asp His Asp Glu Pro lle Cys Leu lle Cys Ser Leu
385 390 395 400

Ser GIn Glu His GIn Gly His Arg Val Arg Pro lle Glu Glu Val Ala
405 410 415

Leu Glu His Lys Lys Lys lle GIn Lys GIn Leu Glu His Leu Lys Lys
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420 425 430

Leu Arg Lys Ser Gly Glu Glu GIn Arg Ser Tyr Gly Glu Glu Lys Ala
435 440 445

Val Ser Phe Leu Lys GIn Thr Glu Ala Leu Lys GIn Arg Val GIn Arg
450 455 460

Lys Leu Glu GIn Val Tyr Tyr Phe Leu Glu GIn GIn Glu His Phe Phe
465 470 475 480

Val Ala Ser Leu Glu Asp Val Gly GIn Met Val Gly GIn lle Arg Lys
485 490 495

Ala Tyr Asp Thr Arg Val Ser GIn Asp lle Ala Leu Leu Asp Ala Leu
500 505 510

lle Gly Glu Leu Glu Ala Lys Glu Cys GIn Ser Glu Trp Glu Leu Leu
515 520 525

GIn Asp lle Gly Asp lle Leu His Arg Ala Lys Thr Val Pro Val Pro
530 535 540

Glu Lys Trp Thr Thr Pro GIn Glu lle Lys GIn Lys lle GIn Leu Leu
545 550 555 560

His GIn Lys Ser Glu Phe Val Glu Lys Ser Thr Lys Tyr Phe Ser Glu
565 570 575

Thr Leu Arg Ser Glu Met Glu Met Phe Asn Val Pro Glu Leu lle Gly
580 585 590

Ala GIn Ala His Ala Val Asn Val lle Leu Asp Ala Glu Thr Ala Tyr
595 600 605

Pro Asn Leu lle Phe Ser Asp Asp Leu Lys Ser Val Arg Leu Gly Asn
610 615 620
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Lys Trp Glu Arg Leu Pro Asp Gly Pro GIn Arg Phe Asp Ser Cys lle
625 630 635 640

lle Val Leu Gly Ser Pro Ser Phe Leu Ser Gly Arg Arg Tyr Trp Glu
645 650 655

Val Glu Val Gly Asp Lys Thr Ala Trp lle Leu Gly Ala Cys Lys Thr
660 665 670

Ser lle Ser Arg Lys Gly Asn Met Thr Leu Ser Pro Glu Asn Gly Tyr
675 680 685

Trp Val Val lle Met Met Lys Glu Asn Glu Tyr GIn Ala Ser Ser Val
690 695 700

Pro Pro Thr Arg Leu Leu lle Lys Glu Pro Pro Lys Arg Val Gly lle
705 710 715 720

Phe Val Asp Tyr Arg Val Gly Ser lle Ser Phe Tyr Asn Val Thr Ala
725 730 735

Arg Ser His lle Tyr Thr Phe Ala Ser Cys Ser Phe Ser Gly Pro Leu
740 745 750

GIn Pro lle Phe Ser Pro Gly Thr Arg Asp Gly Gly Lys Asn Thr Ala
755 760 765

Pro Leu Thr lle Cys Pro Val Gly Gly GIn Gly Pro Asp
770 775 780

<210> 41

<211> 1428

<212> DNA

<213> Homo sapiens

<400> 41
atggcttcag cagcacgctt gacaatgatg tgggaggagg tcacatgecc tatctgectg

gaccccttcg tggagectgt gagcatcgag tgtggecaca gettetgeca ggaatgceatc

tctcaggttg ggaaaggtgg gggcagegtc tgtectgtgt geeggeageg ctttetgete
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aagaatctcc ggecccaateg acagctagec aacatggtga acaaccttaa agaaatcage 240
caggaggcca gagagggcac acagggggaa cggtgtgeag tgcatggaga gagacttcac 300
ctgttctgtg agaaagatgg gaaggcecctt tgctgggtat gtgeccagtc tcggaaacac 360
cgtgaccacg ccatggtccc tcttgaggag getgcacagg agtaccagga gaagetccag 420
gtggcattag gggaactgag aagaaagcag gagttggctg agaagttgga agtggaaatt 480
gcaataaaga gagcagactg gaagaaaaca gtggaaacac agaaatctag gattcacgca 540
gagtttgtgc agcaaaaaaa cttectggtt gaagaagaac agaggcagct gcaggagetg 600
gagaaggatg agagggagca gctgagaatc ctgggggaga aagaggcecaa getggeccag 660
cagagccagg ccctacagga gctcatctca gagctagatc gaaggtgeca cagetcagca 720
ctggaactgc tgcaggaggt gataattgtc ctggaaagga gtgagtcctg gaacctgaag 780
gacctggata ttacctctcc agaactcagg agtgtgtgec atgtgccagg gctgaagaag 840
atgctgagga catgtgcagt ccacatcact ctggatccag acacagcecaa teegtggetg 900
atactttcag aagatcggag acaagtgagg cttggagaca cccagcagag catacctgga 960
aatgaagaga gatttgatag ttatcctatg gtcctgggtg cccageactt tcactctgga 1020
aaacattact gggaggtaga tgtgacagga aaggaggcct gggacctggg tgtctgcaga 1080
gactctgtgc gcaggaaggg geactttttg cttagttcca agagtggcett ctggacaatt 1140
tggttgtgga acaaacaaaa atatgaggct ggcacctacc cccagactcc cctccacctt 1200
caggtgcctc catgeccaagt tgggattttc ctggactatg aggetggeat ggtctecttc 1260
tacaacatca ctgaccatgg ctcectcatc tactecttct ctgaatgtge ctttacagga 1320
cctctgegge ccttcttcag tectggtttc aatgatggag gaaaaaacac agecectcta 1380
accctctgte cactgaatat tggatcacaa ggatccactg actattga 1428

<210> 42

<211> 475

<212> PRT

<213> Homo sapiens

<400> 42
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Met Ala Ser Ala Ala Arg Leu Thr Met Met Trp Glu Glu Val Thr Cys
1 5 10 15

Pro lle Cys Leu Asp Pro Phe Val Glu Pro Val Ser lle Glu Cys Gly
20 25 30

His Ser Phe Cys GIn Glu Cys lle Ser GIn Val Gly Lys Gly Gly Gly
35 40 45

Ser Val Cys Pro Val Cys Arg GIn Arg Phe Leu Leu Lys Asn Leu Arg
50 55 60

Pro Asn Arg GIn Leu Ala Asn Met Val Asn Asn Leu Lys Glu lle Ser
65 70 75 80

GIn Glu Ala Arg Glu Gly Thr GIn Gly Glu Arg Cys Ala Val His Gly
85 90 95

Glu Arg Leu His Leu Phe Cys Glu Lys Asp Gly Lys Ala Leu Cys Trp
100 105 110

Val Cys Ala GIn Ser Arg Lys His Arg Asp His Ala Met Val Pro Leu
115 120 125

Glu Glu Ala Ala GIn Glu Tyr GIn Glu Lys Leu GIn Val Ala Leu Gly
130 135 140

Glu Leu Arg Arg Lys GIn Glu Leu Ala Glu Lys Leu Glu Val Glu lle
145 150 155 160

Ala lle Lys Arg Ala Asp Trp Lys Lys Thr Val Glu Thr GIn Lys Ser
165 170 175

Arg lle His Ala Glu Phe Val GIn GIn Lys Asn Phe Leu Val Glu Glu
180 185 190

Glu GIn Arg GIn Leu GIn Glu Leu Glu Lys Asp Glu Arg Glu GIn Leu
195 200 205
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Arg lle Leu Gly Glu Lys Glu Ala Lys Leu Ala GIn GIn Ser GIn Ala
210 215 220

Leu GIn Glu Leu lle Ser Glu Leu Asp Arg Arg Cys His Ser Ser Ala
225 230 235 240

Leu Glu Leu Leu GIn Glu Val lle lle Val Leu Glu Arg Ser Glu Ser
245 250 255

Trp Asn Leu Lys Asp Leu Asp lle Thr Ser Pro Glu Leu Arg Ser Val
260 265 270

Cys His Val Pro Gly Leu Lys Lys Met Leu Arg Thr Cys Ala Val His
275 280 285

lle Thr Leu Asp Pro Asp Thr Ala Asn Pro Trp Leu lle Leu Ser Glu
290 295 300

Asp Arg Arg Gln Val Arg Leu Gly Asp Thr GIn GIn Ser lle Pro Gly
305 310 315 320

Asn Glu Glu Arg Phe Asp Ser Tyr Pro Met Val Leu Gly Ala GIn His
325 330 335

Phe His Ser Gly Lys His Tyr Trp Glu Val Asp Val Thr Gly Lys Glu
340 345 350

Ala Trp Asp Leu Gly Val Cys Arg Asp Ser Val Arg Arg Lys Gly His
355 360 365

Phe Leu Leu Ser Ser Lys Ser Gly Phe Trp Thr lle Trp Leu Trp Asn
370 375 380

Lys GIn Lys Tyr Glu Ala Gly Thr Tyr Pro GIn Thr Pro Leu His Leu
385 390 395 400

GIn Val Pro Pro Cys GIn Val Gly lle Phe Leu Asp Tyr Glu Ala Gly
405 410 415
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Met Val Ser Phe Tyr Asn Ile Thr Asp His Gly Ser Leu lle Tyr Ser
420 425 430

Phe Ser Glu Cys Ala Phe Thr Gly Pro Leu Arg Pro Phe Phe Ser Pro
435 440 445

Gly Phe Asn Asp Gly Gly Lys Asn Thr Ala Pro Leu Thr Leu Cys Pro
450 455 460

Leu Asn lle Gly Ser GIn Gly Ser Thr Asp Tyr
465 470 475

<210> 43

<211> 1497

<212> DNA

<213> Homo sapiens

<400> 43
atggatttct cagtaaaggt agacatagag aaggaggtga cctgccccat ctgectggag 60

ctcctgacag aacctctgag cctagattgt ggecacagcet tctgecaage ctgeatcact 120
gcaaagatca aggagtcagt gatcatctca agaggggaaa gcagctgtcc tgtgtgtcag 180
accagattcc agcctgggaa cctecgacct aatcggceatc tggecaacat agttgagaga 240
gtcaaagagg tcaagatgag cccacaggag gggcagaaga gagatgtctg tgagcaccat 300
ggaaaaaaac tccagatctt ctgtaaggag gatggaaaag tcatttgetg ggtttgtgaa 360
ctgtctcagg aacaccaagg tcaccaaaca ttccgcataa acgaggtggt caaggaatgt 420
caggaaaagc tgcaggtagce cctgecagagg ctgataaagg aggatcaaga ggetgagaag 480
ctggaagatg acatcagaca agagagaacc gcctggaaga attatatcca gatcgagaga 540
cagaagattc tgaaagggtt caatgaaatg agagtcatct tggacaatga ggagcagaga 600
gagctgcaaa agctggagga aggtgaggtg aatgtgcetgg ataacctgge agcagetaca 660
gaccagctgg tccagcagag geaggatgec agcacgctca tctcagatct ccageggagg 720
ttgaggggat cgtcagtaga gatgctgcag gatgtgattg acgtcatgaa aaggagtgaa 780

agctggacat tgaagaagcc aaaatctgtt tccaagaaac taaagagtgt attccgagta 840
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ccagatctga gtgggatgct gcaagttctt aaagagctga cagatgtcca gtactactgg 900
gtggacgtga tgctgaatcc aggcagtgec acttcgaatg ttgctatttc tgtggatcag 960
agacaagtga aaactgtacg cacctgcaca tttaagaatt caaatccatg tgatttttct 1020
gettttggtg tettcggetg ccaatatttce tettcgggga aatattactg ggaagtagat 1080
gtgtctggaa agattgectg gatcctgggce gtacacagta aaataagtag tctgaataaa 1140
aggaagagct ctgggtttgce ttttgatcca agtgtaaatt attcaaaagt ttactccaga 1200
tatagacctc aatatggcta ctgggttata ggattacaga atacatgtga atataatgct 1260
tttgaggact cctcctctte tgatcccaag gttttgactc tctttatgge tgtgectcce 1320
tgtcgtattg gggttttcct agactatgag gcaggceattg tctcattttt caatgtcaca 1380
aaccacggag cactcatcta caagttctct ggatgtcgct tttctcgacc tgettatccg 1440
tatttcaatc cttggaactg cctagtcccc atgactgtgt gcccaccgag ctectga 1497
<210> 44

<211> 498

<212> PRT

<213> Homo sapiens

<400> 44

Met Asp Phe Ser Val Lys Val Asp lle Glu Lys Glu Val Thr Cys Pro

1 5 10 15

lle Cys Leu Glu Leu Leu Thr Glu Pro Leu Ser Leu Asp Cys Gly His
20 25 30

Ser Phe Cys GIn Ala Cys lle Thr Ala Lys lle Lys Glu Ser Val lle
35 40 45

lle Ser Arg Gly Glu Ser Ser Cys Pro Val Cys GIn Thr Arg Phe GIn
50 55 60

Pro Gly Asn Leu Arg Pro Asn Arg His Leu Ala Asn lle Val Glu Arg
65 70 75 80
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Val Lys Glu Val Lys Met Ser Pro GIn Glu Gly GIn Lys Arg Asp Val
85 90 95

Cys Glu His His Gly Lys Lys Leu GIn lle Phe Cys Lys Glu Asp Gly
100 105 110

Lys Val lle Cys Trp Val Cys Glu Leu Ser GlIn Glu His GIn Gly His
115 120 125

GIn Thr Phe Arg lle Asn Glu Val Val Lys Glu Cys GIn Glu Lys Leu
130 135 140

GIn Val Ala Leu GIn Arg Leu lle Lys Glu Asp GIn Glu Ala Glu Lys
145 150 155 160

Leu Glu Asp Asp lle Arg GIn Glu Arg Thr Ala Trp Lys Asn Tyr lle
165 170 175

GIn lle Glu Arg GIn Lys lle Leu Lys Gly Phe Asn Glu Met Arg Val
180 185 190

lle Leu Asp Asn Glu Glu GIn Arg Glu Leu GIn Lys Leu Glu Glu Gly
195 200 205

Glu Val Asn Val Leu Asp Asn Leu Ala Ala Ala Thr Asp GIn Leu Val
210 215 220

GIn GIn Arg GIn Asp Ala Ser Thr Leu lle Ser Asp Leu GIn Arg Arg
225 230 235 240

Leu Arg Gly Ser Ser Val Glu Met Leu GIn Asp Val lle Asp Val Met
245 250 255

Lys Arg Ser Glu Ser Trp Thr Leu Lys Lys Pro Lys Ser Val Ser Lys
260 265 270

Lys Leu Lys Ser Val Phe Arg Val Pro Asp Leu Ser Gly Met Leu GIn
275 280 285

90



Val Leu Lys Glu Leu Thr Asp Val GIn Tyr Tyr Trp Val Asp Val Met
290 295 300

Leu Asn Pro Gly Ser Ala Thr Ser Asn Val Ala Ile Ser Val Asp GIn
305 310 315 320

Arg GIn Val Lys Thr Val Arg Thr Cys Thr Phe Lys Asn Ser Asn Pro
325 330 335

Cys Asp Phe Ser Ala Phe Gly Val Phe Gly Cys GIn Tyr Phe Ser Ser
340 345 350

Gly Lys Tyr Tyr Trp Glu Val Asp Val Ser Gly Lys lle Ala Trp lle
355 360 365

Leu Gly Val His Ser Lys lle Ser Ser Leu Asn Lys Arg Lys Ser Ser
370 375 380

Gly Phe Ala Phe Asp Pro Ser Val Asn Tyr Ser Lys Val Tyr Ser Arg
385 390 395 400

Tyr Arg Pro GIn Tyr Gly Tyr Trp Val lle Gly Leu GIn Asn Thr Cys
405 410 415

Glu Tyr Asn Ala Phe Glu Asp Ser Ser Ser Ser Asp Pro Lys Val Leu
420 425 430

Thr Leu Phe Met Ala Val Pro Pro Cys Arg lle Gly Val Phe Leu Asp
435 440 445

Tyr Glu Ala Gly lle Val Ser Phe Phe Asn Val Thr Asn His Gly Ala
450 455 460

Leu lle Tyr Lys Phe Ser Gly Cys Arg Phe Ser Arg Pro Ala Tyr Pro
465 470 475 480

Tyr Phe Asn Pro Trp Asn Cys Leu Val Pro Met Thr Val Cys Pro Pro
485 490 495
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Ser Ser

<210> 45

<211> 1725

<212> DNA

<213> Homo sapiens

<400> 45
atggctaccc tggttgtaaa caagctcgga gecgggagtag acagtggecg gecagggeage 60

cgggggacag ctgtagtgaa ggtgctagag tgtggagttt gtgaagatgt cttttctttg 120
caaggagaca aagttccccg tcttttgett tgtggecata cecgtetgtea tgactgtcte 180
actcgcectac ctcttcatgg aagagcaatc cgttgeccat ttgatcgaca agtaacagac 240
ctaggtgatt caggtgtctg gggattgaaa aaaaattttg ctttattgga gettttggaa 300
cgactgcaga atgggcctat tggtcagtat ggagctgcag aagaatccat tgggatatct 360
ggagagagca tcattcgttg tgatgaagat gaagctcacc ttgectctgt atattgcact 420
gtgtgtgcaa cteatttgtg ctctgagtgt tctcaagtta ctcattctac aaagacatta 480
gcaaagcaca ggcgagttcc tctagetgat aaacctcatg agaaaactat gtgetctcag 540
caccaggtgc atgccattga gtttgtttge ttggaagaag gttgtcaaac tagecccactc 600
atgtgctgtg tctgcaaaga atatggaaaa caccagggtc acaagcattc agtattggaa 660
ccagaagcta atcagatccg agcatcaatt ttagatatgg ctcactgcat acggaccttc 720
acagaggaaa tctcagatta ttccagaaaa ttagttggaa ttgtgcagcea cattgaagga 780
ggagaacaaa tcgtggaaga tggaattgga atggctcaca cagaacatgt accagggact 840
gcagagaatg cccggtcatg tattcgagct tatttttatg atctacatga aactctgtgt 900
cgtcaagaag aaatggctct aagtgttgtt gatgctcatg ttcgtgaaaa attgatttgg 960
ctcaggcagc aacaagaaga tatgactatt ttgttgtcag aggtttctgec agectgectc 1020
cactgtgaaa agactttgca gcaggatgat tgtagagttg tcttggcaaa acaggaaatt 1080
acaaggttac tggaaacatt gcagaaacag cagcagcagt ttacagaagt tgcagatcac 1140

attcagttgg atgccagcat ccctgtcact tttacaaagg ataatcgagt tcacattgga 1200
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ccaaaaatgg aaattcgggt cgttacgtta ggattggatg gtgctggaaa aactactatc 1260
ttgtttaagt taaaacagga tgaattcatg cagcccattc caacaattgg ttttaacgtg 1320
gaaactgtag aatataaaaa tctaaaattc actatttggg atgtaggtgg aaaacacaaa 1380
ttaagaccat tgtggaaaca ttattacctc aatactcaag ctgttgtgtt tgttgtagat 1440
agcagtcata gagacagaat tagtgaagca cacagcgaac ttgcaaagtt gttaacggaa 1500
Qaagaactcc gagatgctct getectgatt tttgctaaca aacaggatgt tgetggagca 1560
ctgtcagtag aagaaatcac tgaactactc agtctccata aattatgctg tggecgtage 1620
tggtatattc agggctgtga tgctcgaagt ggtatgggac tgtatgaagg gttggactgg 1680
ctctcacgge aacttgtagce tgctggagta ttggatgttg cttga 1725

<210> 46

<211> 574

<212> PRT

<213> Homo sapiens

<400> 46

Met Ala Thr Leu Val Val Asn Lys Leu Gly Ala Gly Val Asp Ser Gly

1 5 10 15

Arg GIn Gly Ser Arg Gly Thr Ala Val Val Lys Val Leu Glu Cys Gly
20 25 30

Val Cys Glu Asp Val Phe Ser Leu GIn Gly Asp Lys Val Pro Arg Leu
35 40 45

Leu Leu Cys Gly His Thr Val Cys His Asp Cys Leu Thr Arg Leu Pro
50 55 60

Leu His Gly Arg Ala lle Arg Cys Pro Phe Asp Arg GIn Val Thr Asp
65 70 75 80

Leu Gly Asp Ser Gly Val Trp Gly Leu Lys Lys Asn Phe Ala Leu Leu
85 90 95
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Glu Leu Leu Glu Arg Leu GIn Asn Gly Pro lle Gly GIn Tyr Gly Ala
100 105 110

Ala Glu Glu Ser lle Gly lle Ser Gly Glu Ser lle lle Arg Cys Asp
115 120 125

Glu Asp Glu Ala His Leu Ala Ser Val Tyr Cys Thr Val Cys Ala Thr
130 135 140

His Leu Cys Ser Glu Cys Ser GIn Val Thr His Ser Thr Lys Thr Leu
145 150 155 160

Ala Lys His Arg Arg Val Pro Leu Ala Asp Lys Pro His Glu Lys Thr
165 170 175

Met Cys Ser GIn His GIn Val His Ala lle Glu Phe Val Cys Leu Glu
180 185 190

Glu Gly Cys GIn Thr Ser Pro Leu Met Cys Cys Val Cys Lys Glu Tyr
195 200 205

Gly Lys His GIn Gly His Lys His Ser Val Leu Glu Pro Glu Ala Asn
210 215 220

GlIn lle Arg Ala Ser lle Leu Asp Met Ala His Cys lle Arg Thr Phe
225 230 235 240

Thr Glu Glu lle Ser Asp Tyr Ser Arg Lys Leu Val Gly lle Val GIn
245 250 255

His lle Glu Gly Gly Glu GIn lle Val Glu Asp Gly lle Gly Met Ala
260 265 270

His Thr Glu His Val Pro Gly Thr Ala Glu Asn Ala Arg Ser Cys lle
275 280 285

Arg Ala Tyr Phe Tyr Asp Leu His Glu Thr Leu Cys Arg GlIn Glu Glu
290 295 300
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Met Ala Leu Ser Val Val Asp Ala His Val Arg Glu Lys Leu lle Trp
305 310 315 320

Leu Arg GIn GIn GIn Glu Asp Met Thr lle Leu Leu Ser Glu Val Ser
325 330 335

Ala Ala Cys Leu His Cys Glu Lys Thr Leu GIn GIn Asp Asp Cys Arg
340 345 350

Val Val Leu Ala Lys GIn Glu lle Thr Arg Leu Leu Glu Thr Leu GIn
355 360 365

Lys GIn GIn GIn GIn Phe Thr Glu Val Ala Asp His lle GIn Leu Asp
370 375 380

Ala Ser lle Pro Val Thr Phe Thr Lys Asp Asn Arg Val His lle Gly
385 390 395 400

Pro Lys Met Glu lle Arg Val Val Thr Leu Gly Leu Asp Gly Ala Gly
405 410 415

Lys Thr Thr lle Leu Phe Lys Leu Lys Gln Asp Glu Phe Met GIn Pro
420 425 430

lle Pro Thr lle Gly Phe Asn Val Glu Thr Val Glu Tyr Lys Asn Leu
435 440 445

Lys Phe Thr lle Trp Asp Val Gly Gly Lys His Lys Leu Arg Pro Leu
450 455 460

Trp Lys His Tyr Tyr Leu Asn Thr GIn Ala Val Val Phe Val Val Asp
465 470 475 480

Ser Ser His Arg Asp Arg lle Ser Glu Ala His Ser Glu Leu Ala Lys
485 490 495

Leu Leu Thr Glu Lys Glu Leu Arg Asp Ala Leu Leu Leu lle Phe Ala
500 505 510

95



Asn Lys GIn Asp Val Ala Gly Ala Leu Ser Val Glu Glu lle Thr Glu
515 520 525

Leu Leu Ser Leu His Lys Leu Cys Cys Gly Arg Ser Trp Tyr lle GIn
530 535 540

Gly Cys Asp Ala Arg Ser Gly Met Gly Leu Tyr Glu Gly Leu Asp Trp
545 550 555 560

Leu Ser Arg GIn Leu Val Ala Ala Gly Val Leu Asp Val Ala
565 570

<210> 47

<211> 3153

<212> DNA

<213> Homo sapiens

<400> 47
atggaggtgg cggtggagaa ggeggtggcg geggeggeag cggectegge tgeggectce 60

ggggggccct cggeggegece gageggggag aacgaggeceg agagteggea gggeecggac 120
tcggagegeg geggegagge ggeecggcetc aacctgttgg acacttgege cgtgtgeccac 180
cagaacatcc agagccggge geccaagctg ctgecctgec tgeactcettt ctgecagege 240
tgcetgeeeg cgecccageg ctacctcatg ctgecegege ccatgetggg cteggeegag 300
accccgcecac cegteectge cececggeteg ceggteageg getegtegec gttegecace 360
caagttggag tcattcgttg cccagtttge agccaagaat gtgcagagag acacatcata 420
gataactttt ttgtgaagga cactactgag gttcccagca gtacagtaga aaagtcaaat 480
caggtatgta caagctgtga ggacaacgca gaagccaatg ggttttgtgt agagtgtgtt 540
gaatggctct gcaagacgtg tatcagagct catcagaggg taaagttcac aaaagaccac 600
actgtcagac agaaagagga agtatctcca gaggcagttg gtgtcaccag ccagcgacca 660
gtgttttgtc cttttcataa aaaggagcag ctgaagetgt actgtgagac atgtgacaaa 720
ctgacatgtc gagactgtca gttgttagaa cataaagagc atagatacca atttatagaa 780

gaagcttttc agaatcagaa agtgatcata gatacactaa tcaccaaact gatggaaaaa 840
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acaaaataca taaaattcac aggaaatcag atccaaaaca gaattattga agtaaatcaa 900
aatcaaaagc aggtggaaca ggatattaaa gttgctatat ttacactgat ggtagaaata 960
aataaaaaag gaaaagctct actgcatcag ttagagagcec ttgcaaagga ccatcgecatg 1020
aaacttatgc aacaacaaca ggaagtggct ggactctcta aacaattgga gcatgtcatg 1080
catttttcta aatgggcagt ttccagtgge agcagtacag cattacttta tagcaaacga 1140
ctgattacat accggttacg gcacctectt cgtgcaaggt gtgatgcatc cccagtgacc 1200
aacaacacca tccaatttca ctgtgatcct agtttctggg ctcaaaatat catcaactta 1260
ggttctttag taatcgagga taaagagagc cagccacaaa tgectaagea gaatectgtc 1320
gtggaacaga attcacagcc accaagtggt ttatcatcaa accagttatc caagttccca 1380
acacagatca gectagcetca attacggctc cagecatatge agcaacaggt aatggetcag 1440
aggcaacagg tgcaacggag gecagcacct gtgggtttac caaaccctag aatgcagggg 1500
cccatccage aaccttecat ctctcatcag caaccgecte cacgtttgat aaactttcag 1560
aatcacagcc ccaaacccaa tggaccagtt cttectecte atcctcaaca actgagatat 1620
ccaccaaacc agaacatacc acgacaagca ataaagccaa accccctaca gatggcetttc 1680
ttggctcaac aagccataaa acagtggceag atcagcagtg gacagggaac cccatcaact 1740
accaacagca catcctctac tecttccage cccacgatta ctagtgcage aggatatgat 1800
ggaaaggctt ttggttcacc tatgatcgat ttgagctcac cagtgggagg gtcttataat 1860
cttcectcte ttecggatat tgactgttca agtactatta tgctggacaa tattgtgagg 1920
daagatacta atatagatca tggccagcca agaccaccct caaacagaac ggtccagtca 1980
ccaaattcat cagtgccatc tccaggectt gcaggacctg ttactatgac tagtgtacac 2040
cccccaatac gttcacctag tgectccage gttggaagece gaggaagcetce tggetcttce 2100
agcaaaccag caggagctga ctctacacac aaagtcccag tggtcatget ggagecaatt 2160
cgaataaaac aagaaaacag tggaccaccg gaaaattatg atttccctgt tgttatagtg 2220
aagcaagaat cagatgaaga atctaggcct caaaatgceca attatccaag aagcatactc 2280

acctccctgce tcttaaatag cagtcagagc tctacttctg aggagactgt gctaagatca 2340
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gatgcccctg atagtacagg agatcaacct ggacttcacc aggacaattc ctcaaatgga 2400
aagtctgaat ggttggatcc ttcccagaag tcacctcttc atgttggaga gacaaggaaa 2460
gaggatgacc ccaatgagga ctggtgtgca gtttgtcaaa acggagggga actcctctge 2520
tgtgaaaagt gccccaaagt attccatctt tettgtcatg tgcccacatt gacaaatttt 2580
ccaagtggag agtggatttg cactttctge cgagacttat ctaaaccaga agttgaatat 2640
gattgtgatg ctcccagtca caactcagaa aaaaagaaaa ctgaaggcect tgttaagtta 2700
acacctatag ataaaaggaa gtgtgagcgc ctacttttat ttctttactg ccatgaaatg 2760
agcctggctt ttcaagaccc tgttectcta actgtgectg attattacaa aataattaaa 2820
aatccaatgg atttgtcaac catcaagaaa agactacaag aagattattc catgtactca 2880
aaacctgaag attttgtagce tgattttaga ttgatctttc aaaactgtgce tgaattcaat 2940
gagcctgatt cagaagtagc caatgctggt ataaaacttg aaaattattt tgaagaactt 3000
ctaaagaacc tctatccaga aaaaaggttt cccaaaccag aattcaggaa tgaatcagaa 3060
gataataaat ttagtgatga ttcagatgat gactttgtac agccccggaa gaaacgectc 3120
Qaaagcattg aagaacgcca gttgcttaaa taa 3153

<210> 48

<211> 1050

<212> PRT

<213> Homo sapiens

<400> 48

Met Glu Val Ala Val Glu Lys Ala Val Ala Ala Ala Ala Ala Ala Ser

1 5 10 15

Ala Ala Ala Ser Gly Gly Pro Ser Ala Ala Pro Ser Gly Glu Asn Glu
20 25 30

Ala Glu Ser Arg GIn Gly Pro Asp Ser Glu Arg Gly Gly Glu Ala Ala
35 40 45

Arg Leu Asn Leu Leu Asp Thr Cys Ala Val Cys His GIn Asn Ile GIn
50 55 60
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Ser Arg Ala Pro Lys Leu Leu Pro Cys Leu His Ser Phe Cys GIn Arg
65 70 75 80

Cys Leu Pro Ala Pro GIn Arg Tyr Leu Met Leu Pro Ala Pro Met Leu
85 90 95

Gly Ser Ala Glu Thr Pro Pro Pro Val Pro Ala Pro Gly Ser Pro Val
100 105 110

Ser Gly Ser Ser Pro Phe Ala Thr GIn Val Gly Val lle Arg Cys Pro
115 120 125

Val Cys Ser GIn Glu Cys Ala Glu Arg His lle lle Asp Asn Phe Phe
130 135 140

Val Lys Asp Thr Thr Glu Val Pro Ser Ser Thr Val Glu Lys Ser Asn
145 150 155 160

GIn Val Cys Thr Ser Cys Glu Asp Asn Ala Glu Ala Asn Gly Phe Cys
165 170 175

Val Glu Cys Val Glu Trp Leu Cys Lys Thr Cys lle Arg Ala His GIn
180 185 190

Arg Val Lys Phe Thr Lys Asp His Thr Val Arg GIn Lys Glu Glu Val
195 200 205

Ser Pro Glu Ala Val Gly Val Thr Ser GIn Arg Pro Val Phe Cys Pro
210 215 220

Phe His Lys Lys Glu GIn Leu Lys Leu Tyr Cys Glu Thr Cys Asp Lys
225 230 235 240

Leu Thr Cys Arg Asp Cys GIn Leu Leu Glu His Lys Glu His Arg Tyr
245 250 255

GIn Phe lle Glu Glu Ala Phe GIn Asn GIn Lys Val lle lle Asp Thr
260 265 270
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Leu lle Thr Lys Leu Met Glu Lys Thr Lys Tyr lle Lys Phe Thr Gly
275 280 285

Asn GIn lle GIn Asn Arg lle lle Glu Val Asn GIn Asn GIn Lys GIn
290 295 300

Val Glu GIn Asp lle Lys Val Ala lle Phe Thr Leu Met Val Glu lle
305 310 315 320

Asn Lys Lys Gly Lys Ala Leu Leu His GIn Leu Glu Ser Leu Ala Lys
325 330 335

Asp His Arg Met Lys Leu Met GIn GIn GIn GIn Glu Val Ala Gly Leu
340 345 350

Ser Lys GIn Leu Glu His Val Met His Phe Ser Lys Trp Ala Val Ser
355 360 365

Ser Gly Ser Ser Thr Ala Leu Leu Tyr Ser Lys Arg Leu lle Thr Tyr
370 375 380

Arg Leu Arg His Leu Leu Arg Ala Arg Cys Asp Ala Ser Pro Val Thr
385 390 395 400

Asn Asn Thr lle GIn Phe His Cys Asp Pro Ser Phe Trp Ala GIn Asn
405 410 415

lle lle Asn Leu Gly Ser Leu Val lle Glu Asp Lys Glu Ser GIn Pro
420 425 430

GIn Met Pro Lys GlIn Asn Pro Val Val Glu GIn Asn Ser GIn Pro Pro
435 440 445

Ser Gly Leu Ser Ser Asn GIn Leu Ser Lys Phe Pro Thr GIn lle Ser
450 455 460

Leu Ala GIn Leu Arg Leu GIn His Met GIn GIn GIn Val Met Ala GIn
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465 470 475 480

Arg GIn GIn Val GIn Arg Arg Pro Ala Pro Val Gly Leu Pro Asn Pro
485 490 495

Arg Met GIn Gly Pro Ile GIn GIn Pro Ser lle Ser His GIn GIn Pro
500 505 510

Pro Pro Arg Leu lle Asn Phe GIn Asn His Ser Pro Lys Pro Asn Gly
515 520 525

Pro Val Leu Pro Pro His Pro GIn GIn Leu Arg Tyr Pro Pro Asn GIn
530 535 540

Asn lle Pro Arg GIn Ala lle Lys Pro Asn Pro Leu GIn Met Ala Phe
545 550 555 560

Leu Ala GIn GIn Ala lle Lys GIn Trp GlIn lle Ser Ser Gly GIn Gly
565 570 575

Thr Pro Ser Thr Thr Asn Ser Thr Ser Ser Thr Pro Ser Ser Pro Thr
580 585 590

lle Thr Ser Ala Ala Gly Tyr Asp Gly Lys Ala Phe Gly Ser Pro Met
595 600 605

lle Asp Leu Ser Ser Pro Val Gly Gly Ser Tyr Asn Leu Pro Ser Leu
610 615 620

Pro Asp lle Asp Cys Ser Ser Thr lle Met Leu Asp Asn lle Val Arg
625 630 635 640

Lys Asp Thr Asn lle Asp His Gly GIn Pro Arg Pro Pro Ser Asn Arg
645 650 655

Thr Val GIn Ser Pro Asn Ser Ser Val Pro Ser Pro Gly Leu Ala Gly
660 665 670
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Pro Val Thr Met Thr Ser Val His Pro Pro Ile Arg Ser Pro Ser Ala
675 680 685

Ser Ser Val Gly Ser Arg Gly Ser Ser Gly Ser Ser Ser Lys Pro Ala
690 695 700

Gly Ala Asp Ser Thr His Lys Val Pro Val Val Met Leu Glu Pro lle
705 710 715 720

Arg lle Lys GIn Glu Asn Ser Gly Pro Pro Glu Asn Tyr Asp Phe Pro
725 730 735

Val Val lle Val Lys GIn Glu Ser Asp Glu Glu Ser Arg Pro GIn Asn
740 745 750

Ala Asn Tyr Pro Arg Ser lle Leu Thr Ser Leu Leu Leu Asn Ser Ser
755 760 765

GlIn Ser Ser Thr Ser Glu Glu Thr Val Leu Arg Ser Asp Ala Pro Asp
770 775 780

Ser Thr Gly Asp GIn Pro Gly Leu His GIn Asp Asn Ser Ser Asn Gly
785 790 795 800

Lys Ser Glu Trp Leu Asp Pro Ser GIn Lys Ser Pro Leu His Val Gly
805 810 815

Glu Thr Arg Lys Glu Asp Asp Pro Asn Glu Asp Trp Cys Ala Val Cys
820 825 830

GIn Asn Gly Gly Glu Leu Leu Cys Cys Glu Lys Cys Pro Lys Val Phe
835 840 845

His Leu Ser Cys His Val Pro Thr Leu Thr Asn Phe Pro Ser Gly Glu
850 855 860

Trp lle Cys Thr Phe Cys Arg Asp Leu Ser Lys Pro Glu Val Glu Tyr
865 870 875 880
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Asp Cys Asp Ala Pro Ser His Asn Ser Glu Lys Lys Lys Thr Glu Gly
885 890 895

Leu Val Lys Leu Thr Pro lle Asp Lys Arg Lys Cys Glu Arg Leu Leu
900 905 910

Leu Phe Leu Tyr Cys His Glu Met Ser Leu Ala Phe GIn Asp Pro Val
915 920 925

Pro Leu Thr Val Pro Asp Tyr Tyr Lys lle lle Lys Asn Pro Met Asp
930 935 940

Leu Ser Thr lle Lys Lys Arg Leu GIn Glu Asp Tyr Ser Met Tyr Ser
945 950 955 960

Lys Pro Glu Asp Phe Val Ala Asp Phe Arg Leu lle Phe GIn Asn Cys
965 970 975

Ala Glu Phe Asn Glu Pro Asp Ser Glu Val Ala Asn Ala Gly lle Lys
980 985 990

Leu Glu Asn Tyr Phe Glu Glu Leu Leu Lys Asn Leu Tyr Pro Glu Lys
995 1000 1005

Arg Phe Pro Lys Pro Glu Phe Arg Asn Glu Ser Glu Asp Asn Lys
1010 1015 1020

Phe Ser Asp Asp Ser Asp Asp Asp Phe Val GIn Pro Arg Lys Lys
1025 1030 1035

Arg Leu Lys Ser lle Glu Glu Arg GIn Leu Leu Lys
1040 1045 1050

<210> 49

<211> 1893

<212> DNA

<213> Homo sapiens

<400> 49
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atggcagagc tgtgceccect ggecgaggag ctgtegtget ccatctgect ggageectte 60
aaggagccgg tcaccactec gtgeggecac aacttetgeg ggtegtgect gaatgagacg 120
tgggcagtcc agggctcgec atacctgtge ccgeagtgece gegeegteta ccaggegega 180
ccgcagctge acaagaacac ggtgetgtge aacgtggtgg ageagttect gcaggecgac 240
ctggceeggg agecaccegce cgacgtetgg acgecgeccg ceccgegecte tgecacccage 300
ccgaatgccc aggtggectg cgaccactgce ctgaaggagg ccgeegtgaa gacgtgettg 360
gtgtgcatgg cctecttctg tcaggagceac ctgcagecge acttcgacag cccegectte 420
caggaccacc cgctgcagec geeegttege gacctgttge geccgecaaatg ttcccagcac 480
aatcggctge gggaattttt ctgeccccgag cacagegagt geatctgeca catetgectg 540
gtggagcata agacctgctc tcecegegtece ctgagecagg ccagegecga cctggaggee 600
accctgaggc acaaactaac tgtcatgtac agtcagatca acggggegtc gagagcactg 660
gatgatgtga gaaacaggca gcaggatgtg cggatgactg caaacagaaa ggtggagcag 720
ctacaacaag aatacacgga aatgaaggct ctcttggacg cctcagagac cacctcgaca 780
aggaagataa aggaagagga gaagagggtc aacagcaagt ttgacaccat ttatcagatt 840
ctcctcaaga agaagagtga gatccagacc ttgaaggagg agattgaaca gagectgacc 900
aagagggatg agttcgagtt tctggagaaa gcatcaaaac tgcgaggaat ctcaacaaag 960
ccagtctaca tccccgaggt ggaactgaac cacaagcetga taaaaggceat ccaccagage 1020
accatagacc tcaaaaacga gctgaagcag tgcatcggge ggetccagga geccacccee 1080
agttcaggtg accctggaga gcatgaccca gegtccacac acaaatccac acgecctgtg 1140
aagaaggtct ccaaagagga aaagaaatcc aagaaacctc ccectgtecc tgecttacce 1200
agcaagcttc ccacgtttgg agccccggaa cagttagtgg atttaaaaca agetggettg 1260
gaggctgcag ccaaagccac cagctcacat ccgaactcaa catctctcaa ggecaaggtg 1320
ctggagacct tcctggecaa gtccagacct gagetectgg agtattacat taaagtcatc 1380
ctggactaca acaccgccca caacaaagtg getctgtcag agtgctatac agtagettct 1440
gtggctgaga tgectcagaa ctaccggecg catccccaga ggttcacata ctgetctcag 1500

gtgctgggcec tgcactgeta caagaagggg atccactact gggaggtgga getgcagaag 1560
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aacaacttct gtggggtagg catctgctac ggaagcatga accggcaggg cccagaaage 1620
aggctcggece gcaacagegce ctectggtge gtggagtggt tcaacaccaa gatctctgee 1680
tggcacaata acgtggagaa aaccctgecc tccaccaagg ccacgegggt gggegtgett 1740
ctcaactgtg accacggctt tgtcatcttc ttcgetgttg ccgacaaggt ccacctgatg 1800
tataagttca gggtggactt tactgaggct ttgtacccgg ctttctgggt attttctget 1860
ggtgccacac tctccatetg ctecceccaag tag 1893

<210> 50

<211> 630

<212> PRT

<213> Homo sapiens

<400> 50

Met Ala Glu Leu Cys Pro Leu Ala Glu Glu Leu Ser Cys Ser lle Cys

1 5 10 15

Leu Glu Pro Phe Lys Glu Pro Val Thr Thr Pro Cys Gly His Asn Phe
20 25 30

Cys Gly Ser Cys Leu Asn Glu Thr Trp Ala Val GIn Gly Ser Pro Tyr
35 40 45

Leu Cys Pro GIn Cys Arg Ala Val Tyr GIn Ala Arg Pro GIn Leu His
50 55 60

Lys Asn Thr Val Leu Cys Asn Val Val Glu GIn Phe Leu GIn Ala Asp
65 70 75 80

Leu Ala Arg Glu Pro Pro Ala Asp Val Trp Thr Pro Pro Ala Arg Ala
85 90 95

Ser Ala Pro Ser Pro Asn Ala Gln Val Ala Cys Asp His Cys Leu Lys
100 105 110

Glu Ala Ala Val Lys Thr Cys Leu Val Cys Met Ala Ser Phe Cys GIn
115 120 125
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Glu His Leu GIn Pro His Phe Asp Ser Pro Ala Phe GIn Asp His Pro
130 135 140

Leu GIn Pro Pro Val Arg Asp Leu Leu Arg Arg Lys Cys Ser GIn His
145 150 155 160

Asn Arg Leu Arg Glu Phe Phe Cys Pro Glu His Ser Glu Cys lle Cys
165 170 175

His lle Cys Leu Val Glu His Lys Thr Cys Ser Pro Ala Ser Leu Ser
180 185 190

GIn Ala Ser Ala Asp Leu Glu Ala Thr Leu Arg His Lys Leu Thr Val
195 200 205

Met Tyr Ser GIn lle Asn Gly Ala Ser Arg Ala Leu Asp Asp Val Arg
210 215 220

Asn Arg GIn GIn Asp Val Arg Met Thr Ala Asn Arg Lys Val Glu GIn
225 230 235 240

Leu GIn GIn Glu Tyr Thr Glu Met Lys Ala Leu Leu Asp Ala Ser Glu
245 250 255

Thr Thr Ser Thr Arg Lys lle Lys Glu Glu Glu Lys Arg Val Asn Ser
260 265 270

Lys Phe Asp Thr lle Tyr Gin Ile Leu Leu Lys Lys Lys Ser Glu lle
275 280 285

GIn Thr Leu Lys Glu Glu lle Glu GIn Ser Leu Thr Lys Arg Asp Glu
290 295 300

Phe Glu Phe Leu Glu Lys Ala Ser Lys Leu Arg Gly lle Ser Thr Lys
305 310 315 320

Pro Val Tyr lle Pro Glu Val Glu Leu Asn His Lys Leu lle Lys Gly
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325 330 335

lle His GIn Ser Thr lle Asp Leu Lys Asn Glu Leu Lys GIn Cys lle
340 345 350

Gly Arg Leu GIn Glu Pro Thr Pro Ser Ser Gly Asp Pro Gly Glu His
355 360 365

Asp Pro Ala Ser Thr His Lys Ser Thr Arg Pro Val Lys Lys Val Ser
370 375 380

Lys Glu Glu Lys Lys Ser Lys Lys Pro Pro Pro Val Pro Ala Leu Pro
385 390 395 400

Ser Lys Leu Pro Thr Phe Gly Ala Pro Glu GIn Leu Val Asp Leu Lys
405 410 415

GIn Ala Gly Leu Glu Ala Ala Ala Lys Ala Thr Ser Ser His Pro Asn
420 425 430

Ser Thr Ser Leu Lys Ala Lys Val Leu Glu Thr Phe Leu Ala Lys Ser
435 440 445

Arg Pro Glu Leu Leu Glu Tyr Tyr lle Lys Val lle Leu Asp Tyr Asn
450 455 460

Thr Ala His Asn Lys Val Ala Leu Ser Glu Cys Tyr Thr Val Ala Ser
465 470 475 480

Val Ala Glu Met Pro GIn Asn Tyr Arg Pro His Pro GIn Arg Phe Thr
485 490 495

Tyr Cys Ser Gln Val Leu Gly Leu His Cys Tyr Lys Lys Gly lle His
500 505 510

Tyr Trp Glu Val Glu Leu GIn Lys Asn Asn Phe Cys Gly Val Gly lle
515 520 525
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Cys Tyr Gly Ser Met Asn Arg GIn Gly Pro Glu Ser Arg Leu Gly Arg
530 535 540

Asn Ser Ala Ser Trp Cys Val Glu Trp Phe Asn Thr Lys lle Ser Ala
545 550 555 560

Trp His Asn Asn Val Glu Lys Thr Leu Pro Ser Thr Lys Ala Thr Arg
565 570 575

Val Gly Val Leu Leu Asn Cys Asp His Gly Phe Val lle Phe Phe Ala
580 585 590

Val Ala Asp Lys Val His Leu Met Tyr Lys Phe Arg Val Asp Phe Thr
595 600 605

Glu Ala Leu Tyr Pro Ala Phe Trp Val Phe Ser Ala Gly Ala Thr Leu
610 615 620

Ser lle Cys Ser Pro Lys
625 630

<210> 51

<211> 1620

<212> DNA

<213> Homo sapiens

<400> 51
atggccacgt cagccccact acggagectg gaagaggagg tgacctgcete catctgtctt 60

gattacctgc gggaccctgt gaccattgac tgtggecacg tettctgeeg cagetgcacc 120
acagacgtcc gececcatctc agggagecgce cecgtetgec cactctgeaa gaagectttt 180
aagaaggaga acatccgacc cgtgtggcaa ctggecagec tggtggagaa cattgagegg 240
ctgaaggtgg acaagggcag gcagecggga gaggtgacce gggageagea ggatgcaaag 300
ttgtgcgagce gacaccgaga gaagetgeac tactactgtg aggacgacgg gaagetgetg 360
tgcgtgatgt gccgggagtc ccgggagceac aggececcaca cggeegtect catggagaag 420
gccgeccage cccacaggga aaaaatcctg aaccacctga gtaccctaag gagggacaga 480

gacaaaattc agggcttcca ggcaaaggga gaagctgata tcctggeege getgaagaag 540
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ctccaggacc agaggcagta cattgtggct gagtttgage agggtcatca gttcctgagg 600
gagcgggagg aacacctgcet ggaacagetg gegaagetgg agcaggagcet cacggaggge 660
agggagaagt tcaagagceeg gggegteggg gagettgece ggetggecct ggtcatctee 720
gaactggagg gcaaggcgca gecagecagcet gcagagetca tgcaggacac gagagacttc 780
ctaaacaggt atccacggaa gaagttctgg gttgggaaac ccattgctcg agtggttaaa 840
Qaaaagaccg gagaattctc agataaactc ctctctctge aacgaggect gagggaattc 900
caggggaagc tgctgagaga cttggaatat aagacagtga gegtcaccct ggacccacag 960
tcggecagtg ggtacctgea getgtcagag gactggaagt gegtgaccta caccagectg 1020
tacaagagtg cctacctgea cccccagceag tttgactgtg agectggggt getaggcage 1080
aagggcttca cctggggcaa ggtctactgg gaagtggaag tggagaggga gggetggtet 1140
gaggatgaag aagaggggea tgaggaggaa gagggagaag aggaggagga ggaagaggag 1200
geceggctatg gggatggata tgacgactgg gaaacggacg aagatgagga atcgtiggge 1260
gatgaagagg aagaagagga ggaggaagag gaggaagttc tggaaagcetg catggtgggeg 1320
gtggctagag actctgtgaa gaggaaggga gacctctecc tgeggecaga ggatggegtg 1380
tgggcgctge gectcetecte ctecggeate tgggecaaca ccagececga ggetgagett 1440
ttcccagceac tgeggecccg gagagtggge atcgecctgg attatgaagg gggeaccgtg 1500
actttcacca acgcagagtc acaggaactc atctacacct tcactgccac cttcaccegg 1560
cgcctggtec ccttectgtg getcaagtgg ccaggaacac gectectget aagacectga 1620
<210> 52

<211> 539

<212> PRT

<213> Homo sapiens

<400> 52

Met Ala Thr Ser Ala Pro Leu Arg Ser Leu Glu Glu Glu Val Thr Cys

1 5 10 15

Ser lle Cys Leu Asp Tyr Leu Arg Asp Pro Val Thr lle Asp Cys Gly
20 25 30
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His Val Phe Cys Arg Ser Cys Thr Thr Asp Val Arg Pro lle Ser Gly
35 40 45

Ser Arg Pro Val Cys Pro Leu Cys Lys Lys Pro Phe Lys Lys Glu Asn
50 55 60

lle Arg Pro Val Trp GIn Leu Ala Ser Leu Val Glu Asn lle Glu Arg
65 70 75 80

Leu Lys Val Asp Lys Gly Arg GIn Pro Gly Glu Val Thr Arg Glu GlIn
85 90 95

GIn Asp Ala Lys Leu Cys Glu Arg His Arg Glu Lys Leu His Tyr Tyr
100 105 110

Cys Glu Asp Asp Gly Lys Leu Leu Cys Val Met Cys Arg Glu Ser Arg
115 120 125

Glu His Arg Pro His Thr Ala Val Leu Met Glu Lys Ala Ala GIn Pro
130 135 140

His Arg Glu Lys lle Leu Asn His Leu Ser Thr Leu Arg Arg Asp Arg
145 150 155 160

Asp Lys lle GIn Gly Phe GIn Ala Lys Gly Glu Ala Asp lle Leu Ala
165 170 175

Ala Leu Lys Lys Leu GIn Asp GIn Arg GIn Tyr Ile Val Ala Glu Phe
180 185 190

Glu GIn Gly His GIn Phe Leu Arg Glu Arg Glu Glu His Leu Leu Glu
195 200 205

GIn Leu Ala Lys Leu Glu GIn Glu Leu Thr Glu Gly Arg Glu Lys Phe
210 215 220

Lys Ser Arg Gly Val Gly Glu Leu Ala Arg Leu Ala Leu Val lle Ser
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225 230 235 240

Glu Leu Glu Gly Lys Ala GIn GIn Pro Ala Ala Glu Leu Met GIn Asp
245 250 255

Thr Arg Asp Phe Leu Asn Arg Tyr Pro Arg Lys Lys Phe Trp Val Gly
260 265 270

Lys Pro lle Ala Arg Val Val Lys Lys Lys Thr Gly Glu Phe Ser Asp
275 280 285

Lys Leu Leu Ser Leu GIn Arg Gly Leu Arg Glu Phe GIn Gly Lys Leu
290 295 300

Leu Arg Asp Leu Glu Tyr Lys Thr Val Ser Val Thr Leu Asp Pro GIn
305 310 315 320

Ser Ala Ser Gly Tyr Leu GIn Leu Ser Glu Asp Trp Lys Cys Val Thr
325 330 335

Tyr Thr Ser Leu Tyr Lys Ser Ala Tyr Leu His Pro GIn GIn Phe Asp
340 345 350

Cys Glu Pro Gly Val Leu Gly Ser Lys Gly Phe Thr Trp Gly Lys Val
355 360 365

Tyr Trp Glu Val Glu Val Glu Arg Glu Gly Trp Ser Glu Asp Glu Glu
370 375 380

Glu Gly Asp Glu Glu Glu Glu Gly Glu Glu Glu Glu Glu Glu Glu Glu
385 390 395 400

Ala Gly Tyr Gly Asp Gly Tyr Asp Asp Trp Glu Thr Asp Glu Asp Glu
405 410 415

Glu Ser Leu Gly Asp Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu
420 425 430
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Val Leu Glu Ser Cys Met Val Gly Val Ala Arg Asp Ser Val Lys Arg
435 440 445

Lys Gly Asp Leu Ser Leu Arg Pro Glu Asp Gly Val Trp Ala Leu Arg
450 455 460

Leu Ser Ser Ser Gly lle Trp Ala Asn Thr Ser Pro Glu Ala Glu Leu
465 470 475 480

Phe Pro Ala Leu Arg Pro Arg Arg Val Gly lle Ala Leu Asp Tyr Glu
485 490 495

Gly Gly Thr Val Thr Phe Thr Asn Ala Glu Ser GIn Glu Leu lle Tyr
500 505 510

Thr Phe Thr Ala Thr Phe Thr Arg Arg Leu Val Pro Phe Leu Trp Leu
515 520 525

Lys Trp Pro Gly Thr Arg Leu Leu Leu Arg Pro
530 535

<210> 53

<211> 1542

<212> DNA

<213> Homo sapiens

<400> 53
atggcctecg ggagtgtggce cgagtgectg cagcaggaga ccacctgecc cgtgtgectg 60

cagtacttcg cagagcccat gatgctcgac tgeggecata acatctgttg cgegtgecte 120
gccegcetget ggggcacgge agagactaac gtgtegtgec cgeagtgeeg ggagacctte 180
ccgcagaggc acatgeggec caaccggeac ctggecaacg tgacccaact ggtaaagcag 240
ctgcgeaccg ageggecgte ggggeeeggce ggegagatgg gegtgtgega gaagcaccge 300
gagcccctga agetgtactg cgaggaggac cagatgcecca tctgegtggt gtgegaccge 360
tcccgegage accgeggeca cagegtgetg cegetcgagg aggeggtgga gggcttcaag 420
gagcaaatcc agaaccagct cgaccattta aaaagagtga aagatttaaa gaagagacgt 480

cgggcccagg gggaacagge acgagetgaa ctettgagec taacccagat ggagagggag 540
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dagattgttt gggagtttga gcagctgtat cactccttaa aggagcatga gtatcgectc 600
ctggcecgec ttgaggagcet agacttggec atctacaata gecatcaatgg tgeccatcacc 660
cagttctctt gcaacatctc ccacctcage agectgatcg ctcagctaga agagaagcag 720
cagcagccca ccagggagct cctgecaggac attggggaca cattgagcag ggetgaaaga 780
atcaggattc ctgaaccttg gatcacacct ccagatttgc aagagaaaat ccacattttt 840
gcccaaaaat gtctattctt gacggagagt ctaaagcagt tcacagaaaa aatgcagtca 900
gatatggaga aaatccaaga attaagagag gctcagttat actcagtgga cgtgactctg 960
gacccagaca cggcctaccce cagectgatc ctetctgata atctgeggea agtgeggtac 1020
agttacctcc aacaggacct gectgacaac cccgagaggt tcaatctgtt tcectgtgtc 1080
ttgggctctc catgcttcat cgecgggaga cattattggg aggtagaggt gggagataaa 1140
gccaagtgga ccataggtgt ctgtgaagac tcagtgtgcea gaaaaggtgg agtaacctca 1200
gccccccaga atggattctg ggeagtgtct ttgtggtatg ggaaagaata ttgggetctt 1260
acctccccaa tgactgcecect accectgegg acceecgetec agegggtggg gattttettg 1320
gactatgatg ctggtgaggt ctccttctac aacgtgacag agaggtgtca caccttcact 1380
ttctctcatg ctaccttttg tgggectgtc cggecctact tcagtctgag ttactcggga 1440
gggaaaagtg cagctectct gatcatctge cccatgagtg ggatagatgg gttttctgge 1500
catgttggga atcatggtca ttccatggag acctcccctt ga 1542

<210> 54

<211> 513

<212> PRT

<213> Homo sapiens

<400> 54

Met Ala Ser Gly Ser Val Ala Glu Cys Leu GIn GIn Glu Thr Thr Cys

1 5 10 15

Pro Val Cys Leu GIn Tyr Phe Ala Glu Pro Met Met Leu Asp Cys Gly
20 25 30
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His Asn lle Cys Cys Ala Cys Leu Ala Arg Cys Trp Gly Thr Ala Glu
35 40 45

Thr Asn Val Ser Cys Pro GIn Cys Arg Glu Thr Phe Pro GIn Arg His
50 55 60

Met Arg Pro Asn Arg His Leu Ala Asn Val Thr GIn Leu Val Lys GIn
65 70 75 80

Leu Arg Thr Glu Arg Pro Ser Gly Pro Gly Gly Glu Met Gly Val Cys
85 90 95

Glu Lys His Arg Glu Pro Leu Lys Leu Tyr Cys Glu Glu Asp GIn Met
100 105 110

Pro lle Cys Val Val Cys Asp Arg Ser Arg Glu His Arg Gly His Ser
115 120 125

Val Leu Pro Leu Glu Glu Ala Val Glu Gly Phe Lys Glu GIn lle GIn
130 135 140

Asn GIn Leu Asp His Leu Lys Arg Val Lys Asp Leu Lys Lys Arg Arg
145 150 155 160

Arg Ala GIn Gly Glu GIn Ala Arg Ala Glu Leu Leu Ser Leu Thr GIn
165 170 175

Met Glu Arg Glu Lys lle Val Trp Glu Phe Glu GIn Leu Tyr His Ser
180 185 190

Leu Lys Glu His Glu Tyr Arg Leu Leu Ala Arg Leu Glu Glu Leu Asp
195 200 205

Leu Ala lle Tyr Asn Ser lle Asn Gly Ala lle Thr GIn Phe Ser Cys
210 215 220

Asn lle Ser His Leu Ser Ser Leu lle Ala GIn Leu Glu Glu Lys GIn
225 230 235 240

114



GIn GIn Pro Thr Arg Glu Leu Leu GIn Asp lle Gly Asp Thr Leu Ser
245 250 255

Arg Ala Glu Arg lle Arg lle Pro Glu Pro Trp Ile Thr Pro Pro Asp
260 265 270

Leu GIn Glu Lys lle His Ile Phe Ala GIn Lys Cys Leu Phe Leu Thr
275 280 285

Glu Ser Leu Lys GIn Phe Thr Glu Lys Met GIn Ser Asp Met Glu Lys
290 295 300

lle GIn Glu Leu Arg Glu Ala GIn Leu Tyr Ser Val Asp Val Thr Leu
305 310 315 320

Asp Pro Asp Thr Ala Tyr Pro Ser Leu lle Leu Ser Asp Asn Leu Arg
325 330 335

GIn Val Arg Tyr Ser Tyr Leu GIn GIn Asp Leu Pro Asp Asn Pro Glu
340 345 350

Arg Phe Asn Leu Phe Pro Cys Val Leu Gly Ser Pro Cys Phe lle Ala
355 360 365

Gly Arg His Tyr Trp Glu Val Glu Val Gly Asp Lys Ala Lys Trp Thr
370 375 380

lle Gly Val Cys Glu Asp Ser Val Cys Arg Lys Gly Gly Val Thr Ser
385 390 395 400

Ala Pro GIn Asn Gly Phe Trp Ala Val Ser Leu Trp Tyr Gly Lys Glu
405 410 415

Tyr Trp Ala Leu Thr Ser Pro Met Thr Ala Leu Pro Leu Arg Thr Pro
420 425 430

Leu GIn Arg Val Gly lle Phe Leu Asp Tyr Asp Ala Gly Glu Val Ser
435 440 445
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Phe Tyr Asn Val Thr Glu Arg Cys His Thr Phe Thr Phe Ser His Ala
450 455 460

Thr Phe Cys Gly Pro Val Arg Pro Tyr Phe Ser Leu Ser Tyr Ser Gly
465 470 475 480

Gly Lys Ser Ala Ala Pro Leu lle lle Cys Pro Met Ser Gly lle Asp
485 490 495

Gly Phe Ser Gly His Val Gly Asn His Gly His Ser Met Glu Thr Ser
500 505 510

Pro

<210> 55

<211> 2508

<212> DNA

<213> Homo sapiens

<400> 55
atggcggcect ccgeggegge agecteggea geageggect cggeegecte tggecageeeg 60

ggcecgggeg agggctecge tggeggegaa aagegeteca cegeccctte ggecgeagee 120
tcggectctg cctcageege ggegtegteg cccgeggggg geggegecega ggegetggag 180
ctgctggage actgeggegt gtgcagagag cgectgegac ccgagaggga geeecgeetg 240
ctgecctgtt tgeactegge ctgtagtgec tgettaggge cecgeggececc cgeegecgee 300
aacagctcgg gggacgecgs gergecgeec gacggeaccg tggtggactg teecgtgtge 360
aagcaacagt gcttctccaa agacatcgtg gagaattatt tcatgegtga tagtggcage 420
aaggctgeca ccgacgecca ggatgegaac cagtgcetgea ctagetgtga ggataatgee 480
ccagccacca getactgtgt ggagtgeteg gagectctgt gtgagacctg tgtagaggeg 540
caccagcggg tgaagtacac caaggaccat actgtgegct ctactgggec ageccaagtct 600
cgggatggtg aacgtactgt ctattgcaac gtacacaagc atgaacccct tgtgetgttt 660

tgtgagagct gtgatactct cacctgecga gactgecagce tcaatgecca caaggaccac 720

116



cagtaccagt tcttagagga tgcagtgagg aaccagcgcea agctectgge ctcactggtg 780
aagcgccttg gggacaaaca tgcaacattg cagaagagca ccaaggaggt tcgcagetca 840
atccgccagg tgtctgacgt acagaagegt gtgcaagtgg atgtcaagat ggecatectg 900
cagatcatga aggagctgaa taagcggggce cgtgtgctgg tcaatgatge ccagaaggtg 960
actgaggggc agcaggagceg cctggagegg cagcactgga ccatgaccaa gatccagaag 1020
caccaggagc acattctgeg ctttgectct tgggctctgg agagtgacaa caacacagecc 1080
cttttgcttt ctaagaagtt gatctacttc cagctgcacc gggecctcaa gatgattgtg 1140
gatcccgtgg agccacatgg cgagatgaag tttcagtggg acctcaatge ctggaccaag 1200
agtgccgagg cctttggcaa gattgtggea gagegtectg gecactaactc aacaggeect 1260
gcacccatgg cccctccaag agecccaggg cccctgagea ageagggcte tggecagecage 1320
cagcccatgg aggtgcagga aggctatggc tttgggtcag gagatgatcc ctactcaagt 1380
gcagagcccc atgtgtcagg tgtgaaacgg tceccgetcag gtgagggega ggtgagegge 1440
cttatgcgca aggtgccacg agtgagcctt gaacgectgg acctggacct cacagetgac 1500
agccagcecac ccgtcttcaa ggtcttecca ggeagtacca ctgaggacta caaccttatt 1560
gttattgaac gtggcgctge cgetgecaget accggecage cagggactge gectgcagga 1620
acccctggtg ccccaccect ggetggeatg gecattgtca aggaggagga gacggagget 1680
gccattggag cccctectac tgecactgag ggeecctgaga ccaaacctgt gettatgget 1740
cttgcggagg gtectggtge tgagggtecce cgectggect cacctagtgg cagcaccage 1800
tcagggctgg aggtggtggc tectgagggt acctcagecec caggtggtgg cccgggaacc 1860
ctggatgaca gtgccaccat ttgecgtgtc tgeccagaage caggegatct ggttatgtge 1920
aaccagtgtg agttttgttt ccacctggac tgtcacctge cggecctgea ggatgtacca 1980
ggggaggagt ggagetgetc actctgecat gtgeteectg acctgaagga ggaggatgge 2040
agcctcagcec tggatggtge agacagcact ggegtggtgg ccaagctctc accageccaac 2100
cagcggaaat gtgagcegtgt actgetggec ctattctgtec acgaaccctg ccgeccectg 2160

catcagctgg ctaccgactc caccttctece ctggaccage ccggtggeac cctggatctg 2220
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accctgatcc gtgeecegect ccaggagaag ttgtcaccte cctacagetc cccacaggag 2280
tttgcccagg atgtgggcecg catgttcaag caattcaaca agttaactga ggacaaggeca 2340
gacgtgcagt ccatcatcgg cctgecagegc ttcttcgaga cgegeatgaa cgaggecttc 2400
ggtgacacca agttctctge tgtgctggtg gageccccge cgatgagect gectggtget 2460
ggcctgagtt cccaggagcet gtetggtgge cctggtgatg gecectga 2508
<210> 56

<211> 835

<212> PRT

<213> Homo sapiens

<400> 56

Met Ala Ala Ser Ala Ala Ala Ala Ser Ala Ala Ala Ala Ser Ala Ala

1 5 10 15

Ser Gly Ser Pro Gly Pro Gly Glu Gly Ser Ala Gly Gly Glu Lys Arg
20 25 30

Ser Thr Ala Pro Ser Ala Ala Ala Ser Ala Ser Ala Ser Ala Ala Ala
35 40 45

Ser Ser Pro Ala Gly Gly Gly Ala Glu Ala Leu Glu Leu Leu Glu His
50 55 60

Cys Gly Val Cys Arg Glu Arg Leu Arg Pro Glu Arg Glu Pro Arg Leu
65 70 75 80

Leu Pro Cys Leu His Ser Ala Cys Ser Ala Cys Leu Gly Pro Ala Ala
85 90 95

Pro Ala Ala Ala Asn Ser Ser Gly Asp Gly Gly Ala Ala Gly Asp Gly
100 105 110

Thr Val Val Asp Cys Pro Val Cys Lys GIn GIn Cys Phe Ser Lys Asp
115 120 125

lle Val Glu Asn Tyr Phe Met Arg Asp Ser Gly Ser Lys Ala Ala Thr
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130 135 140

Asp Ala GIn Asp Ala Asn GIn Cys Cys Thr Ser Cys Glu Asp Asn Ala
145 150 155 160

Pro Ala Thr Ser Tyr Cys Val Glu Cys Ser Glu Pro Leu Cys Glu Thr
165 170 175

Cys Val Glu Ala His GIn Arg Val Lys Tyr Thr Lys Asp His Thr Val
180 185 190

Arg Ser Thr Gly Pro Ala Lys Ser Arg Asp Gly Glu Arg Thr Val Tyr
195 200 205

Cys Asn Val His Lys His Glu Pro Leu Val Leu Phe Cys Glu Ser Cys
210 215 220

Asp Thr Leu Thr Cys Arg Asp Cys GIn Leu Asn Ala His Lys Asp His
225 230 235 240

GIn Tyr GIn Phe Leu Glu Asp Ala Val Arg Asn GlIn Arg Lys Leu Leu
245 250 255

Ala Ser Leu Val Lys Arg Leu Gly Asp Lys His Ala Thr Leu GIn Lys
260 265 270

Ser Thr Lys Glu Val Arg Ser Ser lle Arg GIn Val Ser Asp Val GIn
275 280 285

Lys Arg Val GIn Val Asp Val Lys Met Ala lle Leu GIn lle Met Lys
290 295 300

Glu Leu Asn Lys Arg Gly Arg Val Leu Val Asn Asp Ala Gin Lys Val
305 310 315 320

Thr Glu Gly GIn GIn Glu Arg Leu Glu Arg GIn His Trp Thr Met Thr
325 330 335

119



Lys lle GIn Lys His GIn Glu His lle Leu Arg Phe Ala Ser Trp Ala
340 345 350

Leu Glu Ser Asp Asn Asn Thr Ala Leu Leu Leu Ser Lys Lys Leu lle
355 360 365

Tyr Phe GIn Leu His Arg Ala Leu Lys Met lle Val Asp Pro Val Glu
370 375 380

Pro His Gly Glu Met Lys Phe GIn Trp Asp Leu Asn Ala Trp Thr Lys
385 390 395 400

Ser Ala Glu Ala Phe Gly Lys lle Val Ala Glu Arg Pro Gly Thr Asn
405 410 415

Ser Thr Gly Pro Ala Pro Met Ala Pro Pro Arg Ala Pro Gly Pro Leu
420 425 430

Ser Lys GIn Gly Ser Gly Ser Ser GIn Pro Met Glu Val GIn Glu Gly
435 440 445

Tyr Gly Phe Gly Ser Gly Asp Asp Pro Tyr Ser Ser Ala Glu Pro His
450 455 460

Val Ser Gly Val Lys Arg Ser Arg Ser Gly Glu Gly Glu Val Ser Gly
465 470 475 480

Leu Met Arg Lys Val Pro Arg Val Ser Leu Glu Arg Leu Asp Leu Asp
485 490 495

Leu Thr Ala Asp Ser GIn Pro Pro Val Phe Lys Val Phe Pro Gly Ser
500 505 510

Thr Thr Glu Asp Tyr Asn Leu lle Val lle Glu Arg Gly Ala Ala Ala
515 520 525

Ala Ala Thr Gly GIn Pro Gly Thr Ala Pro Ala Gly Thr Pro Gly Ala
530 535 540
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Pro Pro Leu Ala Gly Met Ala lle Val Lys Glu Glu Glu Thr Glu Ala
545 550 555 560

Ala lle Gly Ala Pro Pro Thr Ala Thr Glu Gly Pro Glu Thr Lys Pro
565 570 575

Val Leu Met Ala Leu Ala Glu Gly Pro Gly Ala Glu Gly Pro Arg Leu
580 585 590

Ala Ser Pro Ser Gly Ser Thr Ser Ser Gly Leu Glu Val Val Ala Pro
595 600 605

Glu Gly Thr Ser Ala Pro Gly Gly Gly Pro Gly Thr Leu Asp Asp Ser
610 615 620

Ala Thr lle Cys Arg Val Cys GIn Lys Pro Gly Asp Leu Val Met Cys
625 630 635 640

Asn GIn Cys Glu Phe Cys Phe His Leu Asp Cys His Leu Pro Ala Leu
645 650 655

GIn Asp Val Pro Gly Glu Glu Trp Ser Cys Ser Leu Cys His Val Leu
660 665 670

Pro Asp Leu Lys Glu Glu Asp Gly Ser Leu Ser Leu Asp Gly Ala Asp
675 680 685

Ser Thr Gly Val Val Ala Lys Leu Ser Pro Ala Asn GIn Arg Lys Cys
690 695 700

Glu Arg Val Leu Leu Ala Leu Phe Cys His Glu Pro Cys Arg Pro Leu
705 710 715 720

His GIn Leu Ala Thr Asp Ser Thr Phe Ser Leu Asp GIn Pro Gly Gly
725 730 735

Thr Leu Asp Leu Thr Leu lle Arg Ala Arg Leu GIn Glu Lys Leu Ser
740 745 750

121



Pro Pro Tyr Ser Ser Pro GIn Glu Phe Ala GIn Asp Val Gly Arg Met
755 760 765

Phe Lys GIn Phe Asn Lys Leu Thr Glu Asp Lys Ala Asp Val GIn Ser
770 775 780

lle lle Gly Leu GIn Arg Phe Phe Glu Thr Arg Met Asn Glu Ala Phe
785 790 795 800

Gly Asp Thr Lys Phe Ser Ala Val Leu Val Glu Pro Pro Pro Met Ser
805 810 815

Leu Pro Gly Ala Gly Leu Ser Ser GIn Glu Leu Ser Gly Gly Pro Gly
820 825 830

Asp Gly Pro
835

<210> 57

<211> 1767

<212> DNA

<213> Homo sapiens

<400> 57
atggaagctg cagatgcctc caggagcaac gggtcgagec cagaagcecag ggatgeccgg 60

agcccgtegg geeccagtgg cagectggag aatggeacca aggetgacgg caaggatgee 120
aagaccacca acgggcacgg cggggaggca getgagggea agagectggg cagegecctg 180
aagccagggg aaggtaggag cgecctgttc gegggeaatg agtggeggeg acccatcate 240
cagtttgtcg agtccgggga cgacaagaac tccaactact tcageatgga ctctatggaa 300
ggcaagaggt cgecgtacgce agggcetccag ctgggggcetg ccaagaagec accecgttacce 360
tttgccgaaa agggegagcet gegeaagtcc attttctegg agtcccggaa geccacggtg 420
tccatcatgg agcecegggga gacccggegg aacagctacc cecgggeega cacgggectt 480
ttttcacggt ccaagtcegg ctccgaggag gtgetgtgeg actcctgeat cggcaacaag 540

cagaaggcgg tcaagtcectg cctggtgtge caggectcect tetgegaget gecatctcaag 600
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ccccacctgg agggegecege cttccgagac caccagcetge tcgageccat ccgggacttt 660
gaggcccgca agtgtccegt geatggeaag acgatggage tcttctgeca gaccgaccag 720
acctgcatct getacctttg catgttccag gagcacaaga atcatagcac cgtgacagtg 780
gaggaggcca aggecgagaa ggagacggag ctgtcattge aaaaggagea getgeagete 840
aagatcattg agattgagga tgaagctgag aagtggcaga aggagaagga ccgcatcaag 900
agcttcacca ccaatgagaa ggccatcectg gagcagaact tccgggacct ggtgegggac 960
ctggagaagc aaaaggagga agtgagggct gegetggage agegggagea ggatgetgtg 1020
gaccaagtga aggtgatcat ggatgctctg gatgagagag ccaaggtgct gcatgaggac 1080
aagcagaccc gggagcagct gcatagcatc agegactctg tgttgtttct gcaggaattt 1140
ggtgcattga tgagcaatta ctctcteecc ccaccectge ccacctatea tgtectgetg 1200
gagggeggagg gectgggaca gtcactagge aacttcaagg acgacctgcet caatgtatge 1260
atgcgccacg ttgagaagat gtgcaaggeg gacctgagec gtaacttcat tgagaggaac 1320
cacatggaga acggtggtga ccatcgctat gtgaacaact acacgaacag cttcgggggt 1380
gagtggagtg caccggacac catgaagaga tactccatgt acctgacacc caaaggtggg 1440
gtccggacat cataccagece ctegtctect ggecgettca ccaaggagac cacccagaag 1500
aatttcaaca atctctatgg caccaaaggt aactacacct cccgggtcetg ggagtactcc 1560
tccagcattc agaactctga caatgacctg cccgtegtec aaggcagctc ctecttctce 1620
ctgaaaggct atccctecect catgeggage caaagceccca aggeccagec ccagacttgg 1680
aaatctggca agcagactat getgtctcac taccggecat tctacgtcaa caaaggcaac 1740
gggattgggt ccaacgaagc cccatga 1767

<210> 58

<211> 588

<212> PRT

<213> Homo sapiens

<400> 58

Met Glu Ala Ala Asp Ala Ser Arg Ser Asn Gly Ser Ser Pro Glu Ala
1 5 10 15
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Arg Asp Ala Arg Ser Pro Ser Gly Pro Ser Gly Ser Leu Glu Asn Gly
20 25 30

Thr Lys Ala Asp Gly Lys Asp Ala Lys Thr Thr Asn Gly His Gly Gly
35 40 45

Glu Ala Ala Glu Gly Lys Ser Leu Gly Ser Ala Leu Lys Pro Gly Glu
50 55 60

Gly Arg Ser Ala Leu Phe Ala Gly Asn Glu Trp Arg Arg Pro lle lle
65 70 75 80

GIn Phe Val Glu Ser Gly Asp Asp Lys Asn Ser Asn Tyr Phe Ser Met
85 90 95

Asp Ser Met Glu Gly Lys Arg Ser Pro Tyr Ala Gly Leu GIn Leu Gly
100 105 110

Ala Ala Lys Lys Pro Pro Val Thr Phe Ala Glu Lys Gly Glu Leu Arg
115 120 125

Lys Ser lle Phe Ser Glu Ser Arg Lys Pro Thr Val Ser lle Met Glu
130 135 140

Pro Gly Glu Thr Arg Arg Asn Ser Tyr Pro Arg Ala Asp Thr Gly Leu
145 150 155 160

Phe Ser Arg Ser Lys Ser Gly Ser Glu Glu Val Leu Cys Asp Ser Cys
165 170 175

lle Gly Asn Lys GIn Lys Ala Val Lys Ser Cys Leu Val Cys GlIn Ala
180 185 190

Ser Phe Cys Glu Leu His Leu Lys Pro His Leu Glu Gly Ala Ala Phe
195 200 205

Arg Asp His GIn Leu Leu Glu Pro lle Arg Asp Phe Glu Ala Arg Lys
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210 215 220

Cys Pro Val His Gly Lys Thr Met Glu Leu Phe Cys GIn Thr Asp GlIn
225 230 235 240

Thr Cys lle Cys Tyr Leu Cys Met Phe GIn Glu His Lys Asn His Ser
245 250 255

Thr Val Thr Val Glu Glu Ala Lys Ala Glu Lys Glu Thr Glu Leu Ser
260 265 270

Leu GIn Lys Glu GIn Leu GIn Leu Lys lle lle Glu lle Glu Asp Glu
275 280 285

Ala Glu Lys Trp GIn Lys Glu Lys Asp Arg lle Lys Ser Phe Thr Thr
290 295 300

Asn Glu Lys Ala lle Leu Glu GIn Asn Phe Arg Asp Leu Val Arg Asp
305 310 315 320

Leu Glu Lys GIn Lys Glu Glu Val Arg Ala Ala Leu Glu GIn Arg Glu
325 330 335

GIn Asp Ala Val Asp GIn Val Lys Val lle Met Asp Ala Leu Asp Glu
340 345 350

Arg Ala Lys Val Leu His Glu Asp Lys GIn Thr Arg Glu GIn Leu His
355 360 365

Ser lle Ser Asp Ser Val Leu Phe Leu GIn Glu Phe Gly Ala Leu Met
370 375 380

Ser Asn Tyr Ser Leu Pro Pro Pro Leu Pro Thr Tyr His Val Leu Leu
385 390 395 400

Glu Gly Glu Gly Leu Gly GIn Ser Leu Gly Asn Phe Lys Asp Asp Leu
405 410 415
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Leu Asn Val Cys Met Arg His Val Glu Lys Met Cys Lys Ala Asp Leu
420 425 430

Ser Arg Asn Phe lle Glu Arg Asn His Met Glu Asn Gly Gly Asp His
435 440 445

Arg Tyr Val Asn Asn Tyr Thr Asn Ser Phe Gly Gly Glu Trp Ser Ala
450 455 460

Pro Asp Thr Met Lys Arg Tyr Ser Met Tyr Leu Thr Pro Lys Gly Gly
465 470 475 480

Val Arg Thr Ser Tyr GIn Pro Ser Ser Pro Gly Arg Phe Thr Lys Glu
485 490 495

Thr Thr GIn Lys Asn Phe Asn Asn Leu Tyr Gly Thr Lys Gly Asn Tyr
500 505 510

Thr Ser Arg Val Trp Glu Tyr Ser Ser Ser lle Gln Asn Ser Asp Asn
515 520 525

Asp Leu Pro Val Val GIn Gly Ser Ser Ser Phe Ser Leu Lys Gly Tyr
530 535 540

Pro Ser Leu Met Arg Ser GIn Ser Pro Lys Ala GIn Pro GIn Thr Trp
545 550 555 560

Lys Ser Gly Lys GIn Thr Met Leu Ser His Tyr Arg Pro Phe Tyr Val
565 570 575

Asn Lys Gly Asn Gly lle Gly Ser Asn Glu Ala Pro
580 585

<210> 59

<211> 1491

<212> DNA

<213> Mus musculus

<400> 59
atggcctcat cagtcctgga gatgataaag gaggaagtaa cctgtectat ctgtttggag
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ctcctgaagg aacctgtgag tgetgattgt aaccacagct tctgecagage ctgecatcaca 120
ctgaattatg agtccaacag aaacacagac gggaagggca actgccctgt atgccgagtt 180
ccttacccat ttgggaatct gaggcctaat ctacatgtgg ccaacatagt agagaggectc 240
aagggattca agtccattcc agaggaggag cagaaggtga atatctgtgec acaacatgga 300
gagaaactcc ggctcttctg taggaaggac atgatggtca tctgetgget ttgtgagega 360
tctcaggagce accgtggtca ccaaacagct ctcattgaag aggttgacca agaatacaag 420
gagaagctgc agggagctct gtggaagcetg atgaaaaagg caaaaatatg tgatgaatgg 480
caggatgacc ttcaactgca gagagttgac tgggagaacc aaatacagat caatgtagaa 540
aatgttcaga gacagtttaa aggactaaga gacctcctgg actccaagga gaatgaggag 600
ctgcagaagc tgaagaaaga gaagaaagag gttatggaaa agctggaaga gtctgaaaat 660
gagctggagg atcagacaga gttggtgaga gacctcatct cagatgtgga acatcatttg 720
gagctctcaa ccttagaaat getgeagggt gcaaattgtg tcctgagaag gagtcagtce 780
ttaagcctge aacagcccca aactgtccce caaaagagaa aaagaacatt ccaagctcca 840
gatctgaaag gcatgctgca agtgtatcaa ggactcatgg atatccagca atactgggtt 900
catatgactc tacatgcaag gaacaatgca gtcattgcca ttaacaaaga aaaaagacaa 960
atacagtata gaagttacaa tacggttcca gtttctgaga tctaccattt gggtgtcctg 1020
ggatatccag ctctttcctc agggaagcat tactgggaag tagacatatc tagaagtgat 1080
geetggetcec teggattaaa tgacggaaag tgtgetcaac cccaacttca ctcaaaggaa 1140
gaaatgggca tcaaaaaaaa ccttcattct cagatcaaac aaaatgtatt gtttcagect 1200
aaatgtggct actgggttat agggatgaag aatccgtctg tatacaaggce ctttgatgag 1260
tgttctatca cccacaattc cagtatcctg gtcatctctc tgectgateg tecccagtegt 1320
gtcggagttt tcctggateg gaaagcetggce actctctcat tttatgatgt ttctaactge 1380
ggtgctctca tctataggtt ctatgaccct gecttecctg ttgaagtcta tecatatttt 1440

aatcctatga aatgttcaga gccaatgact atatgeggge caccctecta a 1491

<210> 60
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<211> 496

<212> PRT

<213> Mus musculus

<400> 60

Met Ala Ser Ser Val Leu Glu Met lle Lys Glu Glu Val Thr Cys Pro
1 5 10 15

lle Cys Leu Glu Leu Leu Lys Glu Pro Val Ser Ala Asp Cys Asn His
20 25 30

Ser Phe Cys Arg Ala Cys lle Thr Leu Asn Tyr Glu Ser Asn Arg Asn
35 40 45

Thr Asp Gly Lys Gly Asn Cys Pro Val Cys Arg Val Pro Tyr Pro Phe
50 55 60

Gly Asn Leu Arg Pro Asn Leu His Val Ala Asn lle Val Glu Arg Leu
65 70 75 80

Lys Gly Phe Lys Ser lle Pro Glu Glu Glu GIn Lys Val Asn lle Cys
85 90 95

Ala GIn His Gly Glu Lys Leu Arg Leu Phe Cys Arg Lys Asp Met Met
100 105 110

Val lle Cys Trp Leu Cys Glu Arg Ser GIn Glu His Arg Gly His GIn
115 120 125

Thr Ala Leu lle Glu Glu Val Asp GIn Glu Tyr Lys Glu Lys Leu GIn
130 135 140

Gly Ala Leu Trp Lys Leu Met Lys Lys Ala Lys lle Cys Asp Glu Trp
145 150 155 160

GIn Asp Asp Leu GIn Leu GIn Arg Val Asp Trp Glu Asn GIn lle GIn
165 170 175

lle Asn Val Glu Asn Val GIn Arg GIn Phe Lys Gly Leu Arg Asp Leu
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180 185 190

Leu Asp Ser Lys Glu Asn Glu Glu Leu GIn Lys Leu Lys Lys Glu Lys
195 200 205

Lys Glu Val Met Glu Lys Leu Glu Glu Ser Glu Asn Glu Leu Glu Asp
210 215 220

GIn Thr Glu Leu Val Arg Asp Leu lle Ser Asp Val Glu His His Leu
225 230 235 240

Glu Leu Ser Thr Leu Glu Met Leu GIn Gly Ala Asn Cys Val Leu Arg
245 250 255

Arg Ser GIn Ser Leu Ser Leu GIn GIn Pro GIn Thr Val Pro GIn Lys
260 265 270

Arg Lys Arg Thr Phe GIn Ala Pro Asp Leu Lys Gly Met Leu GIn Val
275 280 285

Tyr GIn Gly Leu Met Asp lle GIn GIn Tyr Trp Val His Met Thr Leu
290 295 300

His Ala Arg Asn Asn Ala Val lle Ala Ile Asn Lys Glu Lys Arg GIn
305 310 315 320

lle GIn Tyr Arg Ser Tyr Asn Thr Val Pro Val Ser Glu lle Tyr His
325 330 335

Leu Gly Val Leu Gly Tyr Pro Ala Leu Ser Ser Gly Lys His Tyr Trp
340 345 350

Glu Val Asp lle Ser Arg Ser Asp Ala Trp Leu Leu Gly Leu Asn Asp
355 360 365

Gly Lys Cys Ala GIn Pro GIn Leu His Ser Lys Glu Glu Met Gly lle
370 375 380
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Lys Lys Asn Leu His Ser GIn lle Lys GIn Asn Val Leu Phe GIn Pro
385 390 395 400

Lys Cys Gly Tyr Trp Val lle Gly Met Lys Asn Pro Ser Val Tyr Lys
405 410 415

Ala Phe Asp Glu Cys Ser lle Thr His Asn Ser Ser lle Leu Val lle
420 425 430

Ser Leu Pro Asp Arg Pro Ser Arg Val Gly Val Phe Leu Asp Arg Lys
435 440 445

Ala Gly Thr Leu Ser Phe Tyr Asp Val Ser Asn Cys Gly Ala Leu lle
450 455 460

Tyr Arg Phe Tyr Asp Pro Ala Phe Pro Val Glu Val Tyr Pro Tyr Phe
465 470 475 480

Asn Pro Met Lys Cys Ser Glu Pro Met Thr lle Cys Gly Pro Pro Ser
485 490 495

<210> 61

<211> 1278

<212> DNA

<213> Homo sapiens

<400> 61
atggccagtg ggcagtttgt gaacaaactg caagaggaag tgatctgecc catctgectg 60

gacattctgc agaaacctgt caccatcgac tgtgggcaca atttctgect caaatgcatc 120
actcagattg gggaaacatc atgtggattt ttcaaatgtc ccctctgcaa aacttccgta 180
aggaagaacg caatcaggtt caactcgctg ttgcggaatc tggtggagaa aatccaaget 240
ctacaagcct ctgaggtgca gtccaaaagg aaagaggcta catgcccgag gcaccaggag 300
atgttccact atttctgcga ggatgatggg aagttcctct gtttigtgtg tcgtgaatce 360
aaggaccaca aatcccataa tgtcagcttg atcgaagaag ctgcccagaa ttatcagggg 420
cagattcaag agcagatcca agtcttgcag caaaaggaga aggagacagt acaagtgaag 480

gcacaaggtg tacacagggt cgatgtcttc acggaccagg tagaacatga gaagcaaagg 540
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atcctcacag aatttgaact cctgcatcaa gtcctagagg aggagaagaa tttcctgeta 600
tcacggattt actggctggg tcatgaggga acggaagegg ggaaacacta tgttgectcc 660
actgagccac agttgaacga tctcaagaag ctcgttgatt ccctgaagac caagcagaac 720
atgccaccca ggcagetget ggaggatatc aaagtcgtct tgtgcagaag tgaagagttt 780
cagtttctca acccaacccc tgttcctctg gaactggaga aaaaactcag tgaagcaaaa 840
tcaagacatg actccatcac agggagccta aaaaaattca aagaccaact ccaggetgat 900
aggaaaaaag atgaaaacag attcttcaaa agcatgaata aaaatgacat gaagagetgg 960
ggcttgttac agaaaaataa tcataaaatg aacaaaacct cagagcccgg gtcatcttct 1020
gcaggcggca gaactacatc ggggecacca aatcaccact cttcageccc atcccactce 1080
ctgtttcggg cctegtetge tgggaaagtc acttttccag tatgtctect ggectcttat 1140
gatgagattt ctggtcaagg agcgagctct caggatacga agacatttga cgttgegetg 1200
tccgaggagce tecatgegge actgagtgag tggetgacag cgatceggge ttggttttgt 1260
gaggttcctt caagctaa 1278

<210> 62

<211> 425

<212> PRT

<213> Homo sapiens

<400> 62

Met Ala Ser Gly GIn Phe Val Asn Lys Leu GIn Glu Glu Val lle Cys

1 5 10 15

Pro lle Cys Leu Asp lle Leu GIn Lys Pro Val Thr lle Asp Cys Gly
20 25 30

His Asn Phe Cys Leu Lys Cys lle Thr GIn lle Gly Glu Thr Ser Cys
35 40 45

Gly Phe Phe Lys Cys Pro Leu Cys Lys Thr Ser Val Arg Lys Asn Ala
50 55 60
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lle Arg Phe Asn Ser Leu Leu Arg Asn Leu Val Glu Lys lle GIn Ala
65 70 75 80

Leu GIn Ala Ser Glu Val GIn Ser Lys Arg Lys Glu Ala Thr Cys Pro
85 90 95

Arg His GIn Glu Met Phe His Tyr Phe Cys Glu Asp Asp Gly Lys Phe
100 105 110

Leu Cys Phe Val Cys Arg Glu Ser Lys Asp His Lys Ser His Asn Val
115 120 125

Ser Leu lle Glu Glu Ala Ala GIn Asn Tyr GIn Gly GIn lle GIn Glu
130 135 140

GIn lle GIn Val Leu GIn GIn Lys Glu Lys Glu Thr Val GIn Val Lys
145 150 155 160

Ala GIn Gly Val His Arg Val Asp Val Phe Thr Asp GIn Val Glu His
165 170 175

Glu Lys GIn Arg lle Leu Thr Glu Phe Glu Leu Leu His GIn Val Leu
180 185 190

Glu Glu Glu Lys Asn Phe Leu Leu Ser Arg lle Tyr Trp Leu Gly His
195 200 205

Glu Gly Thr Glu Ala Gly Lys His Tyr Val Ala Ser Thr Glu Pro GIn
210 215 220

Leu Asn Asp Leu Lys Lys Leu Val Asp Ser Leu Lys Thr Lys GIn Asn
225 230 235 240

Met Pro Pro Arg GIn Leu Leu Glu Asp lle Lys Val Val Leu Cys Arg
245 250 255

Ser Glu Glu Phe GIn Phe Leu Asn Pro Thr Pro Val Pro Leu Glu Leu
260 265 270
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Glu Lys Lys Leu Ser Glu Ala Lys Ser Arg His Asp Ser lle Thr Gly
275 280 285

Ser Leu Lys Lys Phe Lys Asp GIn Leu GIn Ala Asp Arg Lys Lys Asp
290 295 300

Glu Asn Arg Phe Phe Lys Ser Met Asn Lys Asn Asp Met Lys Ser Trp
305 310 315 320

Gly Leu Leu GIn Lys Asn Asn His Lys Met Asn Lys Thr Ser Glu Pro
325 330 335

Gly Ser Ser Ser Ala Gly Gly Arg Thr Thr Ser Gly Pro Pro Asn His
340 345 350

His Ser Ser Ala Pro Ser His Ser Leu Phe Arg Ala Ser Ser Ala Gly
355 360 365

Lys Val Thr Phe Pro Val Cys Leu Leu Ala Ser Tyr Asp Glu lle Ser
370 375 380

Gly GIn Gly Ala Ser Ser GIn Asp Thr Lys Thr Phe Asp Val Ala Leu
385 390 395 400

Ser Glu Glu Leu His Ala Ala Leu Ser Glu Trp Leu Thr Ala lle Arg
405 410 415

Ala Trp Phe Cys Glu Val Pro Ser Ser
420 425

<210> 63

<211> 1962

<212> DNA

<213> Homo sapiens

<400> 63
atggctgcag cagcagcttc tcacctgaac ctggatgece tccgggaagt getagaatge

cccatctgca tggagtcctt cacagaagag cagctgegtc ccaagettct geactgtggc
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cataccatct gccgecagtg cctggagaag ctattggeca gtagcatcaa tggtgtccge 180
tgtcectttt gcagcaagat tacccgeata accagettga cccagetgac agacaatctg 240
acagtgctaa agatcattga tacagctggg ctcagegagg ctgtggggct getcatgtgt 300
cggtectgtg ggeggegtct geccecggeaa ttetgecgga getgtggttt ggtgttatgt 360
gagccctgec gggaggeaga ccatcagect cctggecact gtacactcec tgtcaaagaa 420
gcagctgagg ageggegteg ggactttgga gagaagttaa ctegtetgeg ggaacttatg 480
ggggagcetgce ageggeggaa ggcagecttg gaaggtgtct ccaaggacct tcaggcaagg 540
tataaagcag ttctccagga gtatgggceat gaggagcgcea gggtccagga tgagetgget 600
cgctctegga agttcttcac aggcetctttg getgaagttg agaagtccaa tagtcaagtg 660
gtagaggagc agagttacct gcttaacatt gcagaggtge aggctgtgtc tegetgtgac 720
tacttcctgg ccaagatcaa gcaggcagat gtagcactac tggaggagac agctgatgag 780
gaggagccag agctcactge cagcettgect cgggagetca cectgcaaga tgtggagetc 840
cttaaggtag gtcatgttgg ccccctccaa attggacaag ctgttaagaa gecccecggaca 900
gttaacgtgg aagattcctg ggecatggag gecacagegt ctgetgecte tacctetgtt 960
acttttagag agatggacat gagcccggag gaagtggttg ccagecctag ggectcacct 1020
gctaaacagc ggggtectga ggeagectcc aatatccage agtgectctt tctcaagaag 1080
atgggggcca aaggcagceac tccaggaatg ttcaatctte cagtcagtct ctacgtgacc 1140
agtcaaggtg aagtactagt cgctgaccgt ggtaactatc gtatacaagt ctttacccge 1200
Qaaggctttt tgaaggaaat ccgecgeage cccagtggea ttgatagett tgtgectaage 1260
ttccttgggg cagatctacc caacctcact cctctctcag tggcaatgaa ctgecagggg 1320
ctgattggtg tgactgacag ctatgataac tccctcaagg tatatacctt ggatggccac 1380
tgcgtggect gtcacaggag ccagetgage aaaccatggg gtatcacage cttgecatet 1440
ggccagtttg tagtaaccga tgtggaaggt ggaaagcttt ggtgtttcac agttgatcga 1500
ggatcagggg tggtcaaata cagctgecta tgtagtgcetg tgeggeccaa atttgtcace 1560
tgtgatgctg agggcaccgt ctacttcacc cagggcttag gectcaatct ggagaatcgg 1620

cagaatgagc accacctgga gggtggcttt tccattggct ctgtaggecc tgatgggcag 1680
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ctgggtcgec agattageca cttcttctcg gagaatgagg atttccgetg cattgetgge 1740
atgtgtgtgg atgctcgtgg tgatctcate gtggetgaca gtagtcgcaa ggaaattctc 1800
cattttccta agggtggggg ctatagtgtc cttattcgag agggacttac ctgtccggtg 1860
ggcatagcecc taactcctaa ggggeagcetg ctggtcttgg actgttggga tcattgecate 1920
aagatctaca gctaccatct gagaagatat tccaccccat ag 1962

<210> 64

<211> 653

<212> PRT

<213> Homo sapiens

<400> 64

Met Ala Ala Ala Ala Ala Ser His Leu Asn Leu Asp Ala Leu Arg Glu

1 5 10 15

Val Leu Glu Cys Pro lle Cys Met Glu Ser Phe Thr Glu Glu GIn Leu
20 25 30

Arg Pro Lys Leu Leu His Cys Gly His Thr lle Cys Arg GIn Cys Leu
35 40 45

Glu Lys Leu Leu Ala Ser Ser lle Asn Gly Val Arg Cys Pro Phe Cys
50 55 60

Ser Lys lle Thr Arg lle Thr Ser Leu Thr Gln Leu Thr Asp Asn Leu
65 70 75 80

Thr Val Leu Lys lle lle Asp Thr Ala Gly Leu Ser Glu Ala Val Gly
85 90 95

Leu Leu Met Cys Arg Ser Cys Gly Arg Arg Leu Pro Arg GIn Phe Cys
100 105 110

Arg Ser Cys Gly Leu Val Leu Cys Glu Pro Cys Arg Glu Ala Asp His
115 120 125
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GlIn Pro Pro Gly His Cys Thr Leu Pro Val Lys Glu Ala Ala Glu Glu
130 135 140

Arg Arg Arg Asp Phe Gly Glu Lys Leu Thr Arg Leu Arg Glu Leu Met
145 150 155 160

Gly Glu Leu GIn Arg Arg Lys Ala Ala Leu Glu Gly Val Ser Lys Asp
165 170 175

Leu GIn Ala Arg Tyr Lys Ala Val Leu GIn Glu Tyr Gly His Glu Glu
180 185 190

Arg Arg Val GIn Asp Glu Leu Ala Arg Ser Arg Lys Phe Phe Thr Gly
195 200 205

Ser Leu Ala Glu Val Glu Lys Ser Asn Ser GIn Val Val Glu Glu GIn
210 215 220

Ser Tyr Leu Leu Asn lle Ala Glu Val GIn Ala Val Ser Arg Cys Asp
225 230 235 240

Tyr Phe Leu Ala Lys lle Lys GIn Ala Asp Val Ala Leu Leu Glu Glu
245 250 255

Thr Ala Asp Glu Glu Glu Pro Glu Leu Thr Ala Ser Leu Pro Arg Glu
260 265 270

Leu Thr Leu GIn Asp Val Glu Leu Leu Lys Val Gly His Val Gly Pro
275 280 285

Leu GIn lle Gly GIn Ala Val Lys Lys Pro Arg Thr Val Asn Val Glu
290 295 300

Asp Ser Trp Ala Met Glu Ala Thr Ala Ser Ala Ala Ser Thr Ser Val
305 310 315 320

Thr Phe Arg Glu Met Asp Met Ser Pro Glu Glu Val Val Ala Ser Pro
325 330 335
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Arg Ala Ser Pro Ala Lys GIn Arg Gly Pro Glu Ala Ala Ser Asn lle
340 345 350

GIn GIn Cys Leu Phe Leu Lys Lys Met Gly Ala Lys Gly Ser Thr Pro
355 360 365

Gly Met Phe Asn Leu Pro Val Ser Leu Tyr Val Thr Ser GIn Gly Glu
370 375 380

Val Leu Val Ala Asp Arg Gly Asn Tyr Arg lle GIn Val Phe Thr Arg
385 390 395 400

Lys Gly Phe Leu Lys Glu lle Arg Arg Ser Pro Ser Gly lle Asp Ser
405 410 415

Phe Val Leu Ser Phe Leu Gly Ala Asp Leu Pro Asn Leu Thr Pro Leu
420 425 430

Ser Val Ala Met Asn Cys GIn Gly Leu lle Gly Val Thr Asp Ser Tyr
435 440 445

Asp Asn Ser Leu Lys Val Tyr Thr Leu Asp Gly His Cys Val Ala Cys
450 455 460

His Arg Ser GIn Leu Ser Lys Pro Trp Gly lle Thr Ala Leu Pro Ser
465 470 475 480

Gly GIn Phe Val Val Thr Asp Val Glu Gly Gly Lys Leu Trp Cys Phe
485 490 495

Thr Val Asp Arg Gly Ser Gly Val Val Lys Tyr Ser Cys Leu Cys Ser
500 505 510

Ala Val Arg Pro Lys Phe Val Thr Cys Asp Ala Glu Gly Thr Val Tyr
515 520 525

Phe Thr GIn Gly Leu Gly Leu Asn Leu Glu Asn Arg Gln Asn Glu His
530 535 540
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His Leu Glu Gly Gly Phe Ser lle Gly Ser Val Gly Pro Asp Gly GIn
545 550 555 560

Leu Gly Arg GIn lle Ser His Phe Phe Ser Glu Asn Glu Asp Phe Arg
565 570 575

Cys lle Ala Gly Met Cys Val Asp Ala Arg Gly Asp Leu lle Val Ala
580 585 590

Asp Ser Ser Arg Lys Glu lle Leu His Phe Pro Lys Gly Gly Gly Tyr
595 600 605

Ser Val Leu lle Arg Glu Gly Leu Thr Cys Pro Val Gly lle Ala Leu
610 615 620

Thr Pro Lys Gly GIn Leu Leu Val Leu Asp Cys Trp Asp His Cys lle
625 630 635 640

Lys lle Tyr Ser Tyr His Leu Arg Arg Tyr Ser Thr Pro
645 650

<210> 65

<211> 3384

<212> DNA

<213> Homo sapiens

<400> 65
atggcggaaa acaaaggcegg cggegaggct gagageggeg gegggggcag cggeagegeg 60

ccggtaactg ccggggecge cgggeccgec gegeaggagg cggagecgec tetcacegeg 120
gtgctggtgg aggaggagga ggaggaaggc ggcagggceg gegctgaggg cggegeggee 180
gggccegacg acggggggst ggeegeggec tectegggcet cggeccagge tgettcatet 240
cctgeggcect cagtgggcac tggagttgcee gggggegeag tatcgacgec ggetccaget 300
ccagcctegg ctecegetece gggteccteg geagggeege ctectggacc gecagectcg 360
ctcctggaca cctgegecgt gtgtcageag agettgcaga gecggegtga ggeggageee 420

aagctgctge cctgtcttca ctecttetge ctgegetgee tgeccgagec ggagegecag 480
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ctcagegtgce ccatcccggg gggeageaac ggegacatec agcaagttgg tgtaatacgg 540
tgcccagtat gecegecaaga atgcagacag atagaccttg tggataatta ttttgtgaaa 600
gacacatctg aagctcctag cagttctgat gaaaaatcag aacaggtatg tactagttgt 660
gaagacaatg caagtgcagt tggcttttgt gtagaatgtg gagagtggct atgtaagaca 720
tgtatcgaag cacatcaaag agtaaaattt actaaagatc acttgatcag gaagaaagaa 780
gatgtctcag agtctgttgg agcatctggt caacgccctg ttttctgeee tgtacacaaa 840
caagaacagt tgaaactttt ctgtgaaaca tgtgatagat tgacatgtag agactgtcag 900
ctattggaac acaaagaaca taggtatcag tttttggaag aagcttttca aaatcagaag 960
ggtgcaattg agaatctact ggcgaaactt cttgagaaga agaattatgt tcattttgca 1020
gctactcagg tgcagaatag gataaaagaa gtaaatgaga ctaacaaacg agtagaacag 1080
gaaattaaag tggccatttt cacccttatc aatgaaatta ataagaaagg aaaatctctc 1140
ttacaacagc tagagaatgt tacaaaggaa agacagatga agttactaca gcagcagaat 1200
gacatcacag gcctttccecg gcaggtgaag catgttatga acttcacaaa ttgggeaatt 1260
gcaagtggca gcagcacage actactatac agcaagcegac tgattacttt ccagttgegt 1320
catattttga aagcacggtg tgatcctgtc cctgetgceta atggagcaat acgtttccat 1380
tgtgatccca ccttctggge aaagaatgta gtcaatttag gtaatctagt aatagagagt 1440
aaaccagctc ctggttatac tcctaatgtt gtagttggge aagttcctcc agggacaaac 1500
cacattagta aaacccctgg acagattaac ttagcacagc ttcgactcca gcacatgcaa 1560
caacaagtat atgcacagaa acatcagcag ttgcaacaga tgaggatgca gcaaccacca 1620
gcacctgtac caactacaac aacaacaaca caacagcatc ctagacaagc agccectcag 1680
atgttacaac aacagcctcc tcgattgatc agtgtgcaaa caatgcaaag aggcaacatg 1740
aactgtggag cttttcaagc ccatcagatg agactggctc agaatgctge cagaatacca 1800
gggataccca ggcacagegg ccctcaatat tccatgatge agecacacct ccaaagacaa 1860
cactcaaacc cagggcatgc tggacccttt cccgtagtat cggtacacaa caccacaatc 1920

aacccaacga gecctactac agcaactatg gcaaatgcaa accgaggtce caccagecca 1980
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tctgttacag caatagagct aatcccctca gttaccaatc cagaaaacct tccatcgetg 2040
ccagatattc cacccataca gttggaagat gctggctcaa gtagtttaga taatctacta 2100
agtagataca tctcaggcag tcacctaccc ccacagecta caagcaccat gaatccttct 2160
ccaggtccct ctgeccttte tccgggatca tcaggtttat ccaattctca cacacctgtg 2220
agacccccaa gtacttctag tactggcagt cgaggcagct gtgggtcatc aggaagaact 2280
gctgagaaga caagtcttag tttcaaatct gatcaggtga aggtcaagca agaacctggg 2340
actgaagatg aaatatgtag cttttcagga ggtgtaaaac aagaaaaaac agaggatgge 2400
aggaggagtg cttgcatgtt gagcagtcct gagagtagct tgacaccacc tctctcaacc 2460
aacctgcatc tagaaagtga attggatgca ttggcaagcec tggaaaacca tgtgaaaatt 2520
gaacctgcag atatgaatga aagctgcaaa cagtcagggce tcagcagect tgttaatgga 2580
aagtccccaa ttcgaagect catgcacagg tcggcaagga ttggaggaga tggcaacaat 2640
aaagatgatg acccaaatga agactggtgt gectgtctgec aaaacggagg agatctcttg 2700
tgctgcgaaa aatgtccaaa ggtctttcat ctaacttgtc atgttccaac actacttage 2760
tttccaagtg gggactggat atgcacattt tgtagagata ttggaaagcc agaagttgaa 2820
tatgattgtg ataatttgca acatagtaag aaggggaaaa ctgcgcaggg gttaagcccc 2880
gtggaccaaa ggaaatgtga acgtcttctg ctttacctct attgccatga attaagtatt 2940
gaattccagg agcectgttec tgettcgata ccaaactact ataaaattat aaagaaacca 3000
atggatttat ccaccgtgaa aaagaagctt cagaaaaaac attcccaaca ctaccaaatc 3060
ccggatgact ttgtggccga tgtcegtttg atcttcaaga actgtgaaag gtttaatgaa 3120
atgatgaaag ttgttcaagt ttatgcagac acacaagaga ttaatttgaa ggctgattca 3180
gaagtagctc aggcagggaa agcagttgcea ttgtactttg aagataaact cacagagatc 3240
tactcagaca ggaccttcge acctttgecca gagtttgage aggaagagga tgatggtgag 3300
gtaactgagg actctgatga agactttata cagccccgea gaaaacgect aaagtcagat 3360
gagagaccag tacatataaa gtaa 3384

<210> 66
<211> 1127
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<212> PRT
<213> Homo sapiens

<400> 66
Met Ala Glu Asn Lys Gly Gly Gly Glu Ala Glu Ser Gly Gly Gly Gly

1 5 10 15

Ser Gly Ser Ala Pro Val Thr Ala Gly Ala Ala Gly Pro Ala Ala GIn
20 25 30

Glu Ala Glu Pro Pro Leu Thr Ala Val Leu Val Glu Glu Glu Glu Glu
35 40 45

Glu Gly Gly Arg Ala Gly Ala Glu Gly Gly Ala Ala Gly Pro Asp Asp
50 55 60

Gly Gly Val Ala Ala Ala Ser Ser Gly Ser Ala GIn Ala Ala Ser Ser
65 70 75 80

Pro Ala Ala Ser Val Gly Thr Gly Val Ala Gly Gly Ala Val Ser Thr
85 90 95

Pro Ala Pro Ala Pro Ala Ser Ala Pro Ala Pro Gly Pro Ser Ala Gly
100 105 110

Pro Pro Pro Gly Pro Pro Ala Ser Leu Leu Asp Thr Cys Ala Val Cys
115 120 125

GIn GIn Ser Leu GIn Ser Arg Arg Glu Ala Glu Pro Lys Leu Leu Pro
130 135 140

Cys Leu His Ser Phe Cys Leu Arg Cys Leu Pro Glu Pro Glu Arg GIn
145 150 155 160

Leu Ser Val Pro lle Pro Gly Gly Ser Asn Gly Asp lle GIn GIn Val
165 170 175

Gly Val lle Arg Cys Pro Val Cys Arg GIn Glu Cys Arg GIn lle Asp
180 185 190

141



Leu Val Asp Asn Tyr Phe Val Lys Asp Thr Ser Glu Ala Pro Ser Ser
195 200 205

Ser Asp Glu Lys Ser Glu GIn Val Cys Thr Ser Cys Glu Asp Asn Ala
210 215 220

Ser Ala Val Gly Phe Cys Val Glu Cys Gly Glu Trp Leu Cys Lys Thr
225 230 235 240

Cys lle Glu Ala His GIn Arg Val Lys Phe Thr Lys Asp His Leu lle
245 250 255

Arg Lys Lys Glu Asp Val Ser Glu Ser Val Gly Ala Ser Gly GIn Arg
260 265 270

Pro Val Phe Cys Pro Val His Lys GIn Glu GIn Leu Lys Leu Phe Cys
275 280 285

Glu Thr Cys Asp Arg Leu Thr Cys Arg Asp Cys GIn Leu Leu Glu His
290 295 300

Lys Glu His Arg Tyr GIn Phe Leu Glu Glu Ala Phe GIn Asn GIn Lys
305 310 315 320

Gly Ala lle Glu Asn Leu Leu Ala Lys Leu Leu Glu Lys Lys Asn Tyr
325 330 335

Val His Phe Ala Ala Thr GIn Val GIn Asn Arg lle Lys Glu Val Asn
340 345 350

Glu Thr Asn Lys Arg Val Glu GIn Glu lle Lys Val Ala lle Phe Thr
355 360 365

Leu lle Asn Glu lle Asn Lys Lys Gly Lys Ser Leu Leu GIn GIn Leu
370 375 380

Glu Asn Val Thr Lys Glu Arg GIn Met Lys Leu Leu GIn GIn GlIn Asn
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385 390 395 400

Asp lle Thr Gly Leu Ser Arg Gln Val Lys His Val Met Asn Phe Thr
405 410 415

Asn Trp Ala lle Ala Ser Gly Ser Ser Thr Ala Leu Leu Tyr Ser Lys
420 425 430

Arg Leu lle Thr Phe GIn Leu Arg His Ile Leu Lys Ala Arg Cys Asp
435 440 445

Pro Val Pro Ala Ala Asn Gly Ala Ile Arg Phe His Cys Asp Pro Thr
450 455 460

Phe Trp Ala Lys Asn Val Val Asn Leu Gly Asn Leu Val lle Glu Ser
465 470 475 480

Lys Pro Ala Pro Gly Tyr Thr Pro Asn Val Val Val Gly GIn Val Pro
485 490 495

Pro Gly Thr Asn His Ile Ser Lys Thr Pro Gly GIn lle Asn Leu Ala
500 505 510

GIn Leu Arg Leu GIn His Met GIn GIn GIn Val Tyr Ala GIn Lys His
515 520 525

GIn GIn Leu GIn GIn Met Arg Met GIn GIn Pro Pro Ala Pro Val Pro
530 535 540

Thr Thr Thr Thr Thr Thr GIn GIn His Pro Arg GiIn Ala Ala Pro GIn
545 550 555 560

Met Leu GIn GIn GIn Pro Pro Arg Leu lle Ser Val GIn Thr Met GIn
565 570 575

Arg Gly Asn Met Asn Cys Gly Ala Phe GIn Ala His GIn Met Arg Leu
580 585 590
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Ala GIn Asn Ala Ala Arg lle Pro Gly lle Pro Arg His Ser Gly Pro
595 600 605

GIn Tyr Ser Met Met GIn Pro His Leu GIn Arg GIn His Ser Asn Pro
610 615 620

Gly His Ala Gly Pro Phe Pro Val Val Ser Val His Asn Thr Thr lle
625 630 635 640

Asn Pro Thr Ser Pro Thr Thr Ala Thr Met Ala Asn Ala Asn Arg Gly
645 650 655

Pro Thr Ser Pro Ser Val Thr Ala lle Glu Leu lle Pro Ser Val Thr
660 665 670

Asn Pro Glu Asn Leu Pro Ser Leu Pro Asp lle Pro Pro lle GIn Leu
675 680 685

Glu Asp Ala Gly Ser Ser Ser Leu Asp Asn Leu Leu Ser Arg Tyr lle
690 695 700

Ser Gly Ser His Leu Pro Pro GlIn Pro Thr Ser Thr Met Asn Pro Ser
705 710 715 720

Pro Gly Pro Ser Ala Leu Ser Pro Gly Ser Ser Gly Leu Ser Asn Ser
725 730 735

His Thr Pro Val Arg Pro Pro Ser Thr Ser Ser Thr Gly Ser Arg Gly
740 745 750

Ser Cys Gly Ser Ser Gly Arg Thr Ala Glu Lys Thr Ser Leu Ser Phe
755 760 765

Lys Ser Asp GIn Val Lys Val Lys GIn Glu Pro Gly Thr Glu Asp Glu
770 775 780

lle Cys Ser Phe Ser Gly Gly Val Lys GIn Glu Lys Thr Glu Asp Gly
785 790 795 800
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Arg Arg Ser Ala Cys Met Leu Ser Ser Pro Glu Ser Ser Leu Thr Pro
805 810 815

Pro Leu Ser Thr Asn Leu His Leu Glu Ser Glu Leu Asp Ala Leu Ala
820 825 830

Ser Leu Glu Asn His Val Lys lle Glu Pro Ala Asp Met Asn Glu Ser
835 840 845

Cys Lys GIn Ser Gly Leu Ser Ser Leu Val Asn Gly Lys Ser Pro lle
850 855 860

Arg Ser Leu Met His Arg Ser Ala Arg lle Gly Gly Asp Gly Asn Asn
865 870 875 880

Lys Asp Asp Asp Pro Asn Glu Asp Trp Cys Ala Val Cys Gln Asn Gly
885 890 895

Gly Asp Leu Leu Cys Cys Glu Lys Cys Pro Lys Val Phe His Leu Thr
900 905 910

Cys His Val Pro Thr Leu Leu Ser Phe Pro Ser Gly Asp Trp lle Cys
915 920 925

Thr Phe Cys Arg Asp lle Gly Lys Pro Glu Val Glu Tyr Asp Cys Asp
930 935 940

Asn Leu GlIn His Ser Lys Lys Gly Lys Thr Ala GIn Gly Leu Ser Pro
945 950 955 960

Val Asp GIn Arg Lys Cys Glu Arg Leu Leu Leu Tyr Leu Tyr Cys His
965 970 975

Glu Leu Ser lle Glu Phe GIn Glu Pro Val Pro Ala Ser lle Pro Asn
980 985 990

Tyr Tyr Lys lle lle Lys Lys Pro Met Asp Leu Ser Thr Val Lys Lys
995 1000 1005
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Lys Leu GlIn Lys Lys His Ser GIn His Tyr GIn Ile Pro Asp Asp
1010 1015 1020

Phe Val Ala Asp Val Arg Leu lle Phe Lys Asn Cys Glu Arg Phe
1025 1030 1035

Asn Glu Met Met Lys Val Val GIn Val Tyr Ala Asp Thr GIn Glu
1040 1045 1050

lle Asn Leu Lys Ala Asp Ser Glu Val Ala GIn Ala Gly Lys Ala
1055 1060 1065

Val Ala Leu Tyr Phe Glu Asp Lys Leu Thr Glu lle Tyr Ser Asp
1070 1075 1080

Arg Thr Phe Ala Pro Leu Pro Glu Phe Glu GIn Glu Glu Asp Asp
1085 1090 1095

Gly Glu Val Thr Glu Asp Ser Asp Glu Asp Phe lle GIn Pro Arg
1100 1105 1110

Arg Lys Arg Leu Lys Ser Asp Glu Arg Pro Val His lle Lys
1115 1120 1125

<210> 67

<211> 1467

<212> DNA

<213> Homo sapiens

<400> 67
atggcttcaa aaatcttgct taacgtacaa gaggaggtga cctgtcccat ctgectggag 60

ctgttgacag aacccttgag tctagactgt ggccacagec tetgecgage ctgeatcact 120
gtgagcaaca aggaggcagt gaccagcatg ggaggaaaaa gcagetgtcc tgtgtgtggt 180
atcagttact catttgaaca tctacaggct aatcagcatc tggccaacat agtggagaga 240
ctcaaggagg tcaagttgag cccagacaat gggaagaaga gagatctctg tgatcatcat 300

ggagagaaac tcctactctt ctgtaaggag gataggaaag tcatttgetg getttgtgag 360
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cggtctcagg agcaccgtgg tcaccacaca gtectcacgg aggaagtatt caaggaatgt 420
caggagaaac tccaggcagt cctcaagagg ctgaagaagg aagaggagga agctgagaag 480
ctggaagctg acatcagaga agagaaaact tcctggaagt atcaggtaca aactgagaga 540
caaaggatac aaacagaatt tgatcagctt agaagcatcc taaataatga ggagcagaga 600
gagctgcaaa gattggaaga agaagaaaag aagacgctgg ataagtttge agaggcetgag 660
gatgagctag ttcagcagaa gcagttggtg agagagctca tctcagatgt ggagtgtcgg 720
agtcagtggt caacaatgga gctgctgecag gacatgagtg gaatcatgaa atggagtgag 780
atctggaggc tgaaaaagec aaaaatggtt tccaagaaac tgaagactgt attccatget 840
ccagatctga gtaggatgct gcaaatgttt agagaactga cagctgtecg gtgetactgg 900
gtggatgtca cactgaattc agtcaaccta aatttgaatc ttgtcctttc agaagatcag 960
agacaagtga tatctgtgcc aatttggect tttcagtgtt ataattatgg tgtcttggga 1020
tcccaatatt tctectctgg gaaacattac tgggaagtgg acgtgtccaa gaaaactgee 1080
tggatcctgg gggtatactg tagaacatat tcccgecata tgaagtatgt tgttagaaga 1140
tgtgcaaatc gtcaaaatct ttacaccaaa tacagacctc tatttggcta ctgggttata 1200
gggttacaga ataaatgtaa gtatggtgtc tttgaagagt ctttgtcctc tgatcccgag 1260
gttttgactc tctccatgge tgtgectecc tgeegtgttg gggttttect cgactatgaa 1320
gcaggcattg tctcattttt caatgtcaca agccatggcet ccctcattta caagttctct 1380
aaatgttgct tttctcagec tgtttatcca tatttcaatc cttggaactg tccagectcec 1440
atgactctat gcccaccaag ctcttga 1467

<210> 68

<211> 488

<212> PRT

<213> Homo sapiens

<400> 68

Met Ala Ser Lys lle Leu Leu Asn Val GIn Glu Glu Val Thr Cys Pro
1 5 10 15
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lle Cys Leu Glu Leu Leu Thr Glu Pro Leu Ser Leu Asp Cys Gly His
20 25 30

Ser Leu Cys Arg Ala Cys lle Thr Val Ser Asn Lys Glu Ala Val Thr
35 40 45

Ser Met Gly Gly Lys Ser Ser Cys Pro Val Cys Gly lle Ser Tyr Ser
50 55 60

Phe Glu His Leu GIn Ala Asn GIn His Leu Ala Asn lle Val Glu Arg
65 70 75 80

Leu Lys Glu Val Lys Leu Ser Pro Asp Asn Gly Lys Lys Arg Asp Leu
85 90 95

Cys Asp His His Gly Glu Lys Leu Leu Leu Phe Cys Lys Glu Asp Arg
100 105 110

Lys Val lle Cys Trp Leu Cys Glu Arg Ser GIn Glu His Arg Gly His
115 120 125

His Thr Val Leu Thr Glu Glu Val Phe Lys Glu Cys GIn Glu Lys Leu
130 135 140

GIn Ala Val Leu Lys Arg Leu Lys Lys Glu Glu Glu Glu Ala Glu Lys
145 150 155 160

Leu Glu Ala Asp lle Arg Glu Glu Lys Thr Ser Trp Lys Tyr GIn Val
165 170 175

GIn Thr Glu Arg GIn Arg lle GIn Thr Glu Phe Asp GIn Leu Arg Ser
180 185 190

lle Leu Asn Asn Glu Glu GIn Arg Glu Leu GIn Arg Leu Glu Glu Glu
195 200 205

Glu Lys Lys Thr Leu Asp Lys Phe Ala Glu Ala Glu Asp Glu Leu Val
210 215 220
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GIn GIn Lys GIn Leu Val Arg Glu Leu lle Ser Asp Val Glu Cys Arg
225 230 235 240

Ser GIn Trp Ser Thr Met Glu Leu Leu GIn Asp Met Ser Gly Ile Met
245 250 255

Lys Trp Ser Glu lle Trp Arg Leu Lys Lys Pro Lys Met Val Ser Lys
260 265 270

Lys Leu Lys Thr Val Phe His Ala Pro Asp Leu Ser Arg Met Leu GIn
275 280 285

Met Phe Arg Glu Leu Thr Ala Val Arg Cys Tyr Trp Val Asp Val Thr
290 295 300

Leu Asn Ser Val Asn Leu Asn Leu Asn Leu Val Leu Ser Glu Asp GIn
305 310 315 320

Arg GIn Val lle Ser Val Pro lle Trp Pro Phe GIn Cys Tyr Asn Tyr
325 330 335

Gly Val Leu Gly Ser GIn Tyr Phe Ser Ser Gly Lys His Tyr Trp Glu
340 345 350

Val Asp Val Ser Lys Lys Thr Ala Trp lle Leu Gly Val Tyr Cys Arg
355 360 365

Thr Tyr Ser Arg His Met Lys Tyr Val Val Arg Arg Cys Ala Asn Arg
370 375 380

GIn Asn Leu Tyr Thr Lys Tyr Arg Pro Leu Phe Gly Tyr Trp Val lle
385 390 395 400

Gly Leu GIn Asn Lys Cys Lys Tyr Gly Val Phe Glu Glu Ser Leu Ser
405 410 415

Ser Asp Pro Glu Val Leu Thr Leu Ser Met Ala Val Pro Pro Cys Arg
420 425 430
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Val Gly Val Phe Leu Asp Tyr Glu Ala Gly lle Val Ser Phe Phe Asn
435 440 445

Val Thr Ser His Gly Ser Leu lle Tyr Lys Phe Ser Lys Cys Cys Phe
450 455 460

Ser GIn Pro Val Tyr Pro Tyr Phe Asn Pro Trp Asn Cys Pro Ala Pro
465 470 475 480

Met Thr Leu Cys Pro Pro Ser Ser
485

<210> 69

<211> 1482

<212> DNA

<213> Homo sapiens

<400> 69
atggagcgga gtcccgacgt gtcececeggg cctteecget cettcaagga ggagttgete 60

tgcgeegtct getacgaccce cttecgegac geagteactc tgegetgegg ccacaactte 120
tgcegegggt gegtgagecg ctgetgggag gtgcaggtgt cgeccacctg cccagtgtge 180
aaagaccgcg cgtcacccge cgacctgege accaaccaca ccctcaacaa cctggtggag 240
aagctgetgce gegaggaggce cgagggrgeg cgetggacca getacegcett ctegegtgte 300
tgcegectge accgeggaca getcagectc ttetgectcg aggacaagga getgetgtge 360
tgctectgee aggecgacce ccgacaccag gggeaccgeg tgecageeggt gaaggacact 420
gcccacgact ttcgggccaa gtgcaggaac atggageatg cactgcggga gaaggecaag 480
gccttctggg ccatgeggeg ctectatgag gecategeca agcacaatca ggtggagget 540
gcatggctgg aaggceggat ccggeaggag tttgataage ttegegagtt cttgagagtg 600
gaggagcagg ccattctgga tgccatggee gaggagacaa ggcagaagcea acttctggee 660
gacgagaaga tgaagcagct cacagaggag acggaggtgce tggcacatga gatcgagegg 720
ctgcagatgg agatgaagga ggacgacgtt tcttttctca tgaaacacaa gagccgaaaa 780

cgcegactct tctgeaccat ggagcecagag ccagtccage ccggeatget tatcgatgtc 840
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tgcaagtacc tgggctcect gcagtaccge gtctggaaga agatgcettge atctgtggaa 900
tctgtaccct tcagctttga ccccaacacc gecagetgget ggetctecgt gtctgacgac 960
ctcaccagcg tcaccaacca tggctaccge gtgcaggtgg agaacccgga acgettctce 1020
tcggegeect gectgetggg ctecegtgtc ttctcacagg getegeacge ctgggaggtg 1080
geecttgggg ggctgecagag ctggaggetg ggegtggtac gtgtgegeca ggacteggge 1140
gctgagggcc actcacacag ctgetaccac gacacacgct cgggettcetg gtatgtctge 1200
cgcacgcagg gecgtggaggg ggaccactge gtgacctegg acccagecac gtegeeectg 1260
gtcctggeca teccacgeceg cctgegtgtg gagetggagt gtgaggaggg cgagetgtct 1320
ttctatgacg cggagcgceca ctgecacctg tacaccttce acgeccgcett tggggaggtt 1380
cgccecctact tctacctggg gggtgcacgg ggegeegggc ctccagagcece tttgegeate 1440
tgccecttge acatcagtgt caaggaagaa ctggatggct ga 1482

<210> 70

<211> 493

<212> PRT

<213> Homo sapiens

<400> 70

Met Glu Arg Ser Pro Asp Val Ser Pro Gly Pro Ser Arg Ser Phe Lys

1 5 10 15

Glu Glu Leu Leu Cys Ala Val Cys Tyr Asp Pro Phe Arg Asp Ala Val
20 25 30

Thr Leu Arg Cys Gly His Asn Phe Cys Arg Gly Cys Val Ser Arg Cys
35 40 45

Trp Glu Val GIn Val Ser Pro Thr Cys Pro Val Cys Lys Asp Arg Ala
50 55 60

Ser Pro Ala Asp Leu Arg Thr Asn His Thr Leu Asn Asn Leu Val Glu
65 70 75 80
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Lys Leu Leu Arg Glu Glu Ala Glu Gly Ala Arg Trp Thr Ser Tyr Arg
85 90 95

Phe Ser Arg Val Cys Arg Leu His Arg Gly GIn Leu Ser Leu Phe Cys
100 105 110

Leu Glu Asp Lys Glu Leu Leu Cys Cys Ser Cys GIn Ala Asp Pro Arg
115 120 125

His GIn Gly His Arg Val GIn Pro Val Lys Asp Thr Ala His Asp Phe
130 135 140

Arg Ala Lys Cys Arg Asn Met Glu His Ala Leu Arg Glu Lys Ala Lys
145 150 155 160

Ala Phe Trp Ala Met Arg Arg Ser Tyr Glu Ala lle Ala Lys His Asn
165 170 175

GIn Val Glu Ala Ala Trp Leu Glu Gly Arg lle Arg GIn Glu Phe Asp
180 185 190

Lys Leu Arg Glu Phe Leu Arg Val Glu Glu GIn Ala lle Leu Asp Ala
195 200 205

Met Ala Glu Glu Thr Arg GIn Lys GIn Leu Leu Ala Asp Glu Lys Met
210 215 220

Lys GIn Leu Thr Glu Glu Thr Glu Val Leu Ala His Glu lle Glu Arg
225 230 235 240

Leu GIn Met Glu Met Lys Glu Asp Asp Val Ser Phe Leu Met Lys His
245 250 255

Lys Ser Arg Lys Arg Arg Leu Phe Cys Thr Met Glu Pro Glu Pro Val
260 265 270

GIn Pro Gly Met Leu lle Asp Val Cys Lys Tyr Leu Gly Ser Leu GIn
275 280 285
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Tyr Arg Val Trp Lys Lys Met Leu Ala Ser Val Glu Ser Val Pro Phe
290 295 300

Ser Phe Asp Pro Asn Thr Ala Ala Gly Trp Leu Ser Val Ser Asp Asp
305 310 315 320

Leu Thr Ser Val Thr Asn His Gly Tyr Arg Val GIn Val Glu Asn Pro
325 330 335

Glu Arg Phe Ser Ser Ala Pro Cys Leu Leu Gly Ser Arg Val Phe Ser
340 345 350

GlIn Gly Ser His Ala Trp Glu Val Ala Leu Gly Gly Leu GIn Ser Trp
355 360 365

Arg Val Gly Val Val Arg Val Arg GIn Asp Ser Gly Ala Glu Gly His
370 375 380

Ser His Ser Cys Tyr His Asp Thr Arg Ser Gly Phe Trp Tyr Val Cys
385 390 395 400

Arg Thr GIn Gly Val Glu Gly Asp His Cys Val Thr Ser Asp Pro Ala
405 410 415

Thr Ser Pro Leu Val Leu Ala lle Pro Arg Arg Leu Arg Val Glu Leu
420 425 430

Glu Cys Glu Glu Gly Glu Leu Ser Phe Tyr Asp Ala Glu Arg His Cys
435 440 445

His Leu Tyr Thr Phe His Ala Arg Phe Gly Glu Val Arg Pro Tyr Phe
450 455 460

Tyr Leu Gly Gly Ala Arg Gly Ala Gly Pro Pro Glu Pro Leu Arg lle
465 470 475 480

Cys Pro Leu His lle Ser Val Lys Glu Glu Leu Asp Gly
485 490
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<210> 71

<211> 2187

<212> DNA

<213> Homo sapiens

<400> 71
atgtcggagt ctggggagat gagtgaattt ggctacatca tggaattgat agctaaagge 60

aaggttacca ttaagaatat cgaaagggag ctcatttgcc cagcatgcaa ggagcetgttt 120
acccacccat tgattctccc ttgccaacat agtatctgtc ataaatgtgt aaaagaactc 180
ctgctgactc tcgatgattc attcaacgat gtgggatcag acaactccaa tcaaagecagt 240
cctegactte ggctececte cectagtatg gataaaattg accgaattaa cagaccagge 300
tggaagcgca attcattgac cccgaggaca actgttttcc cttgeectgg ctgtgagecat 360
gatgtggatc ttggagaacg aggaatcaat ggtctgtttc gaaacttcac tttggaaact 420
attgtggaaa gatatcgtca agcagctagg gcagcecacag ccattatgtg tgacctttgt 480
aaaccaccac ctcaagaatc cacaaaaagc tgcatggact gtagtgcaag ttactgcaat 540
gaatgcttca aaattcatca cccttggggt actataaaag ctcaacatga gtatgttggt 600
ccaactacta acttcagacc caagatttta atgtgcccag aacatgaaac agagagaata 660
aacatgtact gtgaattatg taggaggcca gtttgeccatc tgtgtaagtt gggtggtaat 720
catgccaacc accgtgtaac cactatgagc agtgcctaca aaaccttaaa ggaaaagett 780
tcaaaggata ttgattacct tattggtaag gaaagccagg tgaagagtca aatatctgaa 840
ctaaacttgt taatgaaaga aacagagtgt aatggagaga gggctaaaga agaagcaatt 900
acacattttg aaaagctctt tgaagttctg gaagagagga aatcatctgt tttgaaagca 960
attgactcct ctaagaaact aagattagac aaatttcaga ctcaaatgga agagtaccag 1020
ggacttctag agaacaatgg acttgtggga tatgctcaag aagtgctaaa ggagacagat 1080
cagtcttgct ttgtgcagac agcaaagcag ctccacctca gaatacagaa agccacagaa 1140
tctttgaaga gctttagacc tgcagctcag acttcttttg aagactatgt tgttaatacc 1200
tctaaacaaa cagaacttct tggagaatta tcctttttct ctagtggeat agacgtgecca 1260

gagatcaatg aggaacagag caaagtttat aacaatgcct tgataaattg gcaccatcca 1320
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gaaaaggata aagctgatag ctatgttctt gaatatcgga aaatcaatag agatgatgaa 1380
atgtcatgga atgagataga agtgtgtgga acaagtaaaa taattcaaga cttggaaaac 1440
agtagtacct atgctttcag agtaagagct tacaagggtt caatctgtag tccttgcage 1500
agagaattga ttcttcatac tcctccagcet ccagttttca gettectctt tgatgaaaaa 1560
tgtggctata ataatgaaca cctectgetg aacttgaaga gagaccgtgt agagagtaga 1620
gctggattta atcttctget tgetgecagaa cgeatccaag tgggttatta cacaagetta 1680
gactacatca ttggagatac tggcattaca aaaggaaaac acttctgggce cttccgtgtg 1740
gaaccatatt catacctggt aaaagtggga gttgcttcta gcgataaact acaagaatgg 1800
ctcegttcte cccgggatge agttagtcca agatatgage aagacagtgg gcatgacagt 1860
ggaagtgagg atgcctgttt tgattcttca caaccattta ccttagttac tataggcatg 1920
cagaaatttt ttatacccaa gtcacctact tcttctaatg aacctgaaaa tagagttctc 1980
cctatgccaa caagtattgg gattttcctt gactgtgata aaggcaaagt agatttctat 2040
gatatggatc agatgaaatg cctttatgaa cgccaagtgg actgttcaca tacactgtat 2100
ccagcatttg cattaatggg cagtggagga attcagcttg aagaacccat cacagcaaaa 2160
tatctggaat accaagagga catgtag 2187

<210> 72

<211> 728

<212> PRT

<213> Homo sapiens

<400> 72

Met Ser Glu Ser Gly Glu Met Ser Glu Phe Gly Tyr lle Met Glu Leu

1 5 10 15

lle Ala Lys Gly Lys Val Thr lle Lys Asn lle Glu Arg Glu Leu lle
20 25 30

Cys Pro Ala Cys Lys Glu Leu Phe Thr His Pro Leu lle Leu Pro Cys
35 40 45
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GlIn His Ser lle Cys His Lys Cys Val Lys Glu Leu Leu Leu Thr Leu
50 55 60

Asp Asp Ser Phe Asn Asp Val Gly Ser Asp Asn Ser Asn GIn Ser Ser
65 70 75 80

Pro Arg Leu Arg Leu Pro Ser Pro Ser Met Asp Lys lle Asp Arg lle
85 90 95

Asn Arg Pro Gly Trp Lys Arg Asn Ser Leu Thr Pro Arg Thr Thr Val
100 105 110

Phe Pro Cys Pro Gly Cys Glu His Asp Val Asp Leu Gly Glu Arg Gly
115 120 125

lle Asn Gly Leu Phe Arg Asn Phe Thr Leu Glu Thr lle Val Glu Arg
130 135 140

Tyr Arg GIn Ala Ala Arg Ala Ala Thr Ala lle Met Cys Asp Leu Cys
145 150 155 160

Lys Pro Pro Pro GIn Glu Ser Thr Lys Ser Cys Met Asp Cys Ser Ala
165 170 175

Ser Tyr Cys Asn Glu Cys Phe Lys lle His His Pro Trp Gly Thr lle
180 185 190

Lys Ala GIn His Glu Tyr Val Gly Pro Thr Thr Asn Phe Arg Pro Lys
195 200 205

lle Leu Met Cys Pro Glu His Glu Thr Glu Arg lle Asn Met Tyr Cys
210 215 220

Glu Leu Cys Arg Arg Pro Val Cys His Leu Cys Lys Leu Gly Gly Asn
225 230 235 240

His Ala Asn His Arg Val Thr Thr Met Ser Ser Ala Tyr Lys Thr Leu
245 250 255
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Lys Glu Lys Leu Ser Lys Asp lle Asp Tyr Leu lle Gly Lys Glu Ser
260 265 270

GIn Val Lys Ser GIn lle Ser Glu Leu Asn Leu Leu Met Lys Glu Thr
275 280 285

Glu Cys Asn Gly Glu Arg Ala Lys Glu Glu Ala lle Thr His Phe Glu
290 295 300

Lys Leu Phe Glu Val Leu Glu Glu Arg Lys Ser Ser Val Leu Lys Ala
305 310 315 320

lle Asp Ser Ser Lys Lys Leu Arg Leu Asp Lys Phe GIn Thr GIn Met
325 330 335

Glu Glu Tyr GIn Gly Leu Leu Glu Asn Asn Gly Leu Val Gly Tyr Ala
340 345 350

GIn Glu Val Leu Lys Glu Thr Asp GIn Ser Cys Phe Val GIn Thr Ala
355 360 365

Lys GIn Leu His Leu Arg lle GIn Lys Ala Thr Glu Ser Leu Lys Ser
370 375 380

Phe Arg Pro Ala Ala GIn Thr Ser Phe Glu Asp Tyr Val Val Asn Thr
385 390 395 400

Ser Lys GIn Thr Glu Leu Leu Gly Glu Leu Ser Phe Phe Ser Ser Gly
405 410 415

lle Asp Val Pro Glu lle Asn Glu Glu GIn Ser Lys Val Tyr Asn Asn
420 425 430

Ala Leu lle Asn Trp His His Pro Glu Lys Asp Lys Ala Asp Ser Tyr
435 440 445

Val Leu Glu Tyr Arg Lys lle Asn Arg Asp Asp Glu Met Ser Trp Asn
450 455 460
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Glu lle Glu Val Cys Gly Thr Ser Lys lle lle GIn Asp Leu Glu Asn
465 470 475 480

Ser Ser Thr Tyr Ala Phe Arg Val Arg Ala Tyr Lys Gly Ser Ile Cys
485 490 495

Ser Pro Cys Ser Arg Glu Leu lle Leu His Thr Pro Pro Ala Pro Val
500 505 510

Phe Ser Phe Leu Phe Asp Glu Lys Cys Gly Tyr Asn Asn Glu His Leu
515 520 525

Leu Leu Asn Leu Lys Arg Asp Arg Val Glu Ser Arg Ala Gly Phe Asn
530 535 540

Leu Leu Leu Ala Ala Glu Arg lle GIn Val Gly Tyr Tyr Thr Ser Leu
545 550 555 560

Asp Tyr lle lle Gly Asp Thr Gly Ile Thr Lys Gly Lys His Phe Trp
565 570 575

Ala Phe Arg Val Glu Pro Tyr Ser Tyr Leu Val Lys Val Gly Val Ala
580 585 590

Ser Ser Asp Lys Leu GIn Glu Trp Leu Arg Ser Pro Arg Asp Ala Val
595 600 605

Ser Pro Arg Tyr Glu GIn Asp Ser Gly His Asp Ser Gly Ser Glu Asp
610 615 620

Ala Cys Phe Asp Ser Ser GIn Pro Phe Thr Leu Val Thr lle Gly Met
625 630 635 640

GlIn Lys Phe Phe lle Pro Lys Ser Pro Thr Ser Ser Asn Glu Pro Glu
645 650 655

Asn Arg Val Leu Pro Met Pro Thr Ser lle Gly lle Phe Leu Asp Cys
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660 665 670

Asp Lys Gly Lys Val Asp Phe Tyr Asp Met Asp Gln Met Lys Cys Leu
675 680 685

Tyr Glu Arg GIn Val Asp Cys Ser His Thr Leu Tyr Pro Ala Phe Ala
690 695 700

Leu Met Gly Ser Gly Gly lle GIn Leu Glu Glu Pro lle Thr Ala Lys
705 710 715 720

Tyr Leu Glu Tyr GIn Glu Asp Met
725

<210> 73

<211> 2895

<212> DNA

<213> Homo sapiens

<400> 73
atggatgaac agagcgtgga gagcattgct gaggttttce gatgtttcat ttgtatggag 60

aaattgcggg atgcacgect gtgtcctcat tgetccaaac tgtgttgttt cagetgtatt 120
aggcgctggce tgacagagca gagagctcaa tgtectcatt geegtgetec actccageta 180
cgagaactag taaattgtcg ttgggcagaa gaagtaacac aacagcttga tactcttcaa 240
ctctgcagtc tcaccaaaca tgaagaaaat gaaaaggaca aatgtgaaaa tcaccatgaa 300
daacttagtg tattttgctg gacttgtaag aagtgtatct gccatcagtg tgcactttgg 360
ggaggaatgc atggcggaca tacctttaaa cctttggcag aaatttatga gcaacacgtc 420
actaaagtga atgaagaggt agccaaactt cgteggegtce tcatggaact gatcagetta 480
gttcaagaag tggaaaggaa tgtagaagct gtaagaaatg caaaagatga gegtgttcgg 540
gaaattagga atgcagtgga gatgatgatt gcacggttag acacacagct gaagaataag 600
cttataacac tgatgggtca gaagacatct ctaacccaag aaacagagct tttggaatcc 660
ttacttcagg aggtggagca ccagttgegg tcttgtagta agagtgagtt gatatctaag 720

agctcagaga tccttatgat gtttcagcaa gttcatcgga agcccatgge atcttttgtt 780
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accactcctg ttccaccaga ctttaccagt gaattagtge catcttacga ttcagctact 840
tttgttttag agaatttcag cactttgcgt cagagagcag atcctgttta cagtccacct 900
cttcaagttt caggactttg ctggaggtta aaagtttacc cagatggaaa tggagttgtg 960
cgaggttact acttatctgt gtttctggag ctctcagetg gettgectga aacttctaaa 1020
tatgaatatc gtgtagagat ggttcaccag tcctgtaatg atcctacaaa aaatatcatt 1080
cgagaatttg catctgactt tgaagttgga gaatgctggg gctataatag atttttccgt 1140
ttggacttac tcgcaaatga aggatacttg aatccacaaa atgatacagt gattttaagg 1200
tttcaggtac gttcaccaac tttctttcaa aaatcccggg accagceattg gtacattact 1260
cagttggaag ctgcacagac tagttatatc caacaaataa acaaccttaa agagagactt 1320
actattgagc tgtctcgaac tcagaagtca agagatttgt caccaccaga taaccatctt 1380
agcccccaaa atgatgatge tctggagaca cgagcetaaga agtctgeatg ctctgacatg 1440
cttctcgaag gtggtectac tacagcettct gtaagagagg ccaaagagga tgaagaagat 1500
gaggagaaga ttcagaatga agattatcat cacgagcttt cagatggaga tctggatctg 1560
gatcttgttt atgaggatga agtaaatcag ctcgatggca geagttccte tgetagttce 1620
acagcaacaa gtaatacaga agaaaatgat attgatgaag aaactatgtc tggagaaaat 1680
gatgtggaat ataacaacat ggaattagaa gagggagaac tcatggaaga tgcagetget 1740
gcaggacccg caggtagtag ccatggttat gtgggttcca gtagtagaat atcaagaaga 1800
acacatttat gctccgetge taccagtagt ttactagaca ttgatccatt aattttaata 1860
catttgttgg accttaagga ccggagcagt atagaaaatt tgtggggctt acagectcge 1920
ccacctgctt cacttctgca geccacagea tcatattctc gaaaagataa agaccaaagg 1980
aagcaacagg caatgtggeg agtgecctct gatttaaaga tgctaaaaag actcaaaact 2040
caaatggcceg aagttcgatg tatgaaaact gatgtaaaga atacactttc agaaataaaa 2100
agcagcagtg ctgcttctgg agacatgcag acaagccttt tttctgetga ccaggecaget 2160
ctggctgcat gtggaactga aaactctgge agattgcagg atttgggaat ggaactcctg 2220
gcaaagtcat cagttgccaa ttgttacata cgaaactcca caaataagaa gagtaattcg 2280

cccaagcecag ctcgatccag tgtageaggt agtctatcac ttcgaagage agtggaccct 2340
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ggagaaaata gtcgttcaaa gggagactgt cagactctgt ctgaaggctc cccaggaage 2400
tctcagtctg ggagcaggca cagttctcce cgagecttga tacatggceag tatcggtgat 2460
attctgccaa aaactgaaga ccggeagtgt aaagcetttgg attcagatgce tgttgtggtt 2520
gcagttttca gtggcttgec tgcggttgag aaaaggagga aaatggtcac cttggggget 2580
aatgctaaag gaggtcatct ggaaggactg cagatgactg atttggaaaa taattctgaa 2640
actggagagt tacagcctgt actacctgaa ggagcttcag ctgecectga agaaggaatg 2700
agtagcgaca gtgacattga atgtgacact gagaatgagg agcaggaaga gcataccagt 2760
gtgggcgggt ttcacgactc cttcatggtc atgacacage ccccggatga agatacacat 2820
tccagttttc ctgatggtga acaaataggc cctgaagatc tcagcttcaa tacagatgaa 2880
aatagtggaa ggtaa 2895

<210> 74

<211> 964

<212> PRT

<213> Homo sapiens

<400> 74

Met Asp Glu GIn Ser Val Glu Ser lle Ala Glu Val Phe Arg Cys Phe

1 5 10 15

lle Cys Met Glu Lys Leu Arg Asp Ala Arg Leu Cys Pro His Cys Ser
20 25 30

Lys Leu Cys Cys Phe Ser Cys lle Arg Arg Trp Leu Thr Glu GlIn Arg
35 40 45

Ala GIn Cys Pro His Cys Arg Ala Pro Leu GIn Leu Arg Glu Leu Val
50 55 60

Asn Cys Arg Trp Ala Glu Glu Val Thr GIn GIn Leu Asp Thr Leu GIn
65 70 75 80

Leu Cys Ser Leu Thr Lys His Glu Glu Asn Glu Lys Asp Lys Cys Glu
85 90 95
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Asn His His Glu Lys Leu Ser Val Phe Cys Trp Thr Cys Lys Lys Cys
100 105 110

lle Cys His GIn Cys Ala Leu Trp Gly Gly Met His Gly Gly His Thr
115 120 125

Phe Lys Pro Leu Ala Glu lle Tyr Glu GIn His Val Thr Lys Val Asn
130 135 140

Glu Glu Val Ala Lys Leu Arg Arg Arg Leu Met Glu Leu lle Ser Leu
145 150 155 160

Val GIn Glu Val Glu Arg Asn Val Glu Ala Val Arg Asn Ala Lys Asp
165 170 175

Glu Arg Val Arg Glu lle Arg Asn Ala Val Glu Met Met lle Ala Arg
180 185 190

Leu Asp Thr GIn Leu Lys Asn Lys Leu lle Thr Leu Met Gly GIn Lys
195 200 205

Thr Ser Leu Thr GIn Glu Thr Glu Leu Leu Glu Ser Leu Leu GIn Glu
210 215 220

Val Glu His GIn Leu Arg Ser Cys Ser Lys Ser Glu Leu lle Ser Lys
225 230 235 240

Ser Ser Glu lle Leu Met Met Phe GIn GIn Val His Arg Lys Pro Met
245 250 255

Ala Ser Phe Val Thr Thr Pro Val Pro Pro Asp Phe Thr Ser Glu Leu
260 265 270

Val Pro Ser Tyr Asp Ser Ala Thr Phe Val Leu Glu Asn Phe Ser Thr
275 280 285

Leu Arg GlIn Arg Ala Asp Pro Val Tyr Ser Pro Pro Leu GlIn Val Ser
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290 295 300

Gly Leu Cys Trp Arg Leu Lys Val Tyr Pro Asp Gly Asn Gly Val Val
305 310 315 320

Arg Gly Tyr Tyr Leu Ser Val Phe Leu Glu Leu Ser Ala Gly Leu Pro
325 330 335

Glu Thr Ser Lys Tyr Glu Tyr Arg Val Glu Met Val His GIn Ser Cys
340 345 350

Asn Asp Pro Thr Lys Asn lle lle Arg Glu Phe Ala Ser Asp Phe Glu
355 360 365

Val Gly Glu Cys Trp Gly Tyr Asn Arg Phe Phe Arg Leu Asp Leu Leu
370 375 380

Ala Asn Glu Gly Tyr Leu Asn Pro GIn Asn Asp Thr Val lle Leu Arg
385 390 395 400

Phe GIn Val Arg Ser Pro Thr Phe Phe GIn Lys Ser Arg Asp GIn His
405 410 415

Trp Tyr lle Thr GIn Leu Glu Ala Ala GIn Thr Ser Tyr lle GIn GIn
420 425 430

lle Asn Asn Leu Lys Glu Arg Leu Thr lle Glu Leu Ser Arg Thr GIn
435 440 445

Lys Ser Arg Asp Leu Ser Pro Pro Asp Asn His Leu Ser Pro GIn Asn
450 455 460

Asp Asp Ala Leu Glu Thr Arg Ala Lys Lys Ser Ala Cys Ser Asp Met
465 470 475 480

Leu Leu Glu Gly Gly Pro Thr Thr Ala Ser Val Arg Glu Ala Lys Glu
485 490 495
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Asp Glu Glu Asp Glu Glu Lys lle GIn Asn Glu Asp Tyr His His Glu
500 505 510

Leu Ser Asp Gly Asp Leu Asp Leu Asp Leu Val Tyr Glu Asp Glu Val
515 520 525

Asn GIn Leu Asp Gly Ser Ser Ser Ser Ala Ser Ser Thr Ala Thr Ser
530 535 540

Asn Thr Glu Glu Asn Asp lle Asp Glu Glu Thr Met Ser Gly Glu Asn
545 550 555 560

Asp Val Glu Tyr Asn Asn Met Glu Leu Glu Glu Gly Glu Leu Met Glu
565 570 575

Asp Ala Ala Ala Ala Gly Pro Ala Gly Ser Ser His Gly Tyr Val Gly
580 585 590

Ser Ser Ser Arg lle Ser Arg Arg Thr His Leu Cys Ser Ala Ala Thr
595 600 605

Ser Ser Leu Leu Asp lle Asp Pro Leu lle Leu lle His Leu Leu Asp
610 615 620

Leu Lys Asp Arg Ser Ser lle Glu Asn Leu Trp Gly Leu GIn Pro Arg
625 630 635 640

Pro Pro Ala Ser Leu Leu GIn Pro Thr Ala Ser Tyr Ser Arg Lys Asp
645 650 655

Lys Asp GIn Arg Lys GIn GIn Ala Met Trp Arg Val Pro Ser Asp Leu
660 665 670

Lys Met Leu Lys Arg Leu Lys Thr GIn Met Ala Glu Val Arg Cys Met
675 680 685

Lys Thr Asp Val Lys Asn Thr Leu Ser Glu lle Lys Ser Ser Ser Ala
690 695 700
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Ala Ser Gly Asp Met GIn Thr Ser Leu Phe Ser Ala Asp GIn Ala Ala
705 710 715 720

Leu Ala Ala Cys Gly Thr Glu Asn Ser Gly Arg Leu GIn Asp Leu Gly
725 730 735

Met Glu Leu Leu Ala Lys Ser Ser Val Ala Asn Cys Tyr lle Arg Asn
740 745 750

Ser Thr Asn Lys Lys Ser Asn Ser Pro Lys Pro Ala Arg Ser Ser Val
755 760 765

Ala Gly Ser Leu Ser Leu Arg Arg Ala Val Asp Pro Gly Glu Asn Ser
770 775 780

Arg Ser Lys Gly Asp Cys GIn Thr Leu Ser Glu Gly Ser Pro Gly Ser
785 790 795 800

Ser GIn Ser Gly Ser Arg His Ser Ser Pro Arg Ala Leu lle His Gly
805 810 815

Ser lle Gly Asp lle Leu Pro Lys Thr Glu Asp Arg GIn Cys Lys Ala
820 825 830

Leu Asp Ser Asp Ala Val Val Val Ala Val Phe Ser Gly Leu Pro Ala
835 840 845

Val Glu Lys Arg Arg Lys Met Val Thr Leu Gly Ala Asn Ala Lys Gly
850 855 860

Gly His Leu Glu Gly Leu GIn Met Thr Asp Leu Glu Asn Asn Ser Glu
865 870 875 880

Thr Gly Glu Leu GIn Pro Val Leu Pro Glu Gly Ala Ser Ala Ala Pro
885 890 895

Glu Glu Gly Met Ser Ser Asp Ser Asp lle Glu Cys Asp Thr Glu Asn
900 905 910
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Glu Glu GIn Glu Glu His Thr Ser Val Gly Gly Phe His Asp Ser Phe
915 920 925

Met Val Met Thr GIn Pro Pro Asp Glu Asp Thr His Ser Ser Phe Pro
930 935 940

Asp Gly Glu GIn lle Gly Pro Glu Asp Leu Ser Phe Asn Thr Asp Glu
945 950 955 960

Asn Ser Gly Arg

<210> 75

<211> 1398

<212> DNA

<213> Homo sapiens

<400> 75
atggcctcaa ccaccagcac caagaagatg atggaggaag ccacctgcte catctgectg 60

agcctgatga cgaacccagt aagcatcaac tgtggacaca gctactgeca cttgtgtata 120
acagacttct ttaaaaaccc aagccaaaag caactgaggc aggagacatt ctgetgtcce 180
cagtgtcggg ctccatttca tatggatagce ctccgaccca acaagceaget gggaagectc 240
attgaagccc tcaaagagac ggatcaagaa atgtcatgtg aggaacacgg agagcagttc 300
cacctgttct gcgaagacga ggggceagctc atctgetgge getgtgageg ggecaccacag 360
cacaaagggc acaccacagc tcttgttgaa gacgtatgec agggctacaa ggaaaagetc 420
cagaaagctg tgacaaaact gaagcaactt gaagacagat gtacggagca gaagctgtcc 480
acagcaatgc gaataactaa atggaaagag aaggtacaga ttcagagaca aaaaatccgg 540
tctgacttta agaatctcca gtgtttccta catgaggaag agaagtctta tctctggagg 600
ctggagaaag aagaacaaca gactctgagt agactgaggg actatgaggc tggtctgggg 660
ctgaagagca atgaactcaa gagccacatc ctggaactgg aggaaaaatg tcagggctca 720
gcccagaaat tgetgeagaa tgtgaatgac actttgagea ggagttggge tgtgaagetg 780

gaaacatcag aggctgtctc cttggaactt catactatgt gcaatgtttc caagctttac 840
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ttcgatgtga agaaaatgtt aaggagtcat caagttagtg tgactctgga tccagataca 900
gctcatcacg aactaattct ctctgaggat cggagacaag tgactcgtgg atacacccag 960
gagaatcagg acacatcttc caggagattt actgccttcc cctgtgtctt gggttgtgaa 1020
ggcttcacct caggaagacg ttactttgaa gtggatgttg gcgaaggaac cggatgggat 1080
ttaggagttt gtatggaaaa tgtgcagagg ggcactggca tgaagcaaga gectcagtet 1140
ggattctgga ccctcaggct gtgcaaaaag aaaggctatg tagcacttac ttctccccca 1200
acttcccttc atctgcatga gcageccectg cttgtgggaa tttttctgga ctatgaggee 1260
ggagttgtat ccttttataa cgggaatact ggctgecaca tctttacttt cccgaagget 1320
tccttctetg atactcteeg geectatttc caggtttatc aatattctec tttgtttctg 1380
cctcececcag gtgactaa 1398

<210> 76

<211> 465

<212> PRT

<213> Homo sapiens

<400> 76

Met Ala Ser Thr Thr Ser Thr Lys Lys Met Met Glu Glu Ala Thr Cys

1 5 10 15

Ser lle Cys Leu Ser Leu Met Thr Asn Pro Val Ser lle Asn Cys Gly
20 25 30

His Ser Tyr Cys His Leu Cys lle Thr Asp Phe Phe Lys Asn Pro Ser
35 40 45

GIn Lys GIn Leu Arg GIn Glu Thr Phe Cys Cys Pro Gln Cys Arg Ala
50 55 60

Pro Phe His Met Asp Ser Leu Arg Pro Asn Lys GIn Leu Gly Ser Leu
65 70 75 80

lle Glu Ala Leu Lys Glu Thr Asp GIn Glu Met Ser Cys Glu Glu His
85 90 95

167



Gly Glu GIn Phe His Leu Phe Cys Glu Asp Glu Gly GIn Leu lle Cys
100 105 110

Trp Arg Cys Glu Arg Ala Pro GIn His Lys Gly His Thr Thr Ala Leu
115 120 125

Val Glu Asp Val Cys GIn Gly Tyr Lys Glu Lys Leu GIn Lys Ala Val
130 135 140

Thr Lys Leu Lys GIn Leu Glu Asp Arg Cys Thr Glu GIn Lys Leu Ser
145 150 155 160

Thr Ala Met Arg lle Thr Lys Trp Lys Glu Lys Val GIn lle GIn Arg
165 170 175

GlIn Lys lle Arg Ser Asp Phe Lys Asn Leu GIn Cys Phe Leu His Glu
180 185 190

Glu Glu Lys Ser Tyr Leu Trp Arg Leu Glu Lys Glu Glu GIn GIn Thr
195 200 205

Leu Ser Arg Leu Arg Asp Tyr Glu Ala Gly Leu Gly Leu Lys Ser Asn
210 215 220

Glu Leu Lys Ser His lle Leu Glu Leu Glu Glu Lys Cys GIn Gly Ser
225 230 235 240

Ala GIn Lys Leu Leu GIn Asn Val Asn Asp Thr Leu Ser Arg Ser Trp
245 250 255

Ala Val Lys Leu Glu Thr Ser Glu Ala Val Ser Leu Glu Leu His Thr
260 265 270

Met Cys Asn Val Ser Lys Leu Tyr Phe Asp Val Lys Lys Met Leu Arg
275 280 285

Ser His GIn Val Ser Val Thr Leu Asp Pro Asp Thr Ala His His Glu
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290 295 300

Leu lle Leu Ser Glu Asp Arg Arg GIn Val Thr Arg Gly Tyr Thr GIn
305 310 315 320

Glu Asn GIn Asp Thr Ser Ser Arg Arg Phe Thr Ala Phe Pro Cys Val
325 330 335

Leu Gly Cys Glu Gly Phe Thr Ser Gly Arg Arg Tyr Phe Glu Val Asp
340 345 350

Val Gly Glu Gly Thr Gly Trp Asp Leu Gly Val Cys Met Glu Asn Val
355 360 365

GIn Arg Gly Thr Gly Met Lys GIn Glu Pro GIn Ser Gly Phe Trp Thr
370 375 380

Leu Arg Leu Cys Lys Lys Lys Gly Tyr Val Ala Leu Thr Ser Pro Pro
385 390 395 400

Thr Ser Leu His Leu His Glu GIn Pro Leu Leu Val Gly lle Phe Leu
405 410 415

Asp Tyr Glu Ala Gly Val Val Ser Phe Tyr Asn Gly Asn Thr Gly Cys
420 425 430

His lle Phe Thr Phe Pro Lys Ala Ser Phe Ser Asp Thr Leu Arg Pro
435 440 445

Tyr Phe GIn Val Tyr GIn Tyr Ser Pro Leu Phe Leu Pro Pro Pro Gly
450 455 460

Asp
465

<210> 77

<211> 1557

<212> DNA

<213> Homo sapiens
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<400> 77
atggcagaga caagtctgtt agaggctggg gectctgeag cctetacage tgeggetttg 60

gagaacttac aggtggaggc gagctgctct gtgtgectgg agtatctgaa ggaacctgte 120
atcattgagt gtgggcacaa cttctgcaaa gettgeatca ccecgetggtg ggaggaccta 180
gagagggact tcccttgtcc tgtctgtcga aagacatccc getaccgeag tctecgacct 240
aatcggcaac taggcagtat ggtggaaatt gccaagcage tccaggecgt caageggaag 300
atccgggatg agagcctctg cccccaacac catgaggecc tcagectttt ctgttatgag 360
gaccaggagg ctgtatgctt gatatgtgca atttcccaca cccaccggge ccacaccgtt 420
gtgccactgg acgatgctac acaggagtac aaggaaaaac tgcagaagtg tctggagcce 480
ctggaacaga agctgcagga gatcactcge tgcaagtcect ctgaggagaa gaagectggt 540
gagctcaaga gactagtgga aagtcgccga cagcagatct tgagggagtt tgaagagett 600
cataggcggc tggatgaaga gcagcaggtg ttgctttcac gactggaaga agaggaacag 660
gacattctgc agcgactccg agaaaatgct getcaccttg gggacaageg ccgggacctg 720
gcecacttgg ctgecgaggt ggagggceaag tgettacagt caggcettega gatgettaag 780
gatgtcaaaa gtaccctgga aaagaatatt cctagaaagt tcggaggctc actctcaacg 840
atctgtccac gggatcataa ggctctectt ggattagtaa aagaaatcaa cagatgtgaa 900
aaggtgaaga ccatggaggt gacttcagta tccatagagc tggaaaagaa cttcagcaat 960
tttccccgac agtactttge cctaaggaaa atccttaaac agctaattge ggatgtgacc 1020
ctggaccctg agacagctca tcctaaccta gtectgtcag aggatcgtaa gagegtcaag 1080
ttcgtggaga caagactccg ggatctcect gacacaccaa ggegtttcac cttctacecct 1140
tgcgtectgg ctactgaggg tttcacctca ggtcgacact actgggaggt ggaggtggge 1200
gacaagaccc actgggcagt gggtgtatgce cgggactccg tgageccgaaa gggegagttg 1260
actccactcc ctgagactgg ctactggegg gtgeggctat ggaatgggga caaatatgca 1320
gccaccacca caccttttac ccctttgecac atcaaggtga aacccaageg ggtaggecata 1380
ttcctagact atgaggcecegg cacactgtct ttctacaatg tcacagaccg ctctcatatc 1440

tacaccttca ctgatacttt tactgagaaa ctttggcccc tcttctaccc aggcatccgg 1500
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gctggacgga agaatgcetge accacttacc atcaggccecce caacagattg ggagtga

<210> 78

<211> 518

<212> PRT

<213> Homo sapiens

<400> 78
Met Ala Glu Thr Ser Leu Leu Glu Ala Gly Ala Ser Ala Ala Ser Thr

1 5 10 15

Ala Ala Ala Leu Glu Asn Leu GIn Val Glu Ala Ser Cys Ser Val Cys
20 25 30

Leu Glu Tyr Leu Lys Glu Pro Val lle lle Glu Cys Gly His Asn Phe
35 40 45

Cys Lys Ala Cys lle Thr Arg Trp Trp Glu Asp Leu Glu Arg Asp Phe
50 55 60

Pro Cys Pro Val Cys Arg Lys Thr Ser Arg Tyr Arg Ser Leu Arg Pro
65 70 75 80

Asn Arg GIn Leu Gly Ser Met Val Glu lle Ala Lys GIn Leu GIn Ala
85 90 95

Val Lys Arg Lys lle Arg Asp Glu Ser Leu Cys Pro GlIn His His Glu
100 105 110

Ala Leu Ser Leu Phe Cys Tyr Glu Asp GIn Glu Ala Val Cys Leu lle
115 120 125

Cys Ala lle Ser His Thr His Arg Ala His Thr Val Val Pro Leu Asp
130 135 140

Asp Ala Thr GIn Glu Tyr Lys Glu Lys Leu GIn Lys Cys Leu Glu Pro
145 150 155 160
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Leu Glu GlIn Lys Leu GIn Glu lle Thr Arg Cys Lys Ser Ser Glu Glu
165 170 175

Lys Lys Pro Gly Glu Leu Lys Arg Leu Val Glu Ser Arg Arg GIn GIn
180 185 190

lle Leu Arg Glu Phe Glu Glu Leu His Arg Arg Leu Asp Glu Glu GIn
195 200 205

GIn Val Leu Leu Ser Arg Leu Glu Glu Glu Glu GIn Asp lle Leu GIn
210 215 220

Arg Leu Arg Glu Asn Ala Ala His Leu Gly Asp Lys Arg Arg Asp Leu
225 230 235 240

Ala His Leu Ala Ala Glu Val Glu Gly Lys Cys Leu GIn Ser Gly Phe
245 250 255

Glu Met Leu Lys Asp Val Lys Ser Thr Leu Glu Lys Asn lle Pro Arg
260 265 270

Lys Phe Gly Gly Ser Leu Ser Thr lle Cys Pro Arg Asp His Lys Ala
275 280 285

Leu Leu Gly Leu Val Lys Glu lle Asn Arg Cys Glu Lys Val Lys Thr
290 295 300

Met Glu Val Thr Ser Val Ser lle Glu Leu Glu Lys Asn Phe Ser Asn
305 310 315 320

Phe Pro Arg GIn Tyr Phe Ala Leu Arg Lys lle Leu Lys GIn Leu lle
325 330 335

Ala Asp Val Thr Leu Asp Pro Glu Thr Ala His Pro Asn Leu Val Leu
340 345 350

Ser Glu Asp Arg Lys Ser Val Lys Phe Val Glu Thr Arg Leu Arg Asp
355 360 365
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Leu Pro Asp Thr Pro Arg Arg Phe Thr Phe Tyr Pro Cys Val Leu Ala
370 375 380

Thr Glu Gly Phe Thr Ser Gly Arg His Tyr Trp Glu Val Glu Val Gly
385 390 395 400

Asp Lys Thr His Trp Ala Val Gly Val Cys Arg Asp Ser Val Ser Arg
405 410 415

Lys Gly Glu Leu Thr Pro Leu Pro Glu Thr Gly Tyr Trp Arg Val Arg
420 425 430

Leu Trp Asn Gly Asp Lys Tyr Ala Ala Thr Thr Thr Pro Phe Thr Pro
435 440 445

Leu His lle Lys Val Lys Pro Lys Arg Val Gly lle Phe Leu Asp Tyr
450 455 460

Glu Ala Gly Thr Leu Ser Phe Tyr Asn Val Thr Asp Arg Ser His lle
465 470 475 480

Tyr Thr Phe Thr Asp Thr Phe Thr Glu Lys Leu Trp Pro Leu Phe Tyr
485 490 495

Pro Gly lle Arg Ala Gly Arg Lys Asn Ala Ala Pro Leu Thr lle Arg
500 505 510

Pro Pro Thr Asp Trp Glu
515

<210> 79

<211> 777

<212> DNA

<213> Homo sapiens

<400> 79
atgatccctt tgcagaagga caaccaggag gagggtgtct geecccatctg ccaggagage

ctgaaggagg ccgtgagcac caactgcgga catctcttct gtcgagtgtg cctgacacag
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catgtggaga aggcctcage ctctggggtc ttetgetgec cectetgecg gaagecctgt 180
tctgaggagg tgctagggac aggctatatc tgecccaacc accagaagag ggtgtgcagg 240
ttctgtgagg agagcagact tcttctatgt gtggaatgcec tggtgteece tgaacacatg 300
tctcatcatg aactgaccat tgaaaatgcec ctcagecact acaaggaacg actcaatcge 360
cggagcagga agctcagaaa ggacattgca gaacttcagce ggetcaaggce tcagcaggag 420
aagaaactgc aggctctgca gtttcaggta gaccacggga accacaggct ggaggetggg 480
ccggagagcc agcaccaaac cagggaacag ctgggtgecec tecctcagea gtggetggge 540
cagctggagc acatgccagce agaagceggec agaatcecttg acatctccag ggcagtaaca 600
cagctcagaa gcctggtcat tgatctggaa aggacggceca aggaattaga caccaacaca 660
ctgaagaatg ctggtgactt actgaacagg agtgctccac agaaattaga ggttatttat 720
ccccagttgg agaaaggagt cagtgaattg cttcttcage cccctcagaa getctga 777
<210> 80

<211> 258

<212> PRT

<213> Homo sapiens

<400> 80

Met Ile Pro Leu GIn Lys Asp Asn GlIn Glu Glu Gly Val Cys Pro lle

1 5 10 15

Cys GIn Glu Ser Leu Lys Glu Ala Val Ser Thr Asn Cys Gly His Leu
20 25 30

Phe Cys Arg Val Cys Leu Thr GIn His Val Glu Lys Ala Ser Ala Ser
35 40 45

Gly Val Phe Cys Cys Pro Leu Cys Arg Lys Pro Cys Ser Glu Glu Val
50 55 60

Leu Gly Thr Gly Tyr lle Cys Pro Asn His GIn Lys Arg Val Cys Arg
65 70 75 80

Phe Cys Glu Glu Ser Arg Leu Leu Leu Cys Val Glu Cys Leu Val Ser
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85 90 95

Pro Glu His Met Ser His His Glu Leu Thr lle Glu Asn Ala Leu Ser
100 105 110

His Tyr Lys Glu Arg Leu Asn Arg Arg Ser Arg Lys Leu Arg Lys Asp
115 120 125

lle Ala Glu Leu GIn Arg Leu Lys Ala GIn GIn Glu Lys Lys Leu GlIn
130 135 140

Ala Leu GIn Phe GIn Val Asp His Gly Asn His Arg Leu Glu Ala Gly
145 150 155 160

Pro Glu Ser GIn His GIn Thr Arg Glu GIn Leu Gly Ala Leu Pro GIn
165 170 175

GIn Trp Leu Gly GIn Leu Glu His Met Pro Ala Glu Ala Ala Arg lle
180 185 190

Leu Asp lle Ser Arg Ala Val Thr GIn Leu Arg Ser Leu Val lle Asp
195 200 205

Leu Glu Arg Thr Ala Lys Glu Leu Asp Thr Asn Thr Leu Lys Asn Ala
210 215 220

Gly Asp Leu Leu Asn Arg Ser Ala Pro GIn Lys Leu Glu Val lle Tyr
225 230 235 240

Pro GIn Leu Glu Lys Gly Val Ser Glu Leu Leu Leu GIn Pro Pro GIn
245 250 255

Lys Leu

<210> 81

<211> 1893

<212> DNA

<213> Homo sapiens
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<400> 81
atggctgeeg ttgecatgac acccaaccct gtgeagaccc ttcaggagga ggeggtgtge 60

gccatctgec tegattactt cacggacccc gtgtecatcg getgegggea caacttctge 120
cgagtttgtg taacccagtt gtggggtggg gaggatgagg aggacagaga tgagttagat 180
cgggaggagg aggaggagga cggagaggag gaggaagtgg aggctgtggg ggctggegeg 240
gggtgggaca cccccatgeg ggatgaagac tacgagggtg acatggagga ggaggtcgag 300
gaggaagaag agggtgtgtt ctggaccagt ggcatgagca ggtccagetg ggacaacatg 360
gactatgtgt gggaggagga ggacgaggag gaagacctgg actactactt gggggacatg 420
gaggaggagg acctgagggg ggaggatgag gaggacgagg aggaagtgct ggaggaggtt 480
gaggaagagg atctagaccc cgtcacccca ctgecccege ctecageccc teggaggtge 540
ttcacatgcc ctcagtgecg aaagagcttt cctcggegga gettecgecee caacctgecag 600
ctggccaata tggtccaggt gattcggeag atgcacccaa cecctggteg agggagecge 660
gtgaccgatc agggcatctg tcccaaacac caagaagccc tgaagctctt ctgegaggta 720
gacgaagagg ccatctgtgt ggtgtgccga gaatccagga gecacaaaca gcacagegtg 780
gtgccattgg aggaggtggt gcaggagtac aaggcecaaac tgcaggggea cgtggaacca 840
ctgaggaagc acctggaggce agtgcagaag atgaaagcca aggaggagag gegagtgaca 900
gaactgaaga gccagatgaa gtcagagctg gcageggtgg cctcggagtt tgggegactg 960
acacggtttc tggctgaaga gcaggceaggg ctggaacgge gtctcagaga gatgcatgaa 1020
gcccagetgg ggegtgeggg agecgeggct agtegecttg cagaacagge cgeccagete 1080
agcegectge tggeagagge ccaggagegg agecageagg ggggteteeg getgetccag 1140
gacatcaagg agactttcaa taggtgtgaa gaggtacagc tgcagccccc agaggtctgg 1200
tccectgacc cgtgecaacc ccatagecat gacttcctga cagatgecat cgtgaggaaa 1260
atgagccgga tgttctgtca ggetgegaga gtggacctga cgetggaccce tgacacgget 1320
cacccggecc tgatgctgte ccctgaccge cggggggtece gectggeaga geggeggeag 1380

gaggttgctg accatcccaa gegcettceteg gecgactget gegtactggg ggeccaggge 1440

ttcegetecg geeggeacta ctgggaggta gaggtggegceg ggeggeggeg ctgggeggtg 1500
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ggtgctgecec gtgaatcaac ccatcataag gaaaaggtgg geectggggg ttectecgtg 1560
ggcagcgggg atgccagctc ctegegecat caccatcgec geegeegget ccacctgeee 1620
cagcagcccc tgctccageg ggaagtgtgg tgegtgggea ccaacggceaa acgetatcag 1680
gcccagagct ccacagaaca gacgcetgetg ageecccagtg agaaaccaag gegetttggt 1740
gtgtacctgg actatgaagc tgggcegectg ggcttctaca acgcagagac tctageccac 1800
gtgcacacct tcteggcetge cttectggge gagegtgtct ttectttett ccgggtgete 1860
tccaagggca cccgeatcaa getetgeect tga 1893

<210> 82

<211> 630

<212> PRT

<213> Homo sapiens

<400> 82

Met Ala Ala Val Ala Met Thr Pro Asn Pro Val GIn Thr Leu GIn Glu

1 5 10 15

Glu Ala Val Cys Ala lle Cys Leu Asp Tyr Phe Thr Asp Pro Val Ser
20 25 30

lle Gly Cys Gly His Asn Phe Cys Arg Val Cys Val Thr GIn Leu Trp
35 40 45

Gly Gly Glu Asp Glu Glu Asp Arg Asp Glu Leu Asp Arg Glu Glu Glu
50 55 60

Glu Glu Asp Gly Glu Glu Glu Glu Val Glu Ala Val Gly Ala Gly Ala
65 70 75 80

Gly Trp Asp Thr Pro Met Arg Asp Glu Asp Tyr Glu Gly Asp Met Glu
85 90 95

Glu Glu Val Glu Glu Glu Glu Glu Gly Val Phe Trp Thr Ser Gly Met
100 105 110
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Ser Arg Ser Ser Trp Asp Asn Met Asp Tyr Val Trp Glu Glu Glu Asp
115 120 125

Glu Glu Glu Asp Leu Asp Tyr Tyr Leu Gly Asp Met Glu Glu Glu Asp
130 135 140

Leu Arg Gly Glu Asp Glu Glu Asp Glu Glu Glu Val Leu Glu Glu Val
145 150 155 160

Glu Glu Glu Asp Leu Asp Pro Val Thr Pro Leu Pro Pro Pro Pro Ala
165 170 175

Pro Arg Arg Cys Phe Thr Cys Pro GIn Cys Arg Lys Ser Phe Pro Arg
180 185 190

Arg Ser Phe Arg Pro Asn Leu GIn Leu Ala Asn Met Val GIn Val lle
195 200 205

Arg GIn Met His Pro Thr Pro Gly Arg Gly Ser Arg Val Thr Asp GIn
210 215 220

Gly lle Cys Pro Lys His GIn Glu Ala Leu Lys Leu Phe Cys Glu Val
225 230 235 240

Asp Glu Glu Ala lle Cys Val Val Cys Arg Glu Ser Arg Ser His Lys
245 250 255

GlIn His Ser Val Val Pro Leu Glu Glu Val Val GIn Glu Tyr Lys Ala
260 265 270

Lys Leu GIn Gly His Val Glu Pro Leu Arg Lys His Leu Glu Ala Val
275 280 285

GlIn Lys Met Lys Ala Lys Glu Glu Arg Arg Val Thr Glu Leu Lys Ser
290 295 300

GIn Met Lys Ser Glu Leu Ala Ala Val Ala Ser Glu Phe Gly Arg Leu
305 310 315 320
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Thr Arg Phe Leu Ala Glu Glu GIn Ala Gly Leu Glu Arg Arg Leu Arg
325 330 335

Glu Met His Glu Ala GIn Leu Gly Arg Ala Gly Ala Ala Ala Ser Arg
340 345 350

Leu Ala Glu GIn Ala Ala GIn Leu Ser Arg Leu Leu Ala Glu Ala GIn
355 360 365

Glu Arg Ser GIn GIn Gly Gly Leu Arg Leu Leu GIn Asp lle Lys Glu
370 375 380

Thr Phe Asn Arg Cys Glu Glu Val GIn Leu GIn Pro Pro Glu Val Trp
385 390 395 400

Ser Pro Asp Pro Cys Gln Pro His Ser His Asp Phe Leu Thr Asp Ala
405 410 415

lle Val Arg Lys Met Ser Arg Met Phe Cys GIn Ala Ala Arg Val Asp
420 425 430

Leu Thr Leu Asp Pro Asp Thr Ala His Pro Ala Leu Met Leu Ser Pro
435 440 445

Asp Arg Arg Gly Val Arg Leu Ala Glu Arg Arg GIn Glu Val Ala Asp
450 455 460

His Pro Lys Arg Phe Ser Ala Asp Cys Cys Val Leu Gly Ala GIn Gly
465 470 475 480

Phe Arg Ser Gly Arg His Tyr Trp Glu Val Glu Val Gly Gly Arg Arg
485 490 495

Gly Trp Ala Val Gly Ala Ala Arg Glu Ser Thr His His Lys Glu Lys
500 505 510

Val Gly Pro Gly Gly Ser Ser Val Gly Ser Gly Asp Ala Ser Ser Ser
515 520 525
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Arg His His His Arg Arg Arg Arg Leu His Leu Pro GIn GIn Pro Leu
530 535 540

Leu GIn Arg Glu Val Trp Cys Val Gly Thr Asn Gly Lys Arg Tyr GIn
545 550 555 560

Ala GIn Ser Ser Thr Glu GIn Thr Leu Leu Ser Pro Ser Glu Lys Pro
565 570 575

Arg Arg Phe Gly Val Tyr Leu Asp Tyr Glu Ala Gly Arg Leu Gly Phe
580 585 590

Tyr Asn Ala Glu Thr Leu Ala His Val His Thr Phe Ser Ala Ala Phe
595 600 605

Leu Gly Glu Arg Val Phe Pro Phe Phe Arg Val Leu Ser Lys Gly Thr
610 615 620

Arg lle Lys Leu Cys Pro
625 630

<210> 83

<211> 2172

<212> DNA

<213> Homo sapiens

<400> 83
atggaaactg ctatgtgcgt ttgctgteca tgttgtacat ggcagagatg ttgtcctcag 60

ttatgctect gtetgtgetg caagttcatc ttcacctcag ageggaactg cacctgettc 120
ccctgecectt acaaagatga geggaactge cagttctgece actgeacctg ttctgagage 180
cccaactgcc attggtgttg ctgctcttgg geccaatgatce ccaactgtaa gtgetgetge 240
acagccagca gcaatctcaa ctgctactac tatgagagcec getgetgeeg caataccatc 300
atcactttcc acaagggccg cctcaggagce atccatacct cctccaagac tgeectgege 360
actgggagca gcgataccca ggtggatgaa gtaaagtcaa taccagccaa cagtcacctg 420

gtgaaccacc tcaattgccc catgtgeage cggetgegec tgeactcatt catgetgeece 480
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tgcaaccaca gectgtgega gaagtgectg cggeagetge agaageacge cgaggtcacc 540
gagaacttct tcatcctcat ctgeccagtg tgegacceget cgeactgeat gecctacage 600
aacaagatgc agctgeccga gaactacctg cacgggegtc tcaccaageg ctacatgcag 660
gagcacggct acctcaagtg gegctttgac cgetecteeg ggeccatect ctgecaggte 720
tgccgeaaca agegceatcgc ttacaagegce tgeatcacct geegectcaa cctgtgcaac 780
gactgcctca aggccttcca ctcggatgtg geccatgcaag accacgtctt tgtggacacc 840
agcgcecgagg aacaggacga gaagatctge atccaccacc catccageceg catcatcgag 900
tactgccgca atgacaacaa attgctctge accttctgea agttctcttt ccacaatgge 960
cacgacacca ttagcctcat cgacgectge teccgagaggg ccgectcact cttcagegee 1020
atcgccaagt tcaaagcagt ccgatatgaa attgataatg acctaatgga attcaacatc 1080
ttaaaaaaca gctttaaagce tgacaaggag gcaaagcgaa aagagatcag aaatggettt 1140
ctcaagttgc gcagcattct tcaggagaaa gagaagatca tcatggagca gatagagaat 1200
ctagaagtgt ccaggcagaa ggaaattgaa aaatatgtgt atgttacaac catgaaagtg 1260
aacgagatgg atggtctgat cgectactcec aaggaagcecce tgaaggagac tggecaggtg 1320
gcattcctge agtcagecaa gatcetggtg gaccagatcg aggacggceat ccagaccacc 1380
tacaggcctg acccacaget ccggetgeac tcaataaact acgtgecectt ggactttgtt 1440
gagctttcca gtgccatcca tgagctcttc cccacaggge ccaagaaggt acgectcctca 1500
ggggactccc tgeecteccc ctacceegtg cactcagaaa caatgattge caggaaggtc 1560
actttcagca cccacagcct cggcaaccag cacatatacc agcgaagctc ctccatgttg 1620
tccttcagea acactgacaa gaaggccaag gtgggtcetgg aggectgtgg gagageccag 1680
tcagccaccc ccgecaaacc cacagacgge ctctacacct actggagtge tggagcagac 1740
agccagtctg tacagaacag cagcagcttc cacaactggt actcattcaa cgatggetct 1800
gtgaagaccc caggcccaat tgttatctac cagactctgg tgtacccaag agetgccaag 1860
gtttactgga catgtccagc agaagacgtg gactcttttg agatggaatt ctatgaagtc 1920

attacttctc ctcctaacaa cgtacaaatg gagctctgtg gacaaattcg ggacataatg 1980
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cagcaaaatc tggagctgca caacctgacc cccaacacag aatacgtgtt taaagttaga 2040
gccatcaatg ataatggtcce tgggcaatgg agtgatatct gcaaggtggt aacaccagat 2100

ggacatggga agaaccgagc taagtggggc ctgetgaaga atatccagtc tgeectccag 2160
aagcacttct ga 2172

<210> 84

<211> 723

<212> PRT

<213> Homo sapiens

<400> 84

Met Glu Thr Ala Met Cys Val Cys Cys Pro Cys Cys Thr Trp GIn Arg

1 5 10 15

Cys Cys Pro GIn Leu Cys Ser Cys Leu Cys Cys Lys Phe lle Phe Thr
20 25 30

Ser Glu Arg Asn Cys Thr Cys Phe Pro Cys Pro Tyr Lys Asp Glu Arg
35 40 45

Asn Cys GIn Phe Cys His Cys Thr Cys Ser Glu Ser Pro Asn Cys His
50 55 60

Trp Cys Cys Cys Ser Trp Ala Asn Asp Pro Asn Cys Lys Cys Cys Cys
65 70 75 80

Thr Ala Ser Ser Asn Leu Asn Cys Tyr Tyr Tyr Glu Ser Arg Cys Cys
85 90 95

Arg Asn Thr lle lle Thr Phe His Lys Gly Arg Leu Arg Ser lle His
100 105 110

Thr Ser Ser Lys Thr Ala Leu Arg Thr Gly Ser Ser Asp Thr GIn Val
115 120 125

Asp Glu Val Lys Ser lle Pro Ala Asn Ser His Leu Val Asn His Leu
130 135 140
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Asn Cys Pro Met Cys Ser Arg Leu Arg Leu His Ser Phe Met Leu Pro
145 150 155 160

Cys Asn His Ser Leu Cys Glu Lys Cys Leu Arg GIn Leu GIn Lys His
165 170 175

Ala Glu Val Thr Glu Asn Phe Phe lle Leu lle Cys Pro Val Cys Asp
180 185 190

Arg Ser His Cys Met Pro Tyr Ser Asn Lys Met GIn Leu Pro Glu Asn
195 200 205

Tyr Leu His Gly Arg Leu Thr Lys Arg Tyr Met GIn Glu His Gly Tyr
210 215 220

Leu Lys Trp Arg Phe Asp Arg Ser Ser Gly Pro lle Leu Cys GlIn Val
225 230 235 240

Cys Arg Asn Lys Arg lle Ala Tyr Lys Arg Cys lle Thr Cys Arg Leu
245 250 255

Asn Leu Cys Asn Asp Cys Leu Lys Ala Phe His Ser Asp Val Ala Met
260 265 270

GIn Asp His Val Phe Val Asp Thr Ser Ala Glu Glu GIn Asp Glu Lys
275 280 285

lle Cys lle His His Pro Ser Ser Arg lle lle Glu Tyr Cys Arg Asn
290 295 300

Asp Asn Lys Leu Leu Cys Thr Phe Cys Lys Phe Ser Phe His Asn Gly
305 310 315 320

His Asp Thr lle Ser Leu lle Asp Ala Cys Ser Glu Arg Ala Ala Ser
325 330 335

Leu Phe Ser Ala lle Ala Lys Phe Lys Ala Val Arg Tyr Glu lle Asp
340 345 350
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Asn Asp Leu Met Glu Phe Asn lle Leu Lys Asn Ser Phe Lys Ala Asp
355 360 365

Lys Glu Ala Lys Arg Lys Glu lle Arg Asn Gly Phe Leu Lys Leu Arg
370 375 380

Ser lle Leu GIn Glu Lys Glu Lys lle lle Met Glu GIn lle Glu Asn
385 390 395 400

Leu Glu Val Ser Arg GIn Lys Glu lle Glu Lys Tyr Val Tyr Val Thr
405 410 415

Thr Met Lys Val Asn Glu Met Asp Gly Leu lle Ala Tyr Ser Lys Glu
420 425 430

Ala Leu Lys Glu Thr Gly GIn Val Ala Phe Leu GIn Ser Ala Lys lle
435 440 445

Leu Val Asp GIn lle Glu Asp Gly lle GIn Thr Thr Tyr Arg Pro Asp
450 455 460

Pro GIn Leu Arg Leu His Ser lle Asn Tyr Val Pro Leu Asp Phe Val
465 470 475 480

Glu Leu Ser Ser Ala lle His Glu Leu Phe Pro Thr Gly Pro Lys Lys
485 490 495

Val Arg Ser Ser Gly Asp Ser Leu Pro Ser Pro Tyr Pro Val His Ser
500 505 510

Glu Thr Met lle Ala Arg Lys Val Thr Phe Ser Thr His Ser Leu Gly
515 520 525

Asn GIn His lle Tyr GIn Arg Ser Ser Ser Met Leu Ser Phe Ser Asn
530 535 540

Thr Asp Lys Lys Ala Lys Val Gly Leu Glu Ala Cys Gly Arg Ala GIn
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545 550 555 560

Ser Ala Thr Pro Ala Lys Pro Thr Asp Gly Leu Tyr Thr Tyr Trp Ser
565 570 575

Ala Gly Ala Asp Ser GIn Ser Val GIn Asn Ser Ser Ser Phe His Asn
580 585 590

Trp Tyr Ser Phe Asn Asp Gly Ser Val Lys Thr Pro Gly Pro lle Val
595 600 605

lle Tyr GIn Thr Leu Val Tyr Pro Arg Ala Ala Lys Val Tyr Trp Thr
610 615 620

Cys Pro Ala Glu Asp Val Asp Ser Phe Glu Met Glu Phe Tyr Glu Val
625 630 635 640

lle Thr Ser Pro Pro Asn Asn Val GIn Met Glu Leu Cys Gly GIn lle
645 650 655

Arg Asp lle Met GIn GIn Asn Leu Glu Leu His Asn Leu Thr Pro Asn
660 665 670

Thr Glu Tyr Val Phe Lys Val Arg Ala lle Asn Asp Asn Gly Pro Gly
675 680 685

GIn Trp Ser Asp lle Cys Lys Val Val Thr Pro Asp Gly His Gly Lys
690 695 700

Asn Arg Ala Lys Trp Gly Leu Leu Lys Asn lle GIn Ser Ala Leu GIn
705 710 715 720

Lys His Phe

<210> 85

<211> 1341

<212> DNA

<213> Homo sapiens
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<400> 85
atggactcag acttctcaca tgccttccag aaggaactca cctgegtcat ctgtttgaac 60

tacctggtag accctgtcac catctgetgt gggeacagct tctgtaggec ctgtctctge 120
ctttcgtggg aggaagccca aagtcctgea aactgecctg catgcaggga accatcaccg 180
daaatggact tcaaaaccaa tattcttctg aagaatttag tgaccattge cagaaaagec 240
agtctctggce aattcctgag ctctgagaaa caaatatgtg ggacccatag gcaaacaaag 300
aagatgttct gtgacatgga caagagtctc ctctgettge tgtgetccaa ctctcaggag 360
cacggggctc acaaacacca tcccatcgaa gaggceagetg aggaacaccg ggagaaactc 420
ttaaagcaaa tgaggatttt atggaaaaag attcaagaaa atcagagaaa tctatatgag 480
gagggaagaa cagccttcct ctggaggggc aatgtggttt tacgggcaca gatgatcagg 540
aatgagtata ggaagctgca tccggttctc cataaggaag aaaaacaaca tttagagaga 600
ctgaacaagg aataccaaga gatttttcag caactccaga gaagttgggt caaaatggat 660
caaaagagta aacacttgaa agaaatgtat caggaactaa tggaaatgtg tcataaacca 720
gatgtggagc tgctccagga tttgggagac atcgtggeaa ggagtgagte cgtgetgetg 780
cacatgcccc agectgtgaa tccagagcte actgcaggac ccatcactgg actggtgtac 840
aggctcaacc gettcegagt ggaaatttec ttccattttg aagtaaccaa tcacaatatc 900
aggctctttg aggatgtgag aagttggatg tttagacgtg gacctttgaa ttctgacaga 960
tctgactatt ttgectgeatg gggagccagg gtcttctect ttgggaaaca ctactgggag 1020
ctggatgtgg acaactcttg tgactgggct ctgggagtct gtaacaactc ctggataagg 1080
aagaatagca caatggttaa ctctgaggac atatttcttc ttttgtgtct gaaggtggat 1140
aatcatttca atctcttgac cacctcccca gtgtttcctc actacataga gaaacctctg 1200
ggccgggttg gtgtgtttct tgattttgaa agtggaagtg tgagtttttt gaatgtcacc 1260
aagagttccc tcatatggag ttacccagct ggctecttaa cttttectgt caggectttc 1320
ttttacactg gccacagatg a 1341

<210> 86
<211> 446
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<212> PRT
<213> Homo sapiens

<400> 86
Met Asp Ser Asp Phe Ser His Ala Phe GIn Lys Glu Leu Thr Cys Val

1 5 10 15

lle Cys Leu Asn Tyr Leu Val Asp Pro Val Thr lle Cys Cys Gly His
20 25 30

Ser Phe Cys Arg Pro Cys Leu Cys Leu Ser Trp Glu Glu Ala GIn Ser
35 40 45

Pro Ala Asn Cys Pro Ala Cys Arg Glu Pro Ser Pro Lys Met Asp Phe
50 55 60

Lys Thr Asn lle Leu Leu Lys Asn Leu Val Thr lle Ala Arg Lys Ala
65 70 75 80

Ser Leu Trp GlIn Phe Leu Ser Ser Glu Lys GlIn lle Cys Gly Thr His
85 90 95

Arg GIn Thr Lys Lys Met Phe Cys Asp Met Asp Lys Ser Leu Leu Cys
100 105 110

Leu Leu Cys Ser Asn Ser Gln Glu His Gly Ala His Lys His His Pro
115 120 125

lle Glu Glu Ala Ala Glu Glu His Arg Glu Lys Leu Leu Lys GIn Met
130 135 140

Arg lle Leu Trp Lys Lys lle Gln Glu Asn GIn Arg Asn Leu Tyr Glu
145 150 155 160

Glu Gly Arg Thr Ala Phe Leu Trp Arg Gly Asn Val Val Leu Arg Ala
165 170 175

GIn Met lle Arg Asn Glu Tyr Arg Lys Leu His Pro Val Leu His Lys
180 185 190
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Glu Glu Lys GIn His Leu Glu Arg Leu Asn Lys Glu Tyr GIn Glu lle
195 200 205

Phe GIn GIn Leu GIn Arg Ser Trp Val Lys Met Asp Gln Lys Ser Lys
210 215 220

His Leu Lys Glu Met Tyr GIn Glu Leu Met Glu Met Cys His Lys Pro
225 230 235 240

Asp Val Glu Leu Leu GIn Asp Leu Gly Asp lle Val Ala Arg Ser Glu
245 250 255

Ser Val Leu Leu His Met Pro GIn Pro Val Asn Pro Glu Leu Thr Ala
260 265 270

Gly Pro lle Thr Gly Leu Val Tyr Arg Leu Asn Arg Phe Arg Val Glu
275 280 285

lle Ser Phe His Phe Glu Val Thr Asn His Asn lle Arg Leu Phe Glu
290 295 300

Asp Val Arg Ser Trp Met Phe Arg Arg Gly Pro Leu Asn Ser Asp Arg
305 310 315 320

Ser Asp Tyr Phe Ala Ala Trp Gly Ala Arg Val Phe Ser Phe Gly Lys
325 330 335

His Tyr Trp Glu Leu Asp Val Asp Asn Ser Cys Asp Trp Ala Leu Gly
340 345 350

Val Cys Asn Asn Ser Trp lle Arg Lys Asn Ser Thr Met Val Asn Ser
355 360 365

Glu Asp lle Phe Leu Leu Leu Cys Leu Lys Val Asp Asn His Phe Asn
370 375 380

Leu Leu Thr Thr Ser Pro Val Phe Pro His Tyr lle Glu Lys Pro Leu

188



385 390 395 400

Gly Arg Val Gly Val Phe Leu Asp Phe Glu Ser Gly Ser Val Ser Phe
405 410 415

Leu Asn Val Thr Lys Ser Ser Leu lle Trp Ser Tyr Pro Ala Gly Ser
420 425 430

Leu Thr Phe Pro Val Arg Pro Phe Phe Tyr Thr Gly His Arg
435 440 445

<210> 87

<211> 1035

<212> DNA

<213> Homo sapiens

<400> 87
atggcctctg gagtgggcgce ggecttcgag gaactgectc acgacggeac gtgtgacgag 60

tgcgageccg acgaggetece gggggeegag gaagtgtgec gagaatgegg cttetgetac 120
tgcegeegec atgecgagge geacaggeag aagttectca gtcaccatct ggecgaatac 180
gtccacggcet cccaggectg gaccecgeca getgacggag agggggeges gaaggaagaa 240
gcggaggtca aggtggagea ggagagggag atagaaageg aggecagggga agagagtgag 300
tcggaggaag agagcegagtc agaggaagag agcgagacag aggaagagag tgaggatgag 360
agcgatgagg agagtgaaga agacagcgag gaagaaatgg aggatgagcea agaaagegag 420
gccgaagaag acaaccaaga agaaggggaa tccgaggegg agggagaaac tgaggeagaa 480
agtgaatttg acccagaaat agaaatggaa gcagagagag tggccaagag gaagtgtccg 540
gaccatgggc ttgatttgag tacctattgc caggaagata ggcagctcat ctgtgtcctg 600
tgtccagtca ttggggctca ccagggecac caactctcca ccctagacga agectttgaa 660
gaattaagaa gcaaagactc aggtggactg aaggccgcta tgatcgaatt ggtggaaagg 720
ttgaagttca agagctcaga ccctaaagta actcgggacc aaatgaagat gtttatacag 780
caggaattta agaaagttca gaaagtgatt gctgatgagg agcagaaggce ccttcatcta 840

gtggacatcc aagaggcaat ggccacagct catgtgactg agatactgge agacatccaa 900
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tcccacatgg ataggttgat gactcagatg gcccaageca aggaacaact tgatacctct 960
aatgaatcag ctgagccaaa ggcagagggc gatgaggaag gacccagtgg tgccagtgaa 1020
gaagaggaca catga 1035

<210> 88

<211> 344

<212> PRT

<213> Homo sapiens

<400> 88

Met Ala Ser Gly Val Gly Ala Ala Phe Glu Glu Leu Pro His Asp Gly

1 5 10 15

Thr Cys Asp Glu Cys Glu Pro Asp Glu Ala Pro Gly Ala Glu Glu Val
20 25 30

Cys Arg Glu Cys Gly Phe Cys Tyr Cys Arg Arg His Ala Glu Ala His
35 40 45

Arg GIn Lys Phe Leu Ser His His Leu Ala Glu Tyr Val His Gly Ser
50 55 60

GIn Ala Trp Thr Pro Pro Ala Asp Gly Glu Gly Ala Gly Lys Glu Glu
65 70 75 80

Ala Glu Val Lys Val Glu GIn Glu Arg Glu lle Glu Ser Glu Ala Gly
85 90 95

Glu Glu Ser Glu Ser Glu Glu Glu Ser Glu Ser Glu Glu Glu Ser Glu
100 105 110

Thr Glu Glu Glu Ser Glu Asp Glu Ser Asp Glu Glu Ser Glu Glu Asp
115 120 125

Ser Glu Glu Glu Met Glu Asp Glu GIn Glu Ser Glu Ala Glu Glu Asp
130 135 140

Asn GIn Glu Glu Gly Glu Ser Glu Ala Glu Gly Glu Thr Glu Ala Glu
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145 150 155 160

Ser Glu Phe Asp Pro Glu lle Glu Met Glu Ala Glu Arg Val Ala Lys
165 170 175

Arg Lys Cys Pro Asp His Gly Leu Asp Leu Ser Thr Tyr Cys GiIn Glu
180 185 190

Asp Arg GIn Leu lle Cys Val Leu Cys Pro Val lle Gly Ala His GIn
195 200 205

Gly His GIn Leu Ser Thr Leu Asp Glu Ala Phe Glu Glu Leu Arg Ser
210 215 220

Lys Asp Ser Gly Gly Leu Lys Ala Ala Met lle Glu Leu Val Glu Arg
225 230 235 240

Leu Lys Phe Lys Ser Ser Asp Pro Lys Val Thr Arg Asp GIn Met Lys
245 250 255

Met Phe lle GIn GIn Glu Phe Lys Lys Val GIn Lys Val lle Ala Asp
260 265 270

Glu Glu GIn Lys Ala Leu His Leu Val Asp lle GIn Glu Ala Met Ala
275 280 285

Thr Ala His Val Thr Glu lle Leu Ala Asp lle GIn Ser His Met Asp
290 295 300

Arg Leu Met Thr GIn Met Ala GIn Ala Lys Glu GIn Leu Asp Thr Ser
305 310 315 320

Asn Glu Ser Ala Glu Pro Lys Ala Glu Gly Asp Glu Glu Gly Pro Ser
325 330 335

Gly Ala Ser Glu Glu Glu Asp Thr
340
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<210> 89

<211> 1743

<212> DNA

<213> Homo sapiens

<400> 89
atgtcagaaa acagaaaacc gctgetgggc tttgtaagea aactcactag tgggactgca 60

cttgggaact caggcaagac tcactgcccc ctgtgettgg ggettttcaa agecccccagg 120
ctcttgectt gtttgcatac agtttgcacc acgtgtctgg agcagetgga geecttctca 180
gtagtggaca tccgaggggg agactctgac acaagctctg aggggtcaat attccaggaa 240
ctcaagccac gaagtctgca gtcgecagatc ggeatccttt gtectgtatg tgatgctcag 300
gtggacctgc ccatgggtgg agtgaaggct ttaaccatag accacctgge cgtgaatgat 360
gtgatgctgg agagcctacg tggggaagge cagggectgg tgtgtgacct gtgcaacgac 420
agggaagtag agaagaggtg tcagacctge aaagccaacc tctgecactt ctgetgeccag 480
gctcataggce ggcagaagaa aacgacttac cacaccatgg tggacctaaa agacttgaaa 540
ggctacagcec ggattgggaa geccatectg tgtectgtic accctgeaga ggaactgagg 600
ctgttctgtg agttctgtga ccggeccegtg tgccaggatt gtgtggtggg ggageatcgg 660
gaacacccct gtgacttcac cagcaatgtc atccacaagce atggggactc tgtgtgggag 720
ctcctcaaag gtactcagcec ccacgtggag geectggagg aagecctgge tcagatccac 780
ataataaaca gtgccctcca gaagegagtg gaggceagtgg cagetgatgt ccggacattc 840
tcggagggct acattaaggc cattgaggag catcgggaca agctgetgaa gcagetggaa 900
gacatacggg cccagaagga aaattccctg cagctgecaga aggeccaget ggaacagtta 960
ctggcagaca tgcggactgg agtggagttc accgagcact tgectgaccag cggetcagac 1020
ttggagatcc tcatcaccaa gagggtggtg gtagaacgge tcaggaagct gaacaaagtt 1080
caatatagca cccgtcctgg agtaaatgat aagatacgct tctgtcctca ggagaaageca 1140
ggccagtgece gtggctatga aatttatggt acgattaata ccaaagaggt tgatccagecc 1200
aaatgtgtcc tacaaggaga agacctccac agagcccggg agaaacagac ggectctttc 1260
accctgcettt gtaaggatge cgcaggagaa atcatgggea ggggaggaga caacgttcaa 1320

gttgcegtig tccctaaaga taagaaagac ageccagtca gaacaatggt ccaggataac 1380
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aaggatggga catactacat ttcctacacc cccaaggaac ctggegtcta tactgtgtgg
gtctgcatca aagaacagca tgtgcagggce tegecattca ctgtgatggt gaggagaaag
caccgcccac actcaggegt gtttcactge tgeaccttct getccagegg gggecagaaa
accgcteget gegeetgtgg aggeaccatg ccaggtgggt acctaggcetg tggecatgga
cacaaaggcc acccaggtca tccecactgg tcatgetgtg gaaaatttaa tgagaaatct
gaatgcacat ggacaggtgg gcagagcgcea ccgaggagtc tacttaggac tgtggetctc
tga 1743

<210> 90

<211> 580

<212> PRT

<213> Homo sapiens

<400> 90

Met Ser Glu Asn Arg Lys Pro Leu Leu Gly Phe Val Ser Lys Leu Thr

1 5 10 15

Ser Gly Thr Ala Leu Gly Asn Ser Gly Lys Thr His Cys Pro Leu Cys
20 25 30

Leu Gly Leu Phe Lys Ala Pro Arg Leu Leu Pro Cys Leu His Thr Val
35 40 45

Cys Thr Thr Cys Leu Glu GIn Leu Glu Pro Phe Ser Val Val Asp lle
50 55 60

Arg Gly Gly Asp Ser Asp Thr Ser Ser Glu Gly Ser lle Phe GIn Glu
65 70 75 80

Leu Lys Pro Arg Ser Leu GIn Ser GIn lle Gly lle Leu Cys Pro Val
85 90 95

Cys Asp Ala GIn Val Asp Leu Pro Met Gly Gly Val Lys Ala Leu Thr
100 105 110
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lle Asp His Leu Ala Val Asn Asp Val Met Leu Glu Ser Leu Arg Gly
115 120 125

Glu Gly GIn Gly Leu Val Cys Asp Leu Cys Asn Asp Arg Glu Val Glu
130 135 140

Lys Arg Cys GIn Thr Cys Lys Ala Asn Leu Cys His Phe Cys Cys GIn
145 150 155 160

Ala His Arg Arg GIn Lys Lys Thr Thr Tyr His Thr Met Val Asp Leu
165 170 175

Lys Asp Leu Lys Gly Tyr Ser Arg lle Gly Lys Pro lle Leu Cys Pro
180 185 190

Val His Pro Ala Glu Glu Leu Arg Leu Phe Cys Glu Phe Cys Asp Arg
195 200 205

Pro Val Cys GIn Asp Cys Val Val Gly Glu His Arg Glu His Pro Cys
210 215 220

Asp Phe Thr Ser Asn Val lle His Lys His Gly Asp Ser Val Trp Glu
225 230 235 240

Leu Leu Lys Gly Thr GIn Pro His Val Glu Ala Leu Glu Glu Ala Leu
245 250 255

Ala GIn lle His lle lle Asn Ser Ala Leu GIn Lys Arg Val Glu Ala
260 265 270

Val Ala Ala Asp Val Arg Thr Phe Ser Glu Gly Tyr lle Lys Ala lle
275 280 285

Glu Glu His Arg Asp Lys Leu Leu Lys GIn Leu Glu Asp lle Arg Ala
290 295 300

GlIn Lys Glu Asn Ser Leu GIn Leu GIn Lys Ala GIn Leu Glu GIn Leu
305 310 315 320
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Leu Ala Asp Met Arg Thr Gly Val Glu Phe Thr Glu His Leu Leu Thr
325 330 335

Ser Gly Ser Asp Leu Glu lle Leu lle Thr Lys Arg Val Val Val Glu
340 345 350

Arg Leu Arg Lys Leu Asn Lys Val GIn Tyr Ser Thr Arg Pro Gly Val
355 360 365

Asn Asp Lys lle Arg Phe Cys Pro GIn Glu Lys Ala Gly GIn Cys Arg
370 375 380

Gly Tyr Glu lle Tyr Gly Thr lle Asn Thr Lys Glu Val Asp Pro Ala
385 390 395 400

Lys Cys Val Leu GIn Gly Glu Asp Leu His Arg Ala Arg Glu Lys GlIn
405 410 415

Thr Ala Ser Phe Thr Leu Leu Cys Lys Asp Ala Ala Gly Glu lle Met
420 425 430

Gly Arg Gly Gly Asp Asn Val GIn Val Ala Val Val Pro Lys Asp Lys
435 440 445

Lys Asp Ser Pro Val Arg Thr Met Val GIn Asp Asn Lys Asp Gly Thr
450 455 460

Tyr Tyr lle Ser Tyr Thr Pro Lys Glu Pro Gly Val Tyr Thr Val Trp
465 470 475 480

Val Cys lle Lys Glu GIn His Val GIn Gly Ser Pro Phe Thr Val Met
485 490 495

Val Arg Arg Lys His Arg Pro His Ser Gly Val Phe His Cys Cys Thr
500 505 510

Phe Cys Ser Ser Gly Gly GIn Lys Thr Ala Arg Cys Ala Cys Gly Gly
515 520 525
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Thr Met Pro Gly Gly Tyr Leu Gly Cys Gly His Gly His Lys Gly His
530 535 540

Pro Gly His Pro His Trp Ser Cys Cys Gly Lys Phe Asn Glu Lys Ser
545 550 555 560

Glu Cys Thr Trp Thr Gly Gly GIn Ser Ala Pro Arg Ser Leu Leu Arg
565 570 575

Thr Val Ala Leu
580

<210> 91

<211> 2280

<212> DNA

<213> Homo sapiens

<400> 91
atggcagagg gtgaggatat gcagaccttc acttccatca tggacgcact ggtccgeatc 60

agtaccagca tgaagaacat ggagaaggaa ctgctgtgec cagtgtgtca agagatgtac 120
aagcagccac tggtgetgcec ctgtacccac aacgtgtgec aggectgtge ccgagaggtc 180
ttgggccagce agggctacat aggacatggt ggggacccca getecgagec cacctctect 240
gccteccaccce ctteccaceeg cageccccgce cteteecgea gaactcteece caagecagac 300
cgcctggacce ggetgettaa gtcaggcettt gggacatacc ctgggaggaa gegaggtget 360
ttgcaccccc aagtgatcat gttccegtge ccagectgec aaggtgatgt ggagettggg 420
gagcggggtc tggcagggct tttccggaac ctgaccctgg agegtgtggt ggageggtac 480
cgccagagtg tgagtgtggg aggtgcecate ctgtgecagt tgtgcaagee cccaccacta 540
gaggccacca agggctgeac agagtgecge gecaccttet gcaatgagtg cttcaagete 600
ttccaccect ggggeaccca gaaggeccag catgagecca ccctgectac cctetectte 660
cgacccaagg gecttatgtg cccagaccac aaggaagagg tgacccacta ctgcaagaca 720
tgccaacgece tggtatgtca actctgecgg gtgeggegea cccacagegg gcacaagatc 780

acaccagtgc tcagtgcecta ccaggecctc aaggacaage tgacaaagag cctgacatac 840
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atcctgggaa accaggacac ggtacagacc cagatctgtg agctggagga ggecgtgagg 900
cacaccgagg tgagtggtca gcaggccaag gaggaggtgt cgcagetggt gegggggetg 960
ggggctgtge tggaggagaa gegggceatca ctgettcagg ccattgaaga atgecagcag 1020
gagcggctgg cccgtctcag cgeccagate caggagceacc ggagectget ggatggetca 1080
ggtctggtgg getatgecca ggaagtactt aaggaaacag accagecttg ctttgtgcaa 1140
gcegcecaagce agetgeacaa caggattgec cgagecactg aagecctcca gacattcegg 1200
ccagctgcca getectectt ccgecattge cagetcgacg tgggacgtga gatgaagetg 1260
ctgacagagc ttaacttcct gcgagtgect gaggcccccg tcattgacac ccagegcacc 1320
tttgcctatg atcagatctt cctgtgetgg cggetgeccce ceccattcacce acctgectgg 1380
cactataccg ttgagttccg gcgcacggat gtgectgetc ageccaggecc caccegetgg 1440
cagcggegge aggaggtgag gggeaccagt geectgettg agaaccccga cacgggetct 1500
gtgtatgtgc tgegtgteeg cggetgeaac aaggecggct acggegaata cagtgaagat 1560
gtgcacctge acacgecccc ggeacctgte ctgeacttct tectecgatag cegetgggge 1620
gcaagccgag ageggetggce tatcagcaag gaccagegag cagtacggag tgttccaggg 1680
ctgcecectge tgetggetge tgaccggetg ctgaccggcet gecacctgag tgtggatgtg 1740
gtcetgggeg acgtggctgt gacccagggce cgeagctact gggectgege cgtagaccca 1800
gcctectact tggtcaaggt gggegteggg ctggagagea agettcaaga aagtttccag 1860
ggtgcccccg atgtgatcag ccccaggtac gacceggaca gegggeacga cageggtgee 1920
gaggatgcca cagtggaggc gtcgecaccc ttegcetttee taaccattgg catgggcaag 1980
atcctgcetgg ggtcgggggce aagetcaaac gcagggetga cagggaggga tggecccaca 2040
geeggcetgea cagtgeccct gecaccecgce ctgggeatcet gectggacta tgagegggge 2100
cgggtttcct tectggatge tgtttectte cgtgggetct tggagtgecc cctggactge 2160
tcagggcctg tgtgeectge cttttgettc atcgggggtg gegeagtaca getccaggag 2220

ccagtgggca ctaagcctga gaggaaagtc accattgggg gettcgecaa getggactga 2280

<210> 92
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<211> 759

<212> PRT

<213> Homo sapiens

<400> 92

Met Ala Glu Gly Glu Asp Met GIn Thr Phe Thr Ser lle Met Asp Ala
1 5 10 15

Leu Val Arg lle Ser Thr Ser Met Lys Asn Met Glu Lys Glu Leu Leu
20 25 30

Cys Pro Val Cys GIn Glu Met Tyr Lys GIn Pro Leu Val Leu Pro Cys
35 40 45

Thr His Asn Val Cys GIn Ala Cys Ala Arg Glu Val Leu Gly GIn GIn
50 55 60

Gly Tyr lle Gly His Gly Gly Asp Pro Ser Ser Glu Pro Thr Ser Pro
65 70 75 80

Ala Ser Thr Pro Ser Thr Arg Ser Pro Arg Leu Ser Arg Arg Thr Leu
85 90 95

Pro Lys Pro Asp Arg Leu Asp Arg Leu Leu Lys Ser Gly Phe Gly Thr
100 105 110

Tyr Pro Gly Arg Lys Arg Gly Ala Leu His Pro GIn Val lle Met Phe
115 120 125

Pro Cys Pro Ala Cys GIn Gly Asp Val Glu Leu Gly Glu Arg Gly Leu
130 135 140

Ala Gly Leu Phe Arg Asn Leu Thr Leu Glu Arg Val Val Glu Arg Tyr
145 150 155 160

Arg GIn Ser Val Ser Val Gly Gly Ala lle Leu Cys GIn Leu Cys Lys
165 170 175

Pro Pro Pro Leu Glu Ala Thr Lys Gly Cys Thr Glu Cys Arg Ala Thr
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180 185 190

Phe Cys Asn Glu Cys Phe Lys Leu Phe His Pro Trp Gly Thr GIn Lys
195 200 205

Ala GIn His Glu Pro Thr Leu Pro Thr Leu Ser Phe Arg Pro Lys Gly
210 215 220

Leu Met Cys Pro Asp His Lys Glu Glu Val Thr His Tyr Cys Lys Thr
225 230 235 240

Cys GIn Arg Leu Val Cys GIn Leu Cys Arg Val Arg Arg Thr His Ser
245 250 255

Gly His Lys lle Thr Pro Val Leu Ser Ala Tyr Gln Ala Leu Lys Asp
260 265 270

Lys Leu Thr Lys Ser Leu Thr Tyr lle Leu Gly Asn GIn Asp Thr Val
275 280 285

GIn Thr GIn lle Cys Glu Leu Glu Glu Ala Val Arg His Thr Glu Val
290 295 300

Ser Gly GIn GIn Ala Lys Glu Glu Val Ser GIn Leu Val Arg Gly Leu
305 310 315 320

Gly Ala Val Leu Glu Glu Lys Arg Ala Ser Leu Leu GIn Ala lle Glu
325 330 335

Glu Cys GIn GIn Glu Arg Leu Ala Arg Leu Ser Ala GIn lle GIn Glu
340 345 350

His Arg Ser Leu Leu Asp Gly Ser Gly Leu Val Gly Tyr Ala GIn Glu
355 360 365

Val Leu Lys Glu Thr Asp GIn Pro Cys Phe Val Gln Ala Ala Lys GIn
370 375 380
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Leu His Asn Arg lle Ala Arg Ala Thr Glu Ala Leu GIn Thr Phe Arg
385 390 395 400

Pro Ala Ala Ser Ser Ser Phe Arg His Cys GIn Leu Asp Val Gly Arg
405 410 415

Glu Met Lys Leu Leu Thr Glu Leu Asn Phe Leu Arg Val Pro Glu Ala
420 425 430

Pro Val lle Asp Thr GIn Arg Thr Phe Ala Tyr Asp GIn lle Phe Leu
435 440 445

Cys Trp Arg Leu Pro Pro His Ser Pro Pro Ala Trp His Tyr Thr Val
450 455 460

Glu Phe Arg Arg Thr Asp Val Pro Ala GIn Pro Gly Pro Thr Arg Trp
465 470 475 480

GIn Arg Arg Glu Glu Val Arg Gly Thr Ser Ala Leu Leu Glu Asn Pro
485 490 495

Asp Thr Gly Ser Val Tyr Val Leu Arg Val Arg Gly Cys Asn Lys Ala
500 505 510

Gly Tyr Gly Glu Tyr Ser Glu Asp Val His Leu His Thr Pro Pro Ala
515 520 525

Pro Val Leu His Phe Phe Leu Asp Ser Arg Trp Gly Ala Ser Arg Glu
530 535 540

Arg Leu Ala lle Ser Lys Asp GIn Arg Ala Val Arg Ser Val Pro Gly
545 550 555 560

Leu Pro Leu Leu Leu Ala Ala Asp Arg Leu Leu Thr Gly Cys His Leu
565 570 575

Ser Val Asp Val Val Leu Gly Asp Val Ala Val Thr GIn Gly Arg Ser
580 585 590
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Tyr Trp Ala Cys Ala Val Asp Pro Ala Ser Tyr Leu Val Lys Val Gly
595 600 605

Val Gly Leu Glu Ser Lys Leu GIn Glu Ser Phe GIn Gly Ala Pro Asp
610 615 620

Val lle Ser Pro Arg Tyr Asp Pro Asp Ser Gly His Asp Ser Gly Ala
625 630 635 640

Glu Asp Ala Thr Val Glu Ala Ser Pro Pro Phe Ala Phe Leu Thr lle
645 650 655

Gly Met Gly Lys lle Leu Leu Gly Ser Gly Ala Ser Ser Asn Ala Gly
660 665 670

Leu Thr Gly Arg Asp Gly Pro Thr Ala Gly Cys Thr Val Pro Leu Pro
675 680 685

Pro Arg Leu Gly lle Cys Leu Asp Tyr Glu Arg Gly Arg Val Ser Phe
690 695 700

Leu Asp Ala Val Ser Phe Arg Gly Leu Leu Glu Cys Pro Leu Asp Cys
705 710 715 720

Ser Gly Pro Val Cys Pro Ala Phe Cys Phe lle Gly Gly Gly Ala Val
725 730 735

GIn Leu GIn Glu Pro Val Gly Thr Lys Pro Glu Arg Lys Val Thr lle
740 745 750

Gly Gly Phe Ala Lys Leu Asp
755

<210> 93

<211> 1917

<212> DNA

<213> Homo sapiens

<400> 93
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atggacggca gtggaccctt cagctgeecc atctgectag agecactceg ggageeggtg 60
acgctgecect geggecacaa cttetgtcte gectgectgg gegegetetg gecgeategt 120
ggcgegagtg gageeggegg acccggaggce geggeecget geeegetgtg ccaggagece 180
ttccecgacg gecttcaget ccgcaagaac cacacgcetgt ccgagetget gecagetcege 240
cagggctcgg geecegggte cggececgge ceggeceectg cectggeccc ggageectcg 300
gcacccagcg cgetgeccag tgteccggag cegteggecc cctgegetee cgageegtgg 360
cccgegggeg aagagecagt gegetgegac gegtgeeeeg agggegeggce cctgeecgee 420
gegetgtect gectctectg cctegectec ttttgecceg cgeacctggg cccgcacgag 480
cgcagccccg ccctecgegg acaccgectg gtgeecgecege tgegeeggcet agaggagage 540
ctgtgceege gecacctacg gecgetcgag cgetactgec gegeggageg cgtgtgtctg 600
tgcgaggcect gegecgeaca ggageaccge ggecacgagce tggtgeeget ggagcaggag 660
cgegegcttc aggaggcetga gcagtccaaa gtectgageg ccgtggagga cegeatggac 720
gagctgggtg ctggeattge acagtccagg cgcacagtgg ccctcatcaa gagtgecagee 780
gtagcagagc gggagagggt gageceggctg tttgcagatg ctgeggecge cctgecaggge 840
ttccagaccc aggtgctggg cttcatcgag gagggggaag ctgecatget aggecgetce 900
cagggtgacc tgcggegaca ggaggaacag cgcagecgec tgagecgage ccgecagaat 960
ctcagccagg tccctgaage tgactcagtc agcettectge aggagcetget ggecactaagg 1020
ctggecctgg aggatgggtg tggcectggg cctggaccec cgagggagcet cagettcacc 1080
aaatcatccc aagctgtecg tgcagtgaga gacatgetgg ccgtggectg cgtcaaccag 1140
tgggagcagc tgagggggcc gggtggcaac gaggatggge cacagaagcet ggactcggaa 1200
gctgatgetg agecccaaga cctcgagagt acgaacctct tggagagtga agetcccagg 1260
gactatttcc tcaagtttge ctatattgtg gatttggaca gcgacacage agacaagttc 1320
ctgcagctgt ttggaaccaa aggtgtcaag agggtgctgt gtcctatcaa ctaccecttg 1380
tcgeccaccc gettcaccca ttgtgageag gtgetgggeg agggtgeect ggaccgagge 1440
acctactact gggaggtgga gattatcgag ggctgggtca geatgggggt catggecgaa 1500

gacttctccc cacaagagcc ctacgaccge ggeeggetgg geecgcaacge ccactectge 1560
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tgcctgeagt ggaatggacg cagcttctece gtetggtttc atgggetgga ggetccectg 1620
ccccacccct tetegeccac ggttggggte tgectggaat acgetgacceg tgecttggee 1680
ttctatgctg tacgggacgg caagatgagce ctcctgegga ggetgaaggce cteecggeee 1740
cgeeggggtg geatceegge cteccccatt gaccecttee agagecgect ggacagtcac 1800
tttgcggggc tecttcaccca cagactcaag cetgecttcet tectggagag tgtggacgee 1860
cacttgcaga tcgggcececct caagaagtcc tgeatatecg tgetgaagag gaggtga 1917
<210> 94

<211> 638

<212> PRT

<213> Homo sapiens

<400> 94

Met Asp Gly Ser Gly Pro Phe Ser Cys Pro lle Cys Leu Glu Pro Leu

1 5 10 15

Arg Glu Pro Val Thr Leu Pro Cys Gly His Asn Phe Cys Leu Ala Cys
20 25 30

Leu Gly Ala Leu Trp Pro His Arg Gly Ala Ser Gly Ala Gly Gly Pro
35 40 45

Gly Gly Ala Ala Arg Cys Pro Leu Cys GIn Glu Pro Phe Pro Asp Gly
50 55 60

Leu GIn Leu Arg Lys Asn His Thr Leu Ser Glu Leu Leu GIn Leu Arg
65 70 75 80

GIn Gly Ser Gly Pro Gly Ser Gly Pro Gly Pro Ala Pro Ala Leu Ala
85 90 95

Pro Glu Pro Ser Ala Pro Ser Ala Leu Pro Ser Val Pro Glu Pro Ser
100 105 110

Ala Pro Cys Ala Pro Glu Pro Trp Pro Ala Gly Glu Glu Pro Val Arg
115 120 125
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Cys Asp Ala Cys Pro Glu Gly Ala Ala Leu Pro Ala Ala Leu Ser Cys
130 135 140

Leu Ser Cys Leu Ala Ser Phe Cys Pro Ala His Leu Gly Pro His Glu
145 150 155 160

Arg Ser Pro Ala Leu Arg Gly His Arg Leu Val Pro Pro Leu Arg Arg
165 170 175

Leu Glu Glu Ser Leu Cys Pro Arg His Leu Arg Pro Leu Glu Arg Tyr
180 185 190

Cys Arg Ala Glu Arg Val Cys Leu Cys Glu Ala Cys Ala Ala GIn Glu
195 200 205

His Arg Gly His Glu Leu Val Pro Leu Glu GIn Glu Arg Ala Leu GIn
210 215 220

Glu Ala Glu GIn Ser Lys Val Leu Ser Ala Val Glu Asp Arg Met Asp
225 230 235 240

Glu Leu Gly Ala Gly lle Ala GIn Ser Arg Arg Thr Val Ala Leu lle
245 250 255

Lys Ser Ala Ala Val Ala Glu Arg Glu Arg Val Ser Arg Leu Phe Ala
260 265 270

Asp Ala Ala Ala Ala Leu GIn Gly Phe GIn Thr GIn Val Leu Gly Phe
275 280 285

lle Glu Glu Gly Glu Ala Ala Met Leu Gly Arg Ser GIn Gly Asp Leu
290 295 300

Arg Arg GIn Glu Glu GIn Arg Ser Arg Leu Ser Arg Ala Arg GIn Asn
305 310 315 320

Leu Ser GIn Val Pro Glu Ala Asp Ser Val Ser Phe Leu GIn Glu Leu
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325 330 335

Leu Ala Leu Arg Leu Ala Leu Glu Asp Gly Cys Gly Pro Gly Pro Gly
340 345 350

Pro Pro Arg Glu Leu Ser Phe Thr Lys Ser Ser GlIn Ala Val Arg Ala
355 360 365

Val Arg Asp Met Leu Ala Val Ala Cys Val Asn GIn Trp Glu GIn Leu
370 375 380

Arg Gly Pro Gly Gly Asn Glu Asp Gly Pro GIn Lys Leu Asp Ser Glu
385 390 395 400

Ala Asp Ala Glu Pro GIn Asp Leu Glu Ser Thr Asn Leu Leu Glu Ser
405 410 415

Glu Ala Pro Arg Asp Tyr Phe Leu Lys Phe Ala Tyr lle Val Asp Leu
420 425 430

Asp Ser Asp Thr Ala Asp Lys Phe Leu GIn Leu Phe Gly Thr Lys Gly
435 440 445

Val Lys Arg Val Leu Cys Pro lle Asn Tyr Pro Leu Ser Pro Thr Arg
450 455 460

Phe Thr His Cys Glu GIn Val Leu Gly Glu Gly Ala Leu Asp Arg Gly
465 470 475 480

Thr Tyr Tyr Trp Glu Val Glu lle lle Glu Gly Trp Val Ser Met Gly
485 490 495

Val Met Ala Glu Asp Phe Ser Pro GIn Glu Pro Tyr Asp Arg Gly Arg
500 505 510

Leu Gly Arg Asn Ala His Ser Cys Cys Leu GIn Trp Asn Gly Arg Ser
515 520 525
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Phe Ser Val Trp Phe His Gly Leu Glu Ala Pro Leu Pro His Pro Phe
530 535 540

Ser Pro Thr Val Gly Val Cys Leu Glu Tyr Ala Asp Arg Ala Leu Ala
545 550 555 560

Phe Tyr Ala Val Arg Asp Gly Lys Met Ser Leu Leu Arg Arg Leu Lys
565 570 575

Ala Ser Arg Pro Arg Arg Gly Gly lle Pro Ala Ser Pro lle Asp Pro
580 585 590

Phe GIn Ser Arg Leu Asp Ser His Phe Ala Gly Leu Phe Thr His Arg
595 600 605

Leu Lys Pro Ala Phe Phe Leu Glu Ser Val Asp Ala His Leu Gln lle
610 615 620

Gly Pro Leu Lys Lys Ser Cys lle Ser Val Leu Lys Arg Arg
625 630 635

<210> 95

<211> 675

<212> DNA

<213> Homo sapiens

<400> 95
atgtctcgaa gaatcattgt gggaaccctt caaagaaccc agcgaaacat gaattctgga 60

atctcgcaag tcttccagag ggaactcacc tgeccccatct gecatgaacta cttcatagac 120
ccggtcacca tagactgtgg gcacagcttt tgcaggecct gtttctacct caactggcaa 180
gacatcccaa ttcttactca gtgctttgaa tgcataaaga caatacagca gagaaacctc 240
aaaactaaca ttcgattgaa gaagatggct tcccttgeca gaaaagecag tctetggeta 300
ttcctgagct ctgaggagca aatgtgtgge attcacaggg agacaaagaa gatgttctgt 360
gaagtggaca ggagcctgct ctgtttgetg tgctccaget ctcaggagea ccggtatcac 420
agacactgtc ccgctgagtg ggctgetgag gaacactggg agaagctttt aaagaaaatg 480

cagtctttat gggaaaaagc ttgtgaaaat cagagaaacc tgaatgtgga aaccaccaga 540
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atcagccact ggaaggcttt tggagacata ttatacagga gtgagtccgt getgetgcac 600
atgccccage ctectgaatct agegctcagg gecagggecca tcactggact gagggacagg 660
ctcaaccaat tctga 675

<210> 96

<211> 224

<212> PRT

<213> Homo sapiens

<400> 96

Met Ser Arg Arg lle lle Val Gly Thr Leu GIn Arg Thr GIn Arg Asn

1 5 10 15

Met Asn Ser Gly Ile Ser GIn Val Phe GIn Arg Glu Leu Thr Cys Pro
20 25 30

lle Cys Met Asn Tyr Phe lle Asp Pro Val Thr lle Asp Cys Gly His
35 40 45

Ser Phe Cys Arg Pro Cys Phe Tyr Leu Asn Trp GIn Asp lle Pro lle
50 55 60

Leu Thr GIn Cys Phe Glu Cys lle Lys Thr lle GIn GIn Arg Asn Leu
65 70 75 80

Lys Thr Asn lle Arg Leu Lys Lys Met Ala Ser Leu Ala Arg Lys Ala
85 90 95

Ser Leu Trp Leu Phe Leu Ser Ser Glu Glu GIn Met Cys Gly lle His
100 105 110

Arg Glu Thr Lys Lys Met Phe Cys Glu Val Asp Arg Ser Leu Leu Cys
115 120 125

Leu Leu Cys Ser Ser Ser GIn Glu His Arg Tyr His Arg His Cys Pro
130 135 140
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Ala Glu Trp Ala Ala Glu Glu His Trp Glu Lys Leu Leu Lys Lys Met
145 150 155 160

GIn Ser Leu Trp Glu Lys Ala Cys Glu Asn GIn Arg Asn Leu Asn Val
165 170 175

Glu Thr Thr Arg lle Ser His Trp Lys Ala Phe Gly Asp lle Leu Tyr
180 185 190

Arg Ser Glu Ser Val Leu Leu His Met Pro GIn Pro Leu Asn Leu Ala
195 200 205

Leu Arg Ala Gly Pro lle Thr Gly Leu Arg Asp Arg Leu Asn GIn Phe
210 215 220

<210> 97

<211> 1359

<212> DNA

<213> Homo sapiens

<400> 97
atgaattctg gaatcttaca ggtctttcag ggggaactca tctgeceect gtgcatgaac 60

tacttcatag acccggtcac catagactgt gggcacagct tttgcaggcec ttgtttctac 120
ctcaactggc aagacatccc atttcttgtc cagtgctctg aatgcacaaa gtcaaccgag 180
cagataaacc tcaaaaccaa cattcatttg aagaagatgg cttctcttge cagaaaagtc 240
agtctctggc tattcctgag ctctgaggag caaatgtgtg gcactcacag ggagacaaag 300
aagatattct gtgaagtgga caggagcctg ctctgtttge tgtgctccag ctctcaggag 360
caccggtatc acagacaccg tcccattgag tgggctgetg aggaacaccg ggagaagett 420
ttacagaaaa tgcagtcttt gtgggaaaaa gettgtgaaa atcacagaaa cctgaatgtg 480
gaaaccacca gaaccagatg ctggaaggat tatgtgaatt taaggctaga agcaattaga 540
gctgagtatc agaagatgec tgcatttcat catgaagaag aaaaacataa tttggagatg 600
ctgaaaaaga aggggaaaga aatttttcat cgacttcatt taagtaaagc caaaatgget 660
cataggatgg agattttaag aggaatgtat gaggagctga acgaaatgtg ccataaacca 720

gatgtggagc tacttcaggce ttttggagac atattacaca ggagtgagtc cgtgetgetg 780
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cacatgcccc agectctgaa tccagagete agtgcaggge ccatcactgg actgagggac 840
aggctcaacc aattccgagt geatattact ctgcatcatg aagaagccaa caatgatatc 900
tttctgtatg aaattttgag aagcatgtgt attggatgtg accatcaaga tgtaccctat 960
ttcactgcaa cacctagaag ttttcttgca tggggtgttc agactttcac ctcgggcaaa 1020
tattactggg aggtccatgt aggggactcc tggaattggg cttttggtgt ctgtaatatg 1080
tatcggaaag agaagaatca gaatgagaag atagatggaa aggcegggact ctttcttctt 1140
geggtgtgtta agaatgacat tcaatgcagt ctctttacca cctceccact tatgetgcaa 1200
tatatcccaa aacctaccag ccgagtagga ttattcctgg attgtgagge taagactgtg 1260
agctttgttg atgttaatca aagctcccta atatacacca tccctaattg ctetttctca 1320
cctectctca ggectatctt ttgetgtatt cacttetga 1359

<210> 98

<211> 452

<212> PRT

<213> Homo sapiens

<400> 98

Met Asn Ser Gly lle Leu GIn Val Phe GIn Gly Glu Leu lle Cys Pro

1 5 10 15

Leu Cys Met Asn Tyr Phe lle Asp Pro Val Thr lle Asp Cys Gly His
20 25 30

Ser Phe Cys Arg Pro Cys Phe Tyr Leu Asn Trp Gln Asp lle Pro Phe
35 40 45

Leu Val GIn Cys Ser Glu Cys Thr Lys Ser Thr Glu GIn Ile Asn Leu
50 55 60

Lys Thr Asn lle His Leu Lys Lys Met Ala Ser Leu Ala Arg Lys Val
65 70 75 80

Ser Leu Trp Leu Phe Leu Ser Ser Glu Glu GIn Met Cys Gly Thr His
85 90 95
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Arg Glu Thr Lys Lys lle Phe Cys Glu Val Asp Arg Ser Leu Leu Cys
100 105 110

Leu Leu Cys Ser Ser Ser Gln Glu His Arg Tyr His Arg His Arg Pro
115 120 125

lle Glu Trp Ala Ala Glu Glu His Arg Glu Lys Leu Leu GIn Lys Met
130 135 140

GIn Ser Leu Trp Glu Lys Ala Cys Glu Asn His Arg Asn Leu Asn Val
145 150 155 160

Glu Thr Thr Arg Thr Arg Cys Trp Lys Asp Tyr Val Asn Leu Arg Leu
165 170 175

Glu Ala lle Arg Ala Glu Tyr GIn Lys Met Pro Ala Phe His His Glu
180 185 190

Glu Glu Lys His Asn Leu Glu Met Leu Lys Lys Lys Gly Lys Glu lle
195 200 205

Phe His Arg Leu His Leu Ser Lys Ala Lys Met Ala His Arg Met Glu
210 215 220

lle Leu Arg Gly Met Tyr Glu Glu Leu Asn Glu Met Cys His Lys Pro
225 230 235 240

Asp Val Glu Leu Leu GIn Ala Phe Gly Asp lle Leu His Arg Ser Glu
245 250 255

Ser Val Leu Leu His Met Pro GIn Pro Leu Asn Pro Glu Leu Ser Ala
260 265 270

Gly Pro lle Thr Gly Leu Arg Asp Arg Leu Asn GlIn Phe Arg Val His
275 280 285

lle Thr Leu His His Glu Glu Ala Asn Asn Asp lle Phe Leu Tyr Glu
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290 295 300

lle Leu Arg Ser Met Cys lle Gly Cys Asp His GIn Asp Val Pro Tyr
305 310 315 320

Phe Thr Ala Thr Pro Arg Ser Phe Leu Ala Trp Gly Val GIn Thr Phe
325 330 335

Thr Ser Gly Lys Tyr Tyr Trp Glu Val His Val Gly Asp Ser Trp Asn
340 345 350

Trp Ala Phe Gly Val Cys Asn Met Tyr Arg Lys Glu Lys Asn GlIn Asn
355 360 365

Glu Lys lle Asp Gly Lys Ala Gly Leu Phe Leu Leu Gly Cys Val Lys
370 375 380

Asn Asp lle GIn Cys Ser Leu Phe Thr Thr Ser Pro Leu Met Leu GIn
385 390 395 400

Tyr lle Pro Lys Pro Thr Ser Arg Val Gly Leu Phe Leu Asp Cys Glu
405 410 415

Ala Lys Thr Val Ser Phe Val Asp Val Asn Gln Ser Ser Leu lle Tyr
420 425 430

Thr lle Pro Asn Cys Ser Phe Ser Pro Pro Leu Arg Pro lle Phe Cys
435 440 445

Cys lle His Phe
450

<210> 99

<211> 1464

<212> DNA

<213> Homo sapiens

<400> 99
atggcttggce aggtgagcect gccagagetg gaggaccggc ttcagtgtec catctgectg

211
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gaggtcttca aggagcccct gatgctgeag tgtggecact cttactgcaa gggetgectg 120
gtttcectgt cctgecacct ggatgecgag ctgegetgece cegtgtgeeg gecaggeggtg 180
gacggcagca gctecctgec caacgtctec ctggecaggg tgatcgaage cctgaggete 240
cctggggacc cggagceccaa ggtetgegtg caccaccgga acccgetcag ccttttctge 300
gagaaggacc aggagctcat ctgtggcectc tgeggtcetge tgggetccca ccaacaccac 360
ccggtcacgc ccgtctecac cgtctacage cgeatgaagg aggagcetcge ageectcatc 420
tctgagctga agcaggagca gaaaaaggtg gatgagctca tcgecaaact ggtgaacaac 480
cggacccgaa tegtcaatga gteggatgte ttcagetggg tgatcegecg cgagttccag 540
gagctgcacc acctggtgga tgaggagaag gececgetgec tggaggggat agggggtcac 600
acccgtggcec tggtggectc cctggacatg cagetggage aggeccaggg aacccgggag 660
cggctggecc aagecgagtg tgtgetggaa cagttcggea atgaggacca ccacaagttc 720
atccggaagt tccactccat ggectccaga gcagagatge cgeaggececeg geccttagaa 780
ggcgceattca gecccatcte cttcaageca ggectecace aggetgacat caagetgace 840
gtgtggaaaa ggctcttceg gaaagttttg ccageccccgg agectctcaa gttggaccct 900
gccactgecc acccactect ggagetctce aagggceaaca cggtggtgea gtgegggett 960
ctggcccagce ggegagecag ccagectgag cgettegact acageacctg cgtectggee 1020
agcegeggct tctectgegg cegecactac tgggaggtgg tggtgggeag caagagegac 1080
tggcgeetgg gggtcatcaa gggcacagece agecgtaagg geaagetgaa caggtccece 1140
gagcacggcg tgtggctgat cggectgaag gagggeeggg tgtacgaagce ctttgectge 1200
ccecegggtac cectgeecgt ggecggecac ccccaccgea tegggcetcta cctgecactat 1260
gagcagggceg aactcacctt cttcgatgec gaccgecccg atgacctgeg gecgetctac 1320
accttccagg ccgacttcca gggcaagctc taccccatcce tggacacctg ctggcacgag 1380
aggggcagca actcgctgec catggtgetg ccccegecca gegggecetgg cccectcage 1440
cccgagcage ccaccaagcet gtag 1464

<210> 100
<211> 487

212



<212> PRT
<213> Homo sapiens

<400> 100
Met Ala Trp Gln Val Ser Leu Pro Glu Leu Glu Asp Arg Leu GIn Cys

1 5 10 15

Pro lle Cys Leu Glu Val Phe Lys Glu Pro Leu Met Leu GIn Cys Gly
20 25 30

His Ser Tyr Cys Lys Gly Cys Leu Val Ser Leu Ser Cys His Leu Asp
35 40 45

Ala Glu Leu Arg Cys Pro Val Cys Arg GIn Ala Val Asp Gly Ser Ser
50 55 60

Ser Leu Pro Asn Val Ser Leu Ala Arg Val lle Glu Ala Leu Arg Leu
65 70 75 80

Pro Gly Asp Pro Glu Pro Lys Val Cys Val His His Arg Asn Pro Leu
85 90 95

Ser Leu Phe Cys Glu Lys Asp GIn Glu Leu lle Cys Gly Leu Cys Gly
100 105 110

Leu Leu Gly Ser His GIn His His Pro Val Thr Pro Val Ser Thr Val
115 120 125

Tyr Ser Arg Met Lys Glu Glu Leu Ala Ala Leu lle Ser Glu Leu Lys
130 135 140

GIn Glu GIn Lys Lys Val Asp Glu Leu lle Ala Lys Leu Val Asn Asn
145 150 155 160

Arg Thr Arg lle Val Asn Glu Ser Asp Val Phe Ser Trp Val lle Arg
165 170 175

Arg Glu Phe GIn Glu Leu His His Leu Val Asp Glu Glu Lys Ala Arg
180 185 190
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Cys Leu Glu Gly lle Gly Gly His Thr Arg Gly Leu Val Ala Ser Leu
195 200 205

Asp Met GIn Leu Glu GIn Ala GIn Gly Thr Arg Glu Arg Leu Ala GIn
210 215 220

Ala Glu Cys Val Leu Glu GIn Phe Gly Asn Glu Asp His His Lys Phe
225 230 235 240

lle Arg Lys Phe His Ser Met Ala Ser Arg Ala Glu Met Pro GIn Ala
245 250 255

Arg Pro Leu Glu Gly Ala Phe Ser Pro lle Ser Phe Lys Pro Gly Leu
260 265 270

His GIn Ala Asp lle Lys Leu Thr Val Trp Lys Arg Leu Phe Arg Lys
275 280 285

Val Leu Pro Ala Pro Glu Pro Leu Lys Leu Asp Pro Ala Thr Ala His
290 295 300

Pro Leu Leu Glu Leu Ser Lys Gly Asn Thr Val Val GIn Cys Gly Leu
305 310 315 320

Leu Ala GIn Arg Arg Ala Ser GIn Pro Glu Arg Phe Asp Tyr Ser Thr
325 330 335

Cys Val Leu Ala Ser Arg Gly Phe Ser Cys Gly Arg His Tyr Trp Glu
340 345 350

Val Val Val Gly Ser Lys Ser Asp Trp Arg Leu Gly Val lle Lys Gly
355 360 365

Thr Ala Ser Arg Lys Gly Lys Leu Asn Arg Ser Pro Glu His Gly Val
370 375 380

Trp Leu lle Gly Leu Lys Glu Gly Arg Val Tyr Glu Ala Phe Ala Cys
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385 390 395 400

Pro Arg Val Pro Leu Pro Val Ala Gly His Pro His Arg lle Gly Leu
405 410 415

Tyr Leu His Tyr Glu GIn Gly Glu Leu Thr Phe Phe Asp Ala Asp Arg
420 425 430

Pro Asp Asp Leu Arg Pro Leu Tyr Thr Phe GIn Ala Asp Phe GIn Gly
435 440 445

Lys Leu Tyr Pro lle Leu Asp Thr Cys Trp His Glu Arg Gly Ser Asn
450 455 460

Ser Leu Pro Met Val Leu Pro Pro Pro Ser Gly Pro Gly Pro Leu Ser
465 470 475 480

Pro Glu GIn Pro Thr Lys Leu
485

<210> 101
<211> 1359
<212> DNA
<213> Homo sapiens

<400> 101
atgaattctg gaatcttgca agtcttccag agggcactca cctgtcecat ctgecatgaac 60

tacttcctag acccagtcac catagactgt gggcacagct tttgeeggec ctgtttgtac 120
ctcaactggc aagacacggc agttcttget cagtgctctg aatgcaagaa gacaacgegg 180
cagagaaacc tcaacactga catttgtttg aagaacatgg ctttcattgc cagaaaagcc 240
agcctceggce aattccttag ctctgaggag caaatatgtg ggatgcacag agagacaaag 300
aagatgttct gtgaagtgga caagagcctg ctctgtttge cgtgetccaa ctctcaggag 360
caccggaatc acatacactg tcccattgag tgggetgetg aggaacgecg ggaggagete 420
ctaaaaaaaa tgcagtcttt atgggaaaaa gettgtgaaa atctcagaaa tctgaacatg 480

gaaaccacaa gaaccagatg ctggaaggat tatgtgagtt taaggataga agcaatcaga 540
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gctgaatatc agaagatgcc tgcatttctc catgaagaag agcaacatca cttggaaagg 600
ctgcgaaagg agggegagga catttttcag caactcaatg aaagcaaage cagaatggaa 660
cattccaggg agcttttaag aggaatgtat gaggatctga agcaaatgtg ccataaagca 720
gatgtggagc tactccaggce ttttggagac atattacaca ggtatgagtc tctgetgetg 780
caagtgtctg agcctgtgaa tccagagctc agtgcagggce ccatcactgg actgetggac 840
agcctcagtg gattcagagt tgattttact ctgcagcctg aaagagccaa tagtcatatc 900
ttcctgtgtg gagatttgag aagcatgaat gttggatgtg accctcaaga tgatcccgat 960
atcactggaa aatctgaatg ttttcttgta tggggggctc aggcetttcac atctggcaaa 1020
tattattggg aggttcatat gggggactct tggaattggg cttttggtgt ctgtaacaat 1080
tattggaaag agaagagaca gaatgacaag atagatggag aggagggact ctttcttctt 1140
ggatgtgtta aggaggacac tcactgcagt ctctttacca cctccccact tgtggtgcaa 1200
tatgttccaa gacctaccag cacagtagga ttattcctgg attgtgaagg tagaaccgtg 1260
agctttgttg atgttgatca aagttccctg atatacacca tccccaattg ctecttctca 1320
cctectctca ggectatctt ttgetgtagt cacttctga 1359

<210> 102

<211> 452

<212> PRT

<213> Homo sapiens

<400> 102

Met Asn Ser Gly lle Leu GIn Val Phe GIn Arg Ala Leu Thr Cys Pro

1 5 10 15

lle Cys Met Asn Tyr Phe Leu Asp Pro Val Thr lle Asp Cys Gly His
20 25 30

Ser Phe Cys Arg Pro Cys Leu Tyr Leu Asn Trp Gln Asp Thr Ala Val
35 40 45

Leu Ala GIn Cys Ser Glu Cys Lys Lys Thr Thr Arg GIn Arg Asn Leu
50 55 60
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Asn Thr Asp lle Cys Leu Lys Asn Met Ala Phe lle Ala Arg Lys Ala
65 70 75 80

Ser Leu Arg GIn Phe Leu Ser Ser Glu Glu GIn lle Cys Gly Met His
85 90 95

Arg Glu Thr Lys Lys Met Phe Cys Glu Val Asp Lys Ser Leu Leu Cys
100 105 110

Leu Pro Cys Ser Asn Ser GIn Glu His Arg Asn His lle His Cys Pro
115 120 125

lle Glu Trp Ala Ala Glu Glu Arg Arg Glu Glu Leu Leu Lys Lys Met
130 135 140

GIn Ser Leu Trp Glu Lys Ala Cys Glu Asn Leu Arg Asn Leu Asn Met
145 150 155 160

Glu Thr Thr Arg Thr Arg Cys Trp Lys Asp Tyr Val Ser Leu Arg lle
165 170 175

Glu Ala lle Arg Ala Glu Tyr GIn Lys Met Pro Ala Phe Leu His Glu
180 185 190

Glu Glu GIn His His Leu Glu Arg Leu Arg Lys Glu Gly Glu Asp lle
195 200 205

Phe GIn GIn Leu Asn Glu Ser Lys Ala Arg Met Glu His Ser Arg Glu
210 215 220

Leu Leu Arg Gly Met Tyr Glu Asp Leu Lys Gln Met Cys His Lys Ala
225 230 235 240

Asp Val Glu Leu Leu GIn Ala Phe Gly Asp lle Leu His Arg Tyr Glu
245 250 255

Ser Leu Leu Leu GIn Val Ser Glu Pro Val Asn Pro Glu Leu Ser Ala
260 265 270
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Gly Pro lle Thr Gly Leu Leu Asp Ser Leu Ser Gly Phe Arg Val Asp
275 280 285

Phe Thr Leu GIn Pro Glu Arg Ala Asn Ser His lle Phe Leu Cys Gly
290 295 300

Asp Leu Arg Ser Met Asn Val Gly Cys Asp Pro GIn Asp Asp Pro Asp
305 310 315 320

lle Thr Gly Lys Ser Glu Cys Phe Leu Val Trp Gly Ala GIn Ala Phe
325 330 335

Thr Ser Gly Lys Tyr Tyr Trp Glu Val His Met Gly Asp Ser Trp Asn
340 345 350

Trp Ala Phe Gly Val Cys Asn Asn Tyr Trp Lys Glu Lys Arg GlIn Asn
355 360 365

Asp Lys lle Asp Gly Glu Glu Gly Leu Phe Leu Leu Gly Cys Val Lys
370 375 380

Glu Asp Thr His Cys Ser Leu Phe Thr Thr Ser Pro Leu Val Val GIn
385 390 395 400

Tyr Val Pro Arg Pro Thr Ser Thr Val Gly Leu Phe Leu Asp Cys Glu
405 410 415

Gly Arg Thr Val Ser Phe Val Asp Val Asp GIn Ser Ser Leu lle Tyr
420 425 430

Thr lle Pro Asn Cys Ser Phe Ser Pro Pro Leu Arg Pro lle Phe Cys
435 440 445

Cys Ser His Phe
450

<210> 103
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<211> 894
<212> DNA
<213> Homo sapiens

<400> 103
atggctggtt atgccactac tcccagecce atgeagaccce ttcaggagga ageggtgtgt 60

gccatctgcet tggattactt caaggacccc gtgtccatca getgtgggea caacttctge 120
cgagggtgtg tgacccagct gtggagtaag gaggacgagg aggaccagaa cgaggaggaa 180
gatgaatggg aggaggagga ggacgaggaa geggtgggeg ccatggatgg atgggacgge 240
tccattcgag aggtgttgta tcgggggaat getgacgaag agttgttcca agaccaagat 300
gacgatgaac tctggctcgg tgacagtggt ataactaatt gggacaacgt agactatatg 360
tgggacgagg aggaagaaga agaagaggaa gatcaggact attacctagg aggcttgaga 420
cctgacctga gaattgatgt ctaccgagaa gaagaaatac tggaagcata cgatgaggac 480
gaagatgaag agctgtatcc tgacatccac ccgectectt ccttgeecct tccagggcag 540
ttcacctgec cccagtgecg aaagagcttt acacgtcgea getttegtee caacttgcag 600
ctggccaaca tggtccagat aattcgecag atgtgeccca ctecttatcg gggaaaccgg 660
agtaatgatc agggcatgtg ctttaaacac caggaagccc tgaaactctt ctgtgaggtg 720
gacaaagagg ccatctgtgt ggtgtgccga gaatccagga gecacaaaca geacagegtg 780
ctgectttgg aggaggtggt gcaggagtac caggaaataa agttggaaac aactctggtg 840
ggaatacttc agatagagca agaaagcatt cacagcaagg cctataatca gtaa 894
<210> 104

<211> 297

<212> PRT

<213> Homo sapiens

<400> 104

Met Ala Gly Tyr Ala Thr Thr Pro Ser Pro Met GIn Thr Leu GIn Glu

1 5 10 15

Glu Ala Val Cys Ala lle Cys Leu Asp Tyr Phe Lys Asp Pro Val Ser
20 25 30
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Ile Ser Cys Gly His Asn Phe Cys Arg Gly Cys Val Thr GIn Leu Trp
35 40 45

Ser Lys Glu Asp Glu Glu Asp GIn Asn Glu Glu Glu Asp Glu Trp Glu
50 55 60

Glu Glu Glu Asp Glu Glu Ala Val Gly Ala Met Asp Gly Trp Asp Gly
65 70 75 80

Ser lle Arg Glu Val Leu Tyr Arg Gly Asn Ala Asp Glu Glu Leu Phe
85 90 95

GIn Asp GlIn Asp Asp Asp Glu Leu Trp Leu Gly Asp Ser Gly lle Thr
100 105 110

Asn Trp Asp Asn Val Asp Tyr Met Trp Asp Glu Glu Glu Glu Glu Glu
115 120 125

Glu Glu Asp GIn Asp Tyr Tyr Leu Gly Gly Leu Arg Pro Asp Leu Arg
130 135 140

lle Asp Val Tyr Arg Glu Glu Glu lle Leu Glu Ala Tyr Asp Glu Asp
145 150 155 160

Glu Asp Glu Glu Leu Tyr Pro Asp lle His Pro Pro Pro Ser Leu Pro
165 170 175

Leu Pro Gly GIn Phe Thr Cys Pro GIn Cys Arg Lys Ser Phe Thr Arg
180 185 190

Arg Ser Phe Arg Pro Asn Leu GIn Leu Ala Asn Met Val GIn lle lle
195 200 205

Arg GIn Met Cys Pro Thr Pro Tyr Arg Gly Asn Arg Ser Asn Asp GIn
210 215 220

Gly Met Cys Phe Lys His GIn Glu Ala Leu Lys Leu Phe Cys Glu Val
225 230 235 240
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Asp Lys Glu Ala lle Cys Val Val Cys Arg Glu Ser Arg Ser His Lys
245 250 255

GlIn His Ser Val Leu Pro Leu Glu Glu Val Val GIn Glu Tyr Gln Glu
260 265 270

lle Lys Leu Glu Thr Thr Leu Val Gly lle Leu GIn lle Glu GIn Glu
275 280 285

Ser lle His Ser Lys Ala Tyr Asn GIn
290 295

<210> 105
<211> 1203
<212> DNA
<213> Homo sapiens

<400> 105
atgaacttca cagtgggttt caagccgctg ctaggggatg cacacagcat ggacaacctg 60

gagaagcagc tcatctgecc catctgectg gagatgttct ccaaaccagt ggtgatcctg 120
ccctgecaac acaacctgtg ccgcaaatgt gecaacgacg tettccagge ctecgaateet 180
ctatggcagt cccggggctce caccactgtg tcttcaggag geegttteeg ctgeccatcg 240
tgcaggcatg aggttgtcct ggacagacac ggtgtctacg gectgeageg aaacctgeta 300
gtggagaaca ttatcgacat ttacaagcag gagtcatcca ggecgetgea ctccaagget 360
gagcagcacc tcatgtgcga ggagcatgaa gaagagaaga tcaatattta ctgectgage 420
tgtgaggtgc ccacctgctc tctctgeaag gtetteggtg cccacaagga ctgtgaggtg 480
gceccactge ccaccattta caaacgecag aagaaacagg atctcactct gttgecccagg 540
ctggagtgca gtggcacaaa cacaacttac tgcagcecttg atctcccgag ctcaagtgat 600
cctcccatct tagectcgea gaacactaag attatagata gtgagctcag cgatggecatc 660
gcgatgetgg tggeaggceaa tgaccgegtg caagceagtga tcacacagat ggaggaggtg 720
tgccagacta tcgaggacaa tagecggagg cagaagcagt tgttaaacca gaggtttgag 780

agcctgtgeg cagtgctgga ggagegeaag ggtgagetge tgcaggegcet ggeccgggag 840
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caagaggaga agctgcagceg cgtccgegge ctcatcegte agtatggega ccacctggag 900
gcctectcta agetggtgga gtctgecate cagtccatgg aagagecaca aatggegetg 960
tatctccagc aggccaagga getgatcaat aaggtcgggg ccatgtcgaa ggtggagetg 1020
gcagggeggce cggagecagg ctatgagage atggagcaat tcaccgtaag ggtggagcac 1080
gtggccgaaa tgetgeggac catcgacttc cagecaggeg cttccgggga ggaagaggag 1140
gtggccccag acggagagga gggragegeg gggecggagg aagageggec ggatgggeet 1200
taa 1203

<210> 106

<211> 400

<212> PRT

<213> Homo sapiens

<400> 106

Met Asn Phe Thr Val Gly Phe Lys Pro Leu Leu Gly Asp Ala His Ser

1 5 10 15

Met Asp Asn Leu Glu Lys GIn Leu lle Cys Pro lle Cys Leu Glu Met
20 25 30

Phe Ser Lys Pro Val Val lle Leu Pro Cys GIn His Asn Leu Cys Arg
35 40 45

Lys Cys Ala Asn Asp Val Phe GIn Ala Ser Asn Pro Leu Trp GIn Ser
50 55 60

Arg Gly Ser Thr Thr Val Ser Ser Gly Gly Arg Phe Arg Cys Pro Ser
65 70 75 80

Cys Arg His Glu Val Val Leu Asp Arg His Gly Val Tyr Gly Leu GIn
85 90 95

Arg Asn Leu Leu Val Glu Asn lle lle Asp lle Tyr Lys GIn Glu Ser
100 105 110

Ser Arg Pro Leu His Ser Lys Ala Glu GIn His Leu Met Cys Glu Glu
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115 120 125

His Glu Glu Glu Lys lle Asn Ile Tyr Cys Leu Ser Cys Glu Val Pro
130 135 140

Thr Cys Ser Leu Cys Lys Val Phe Gly Ala His Lys Asp Cys Glu Val
145 150 155 160

Ala Pro Leu Pro Thr lle Tyr Lys Arg Gln Lys Lys Gln Asp Leu Thr
165 170 175

Leu Leu Pro Arg Leu Glu Cys Ser Gly Thr Asn Thr Thr Tyr Cys Ser
180 185 190

Leu Asp Leu Pro Ser Ser Ser Asp Pro Pro lle Leu Ala Ser GIn Asn
195 200 205

Thr Lys lle lle Asp Ser Glu Leu Ser Asp Gly lle Ala Met Leu Val
210 215 220

Ala Gly Asn Asp Arg Val GIn Ala Val lle Thr GIn Met Glu Glu Val
225 230 235 240

Cys GIn Thr lle Glu Asp Asn Ser Arg Arg GIn Lys GIn Leu Leu Asn
245 250 255

GIn Arg Phe Glu Ser Leu Cys Ala Val Leu Glu Glu Arg Lys Gly Glu
260 265 270

Leu Leu GIn Ala Leu Ala Arg Glu GIn Glu Glu Lys Leu GIn Arg Val
275 280 285

Arg Gly Leu lle Arg GIn Tyr Gly Asp His Leu Glu Ala Ser Ser Lys
290 295 300

Leu Val Glu Ser Ala lle GIn Ser Met Glu Glu Pro GIn Met Ala Leu
305 310 315 320
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Tyr Leu GIn GIn Ala Lys Glu Leu lle Asn Lys Val Gly Ala Met Ser
325 330 335

Lys Val Glu Leu Ala Gly Arg Pro Glu Pro Gly Tyr Glu Ser Met Glu
340 345 350

GIn Phe Thr Val Arg Val Glu His Val Ala Glu Met Leu Arg Thr lle
355 360 365

Asp Phe GIn Pro Gly Ala Ser Gly Glu Glu Glu Glu Val Ala Pro Asp
370 375 380

Gly Glu Glu Gly Ser Ala Gly Pro Glu Glu Glu Arg Pro Asp Gly Pro
385 390 395 400

<210> 107
<211> 1647
<212> DNA
<213> Homo sapiens

<400> 107
atgagcgcat ctctgaatta caaatctttt tccaaagagc agcagaccat ggataactta 60

gagaagcaac tcatctgtcc catctgctta gagatgttca cgaaacctgt ggtgattctc 120
ccttgtcagce acaacctgtg taggaaatgt gccagtgata ttttccagge ctctaacccg 180
tatttgccca caagaggagg taccaccatg geatcagggg geegatteeg ctgeccatce 240
tgtagacatg aagtggtttt ggatagacat ggggtatatg gacttcagag gaacctgctg 300
gtggaaaata tcattgacat ctacaagcag gagtccacca ggccagaaaa gaaatccgac 360
cagcccatgt gcgaggaaca tgaagaggag cgcatcaaca tctactgtct gaactgecgaa 420
gtacccacct getctctgtg caaggtgttt ggtgcacaca aagactgceca ggtggetcce 480
ctcactcatg tgttccagag acagaagtct gagctcagtg atggcatcge catcctegtg 540
ggcagcaacg atcgagtcca gggagtgatc agccagetgg aagacacctg caaaactatc 600
gaggaatgtt gcagaaaaca gaaacaagag ctttgtgaga agtttgatta cctgtatgge 660
attttggagg agaggaagaa tgaaatgacc caagtcatta cccgaaccca agaggagaaa 720

ctggaacatg tccgtgctct gatcaaaaag tattctgatc atttggagaa cgtctcaaag 780
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ttggttgagt caggaattca gtttatggat gagccagaaa tggcagtgtt tctgcagaat 840
gccaaaaccc tgctaaaaaa aatctcggaa gcatcaaagg catttcagat ggagaaaata 900
gaacatggct atgagaacat gaaccacttc acagtcaacc tcaatagaga agaaaagata 960
atacgtgaaa ttgactttta cagagaagat gaagatgaag aagaagaaga aggcggagaa 1020
ggagaaaaag aaggagaagg agaagtggga ggagaagcag tagaagtgga agaggtagaa 1080
aatgttcaaa cagagtttcc aggagaagat gaaaacccag aaaaagcttc agagctctct 1140
caggtggagc tgcaggctge ccctggggea cttecagttt cctctccaga gecacctcca 1200
gecectgecac ctgetgegga tgeecctgtg acacaggggg aggttgtacc cactggetct 1260
gagcagacca cagagtctga aactccagtc cctgcagcag cagaaactge ggatcecttg 1320
ttttacccta gttggtataa aggccaaacc cggaaagceca ccaccaaccc accttgcacc 1380
ccagggagcg aaggtctggg gcaaataggg cctccaggtt ctgaggattc gaatgtacgg 1440
aaggcagaag tggcagcagce cgcagegagt gagagggcag ctgtgagtgg taaggaaact 1500
agtgcacctg cagctacttc tcagattgga tttgaggctc ctccectcca gggacagget 1560
gcagctccag cgagtggcag tggagctgat tctgagecag ctcgecatat cttctecttt 1620
tcctggttga actccctaaa tgaatga 1647

<210> 108

<211> 548

<212> PRT

<213> Homo sapiens

<400> 108

Met Ser Ala Ser Leu Asn Tyr Lys Ser Phe Ser Lys Glu GIn GIn Thr

1 5 10 15

Met Asp Asn Leu Glu Lys GIn Leu lle Cys Pro lle Cys Leu Glu Met
20 25 30

Phe Thr Lys Pro Val Val lle Leu Pro Cys GIn His Asn Leu Cys Arg
35 40 45
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Lys Cys Ala Ser Asp lle Phe GIn Ala Ser Asn Pro Tyr Leu Pro Thr
50 55 60

Arg Gly Gly Thr Thr Met Ala Ser Gly Gly Arg Phe Arg Cys Pro Ser
65 70 75 80

Cys Arg His Glu Val Val Leu Asp Arg His Gly Val Tyr Gly Leu GIn
85 90 95

Arg Asn Leu Leu Val Glu Asn lle lle Asp lle Tyr Lys GIn Glu Ser
100 105 110

Thr Arg Pro Glu Lys Lys Ser Asp GlIn Pro Met Cys Glu Glu His Glu
115 120 125

Glu Glu Arg lle Asn lle Tyr Cys Leu Asn Cys Glu Val Pro Thr Cys
130 135 140

Ser Leu Cys Lys Val Phe Gly Ala His Lys Asp Cys GIn Val Ala Pro
145 150 155 160

Leu Thr His Val Phe GIn Arg GIn Lys Ser Glu Leu Ser Asp Gly lle
165 170 175

Ala lle Leu Val Gly Ser Asn Asp Arg Val GIn Gly Val lle Ser GIn
180 185 190

Leu Glu Asp Thr Cys Lys Thr lle Glu Glu Cys Cys Arg Lys GIn Lys
195 200 205

GIn Glu Leu Cys Glu Lys Phe Asp Tyr Leu Tyr Gly lle Leu Glu Glu
210 215 220

Arg Lys Asn Glu Met Thr GIn Val lle Thr Arg Thr GIn Glu Glu Lys
225 230 235 240

Leu Glu His Val Arg Ala Leu lle Lys Lys Tyr Ser Asp His Leu Glu
245 250 255
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Asn Val Ser Lys Leu Val Glu Ser Gly lle GIn Phe Met Asp Glu Pro
260 265 270

Glu Met Ala Val Phe Leu GIn Asn Ala Lys Thr Leu Leu Lys Lys lle
275 280 285

Ser Glu Ala Ser Lys Ala Phe GIn Met Glu Lys lle Glu His Gly Tyr
290 295 300

Glu Asn Met Asn His Phe Thr Val Asn Leu Asn Arg Glu Glu Lys lle
305 310 315 320

lle Arg Glu lle Asp Phe Tyr Arg Glu Asp Glu Asp Glu Glu Glu Glu
325 330 335

Glu Gly Gly Glu Gly Glu Lys Glu Gly Glu Gly Glu Val Gly Gly Glu
340 345 350

Ala Val Glu Val Glu Glu Val Glu Asn Val GIn Thr Glu Phe Pro Gly
355 360 365

Glu Asp Glu Asn Pro Glu Lys Ala Ser Glu Leu Ser GIn Val Glu Leu
370 375 380

GIn Ala Ala Pro Gly Ala Leu Pro Val Ser Ser Pro Glu Pro Pro Pro
385 390 395 400

Ala Leu Pro Pro Ala Ala Asp Ala Pro Val Thr GIn Gly Glu Val Val
405 410 415

Pro Thr Gly Ser Glu GIn Thr Thr Glu Ser Glu Thr Pro Val Pro Ala
420 425 430

Ala Ala Glu Thr Ala Asp Pro Leu Phe Tyr Pro Ser Trp Tyr Lys Gly
435 440 445

GIn Thr Arg Lys Ala Thr Thr Asn Pro Pro Cys Thr Pro Gly Ser Glu
450 455 460
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Gly Leu Gly GIn lle Gly Pro Pro Gly Ser Glu Asp Ser Asn Val Arg
465 470 475 480

Lys Ala Glu Val Ala Ala Ala Ala Ala Ser Glu Arg Ala Ala Val Ser
485 490 495

Gly Lys Glu Thr Ser Ala Pro Ala Ala Thr Ser GIn lle Gly Phe Glu
500 505 510

Ala Pro Pro Leu GIn Gly GIn Ala Ala Ala Pro Ala Ser Gly Ser Gly
515 520 525

Ala Asp Ser Glu Pro Ala Arg His lle Phe Ser Phe Ser Trp Leu Asn
530 535 540

Ser Leu Asn Glu
545

<210> 109
<211> 2225
<212> DNA
<213> Homo sapiens

<400> 109
atggtttcce acgggtectc geecteccte ctggaggecc tgagcagega cttectggee 60

tgtaaaatct gcctggagea getgegggea cccaagacac tgeectgect gecatacctac 120
tgccaagact gectggeaca getggeggat ggeggeegeg tecgetgeece cgagtgeege 180
gagacagtgc ctgtgcegec cgagggtgtg gectecttca agaccaactt cttegtcaat 240
gggctgetgg acctggtgaa ggecegggece tgtggagacc tgegtgecgg gaagecagee 300
tgtgeectgt gteecctggt gggtggeace ageaccgggg ggeeggecac ggeeeggtge 360
ctggactgtg ccgatgactt gtgccaggcec tgtgeegacg ggeaccgetg cacccgecag 420
acccacaccc accgegtggt ggacctggtg ggctacaggg ccgggtggta tgatgaggag 480
gecegggage gecaagegge ccagtgtece cageacceeg gggaggeact gegettectg 540

tgccageect getcacagtt getgtgeaga gagtgecgec tagaccecca cctggaccac 600
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ccctgectge ctetggetga agetgtgegt geccggagge cgggectgga gggactgcetg

660

gceggtgtgg acaataacct ggtggagetg gaggcagege ggagggtgga gaaggaggeg 720

ctagcecgge tgegggagea ggeggeecgg gtggggactc aggtggagga ggeggetgag 780

ggcgtectee gggeectget ggeccagaag caggaggtgc tggggcaget acgageccac

840

gtggaggctg ccgaagaagc tgctcgggag aggetggegg agettgaggg ccgggagcag 900

gtggccaggg ccgeageegce cttegeeege cgggtactca gectggggeg agaggecegag

atcctctccc tggaaggggc gatcgeacag cggetcagge agetgeaggg ctgecectgg

gcaccaggcc cggececctg cetgetecca cagetggagce tecatectgg getectggac

aagaactgcc accttcttcg getgtecttt gaggagcage agecccagaa ggatggtggg

960

1020

1080

1140

aaagacggag ctggtaccca gggaggtgag gagagccaga gecggaggga ggatgagecg 1200

aagactgaga gacagggtgg agtccagcecc caggetggag atggagecca gaccccaaaa 1260

gaggaaaaag cccagacaac ccgagaagag ggageccaga ccttggagga ggacagggee 1320

cagacacccc acgaggatgg aggaccccag ccccacaggg gtggeagacce caacaagaag 1380

aaaaagttca aaggcaggct caagtcaatt tcccgggage ccageccagce cctggggecg

aatctggacg getctggect cctccccaga cecatctttt actgcagttt ccccacgegg

atgcctggag acaagcggtc ccccecggate accgggcetct gteecttegg tececegggag

atcctggtgg cggatgagcea gaaccgggca ctgaaacgct tctcectcaa cggegactac

aagggcaccg tgceggteec tgagggcetge tecccttgea gegtggecge cetgeagage

geggtggect tctecgetag cgeacggcetc tatctcatca accccaacgg cgaagtgeag

tggcgcaggg cectgagect cteccaggec agecacgegg tggeggeact gectageggg

gaccgcgtgg ctgtcagegt ggegggecac gtggaggtgt acaatatgga aggcagectg

gccacceggt tcattectgg aggcaaggec ageeggggece tgegggegct ggtgtttctg

accaccagcc cccaggggcea tttegtgggg teggactgge ageagaatag tgtggtaatc

tgtgatgggc tgggccaggt ggttggggag tacaaggggc caggectgea tggetgecag

ccgggctecg tgtctgtgga taagaagggce tacatctttc tgacccttcg agaagtcaac
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aaggtggtga tcctggaccc gaaggggtec ctecttggag acttcctgac agectaccac

ggcctggaaa agecccgggt taccaccatg gtggatggcea ggtacctggt cgtgteecte
agtaa 2225

<210> 110

<211> 755

<212> PRT

<213> Homo sapiens
<400> 110

Met Val Ser His Gly Ser Ser Pro Ser Leu Leu Glu Ala Leu Ser Ser
1 5 10 15

Asp Phe Leu Ala Cys Lys lle Cys Leu Glu GIn Leu Arg Ala Pro Lys
20 25 30

Thr Leu Pro Cys Leu His Thr Tyr Cys Gln Asp Cys Leu Ala GIn Leu
35 40 45

Ala Asp Gly Gly Arg Val Arg Cys Pro Glu Cys Arg Glu Thr Val Pro
50 55 60

Val Pro Pro Glu Gly Val Ala Ser Phe Lys Thr Asn Phe Phe Val Asn
65 70 75 80

Gly Leu Leu Asp Leu Val Lys Ala Arg Ala Cys Gly Asp Leu Arg Ala
85 90 95

Gly Lys Pro Ala Cys Ala Leu Cys Pro Leu Val Gly Gly Thr Ser Thr
100 105 110

Gly Gly Pro Ala Thr Ala Arg Cys Leu Asp Cys Ala Asp Asp Leu Cys
115 120 125

GlIn Ala Cys Ala Asp Gly His Arg Cys Thr Arg GIn Thr His Thr His
130 135 140

Arg Val Val Asp Leu Val Gly Tyr Arg Ala Gly Trp Tyr Asp Glu Glu

230

2160

2220



145 150 155 160

Ala Arg Glu Arg GIn Ala Ala GIn Cys Pro GIn His Pro Gly Glu Ala
165 170 175

Leu Arg Phe Leu Cys GIn Pro Cys Ser GIn Leu Leu Cys Arg Glu Cys
180 185 190

Arg Leu Asp Pro His Leu Asp His Pro Cys Leu Pro Leu Ala Glu Ala
195 200 205

Val Arg Ala Arg Arg Pro Gly Leu Glu Gly Leu Leu Ala Gly Val Asp
210 215 220

Asn Asn Leu Val Glu Leu Glu Ala Ala Arg Arg Val Glu Lys Glu Ala
225 230 235 240

Leu Ala Arg Leu Arg Glu GIn Ala Ala Arg Val Gly Thr GlIn Val Glu
245 250 255

Glu Ala Ala Glu Gly Val Leu Arg Ala Leu Leu Ala GIn Lys GIn Glu
260 265 270

Val Leu Gly GIn Leu Arg Ala His Val Glu Ala Ala Glu Glu Ala Ala
275 280 285

Arg Glu Arg Leu Ala Glu Leu Glu Gly Arg Glu GIn Val Ala Arg Ala
290 295 300

Ala Ala Ala Phe Ala Arg Arg Val Leu Ser Leu Gly Arg Glu Ala Glu
305 310 315 320

lle Leu Ser Leu Glu Gly Ala lle Ala GIn Arg Leu Arg GIn Leu GIn
325 330 335

Gly Cys Pro Trp Ala Pro Gly Pro Ala Pro Cys Leu Leu Pro GIn Leu
340 345 350
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Glu Leu His Pro Gly Leu Leu Asp Lys Asn Cys His Leu Leu Arg Leu
355 360 365

Ser Phe Glu Glu GIn GIn Pro GIn Lys Asp Gly Gly Lys Asp Gly Ala
370 375 380

Gly Thr GIn Gly Gly Glu Glu Ser GIn Ser Arg Arg Glu Asp Glu Pro
385 390 395 400

Lys Thr Glu Arg GIn Gly Gly Val GIn Pro GIn Ala Gly Asp Gly Ala
405 410 415

GIn Thr Pro Lys Glu Glu Lys Ala GIn Thr Thr Arg Glu Glu Gly Ala
420 425 430

GIn Thr Leu Glu Glu Asp Arg Ala GIn Thr Pro His Glu Asp Gly Gly
435 440 445

Pro GIn Pro His Arg Gly Gly Arg Pro Asn Lys Lys Lys Lys Phe Lys
450 455 460

Gly Arg Leu Lys Ser lle Ser Arg Glu Pro Ser Pro Ala Leu Gly Pro
465 470 475 480

Asn Leu Asp Gly Ser Gly Leu Leu Pro Arg Pro lle Phe Tyr Cys Ser
485 490 495

Phe Pro Thr Arg Met Pro Gly Asp Lys Arg Ser Pro Arg lle Thr Gly
500 505 510

Leu Cys Pro Phe Gly Pro Arg Glu lle Leu Val Ala Asp Glu GIn Asn
515 520 525

Arg Ala Leu Lys Arg Phe Ser Leu Asn Gly Asp Tyr Lys Gly Thr Val
530 535 540

Pro Val Pro Glu Gly Cys Ser Pro Cys Ser Val Ala Ala Leu GIn Ser
545 550 555 560
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Ala Val Ala Phe Ser Ala Ser Ala Arg Leu Tyr Leu lle Asn Pro Asn
565 570 575

Gly Glu Val GIn Trp Arg Arg Ala Leu Ser Leu Ser GIn Ala Ser His
580 585 590

Ala Val Ala Ala Leu Pro Ser Gly Asp Arg Val Ala Val Ser Val Ala
595 600 605

Gly His Val Glu Val Tyr Asn Met Glu Gly Ser Leu Ala Thr Arg Phe
610 615 620

lle Pro Gly Gly Lys Ala Ser Arg Gly Leu Arg Ala Leu Val Phe Leu
625 630 635 640

Thr Thr Ser Pro GIn Gly His Phe Val Gly Ser Asp Trp GIn GIn Asn
645 650 655

Ser Val Val lle Cys Asp Gly Leu Gly GIn Val Val Gly Glu Tyr Lys
660 665 670

Gly Pro Gly Leu His Gly Cys GIn Pro Gly Ser Val Ser Val Asp Lys
675 680 685

Lys Gly Tyr lle Phe Leu Thr Leu Arg Glu Val Asn Lys Val Val lle
690 695 700

Leu Asp Pro Lys Gly Ser Leu Leu Gly Asp Phe Leu Thr Ala Tyr His
705 710 715 720

Gly Leu Glu Lys Pro Arg Val Thr Thr Met Val Asp Gly Arg Tyr Leu
725 730 735

Val Val Ser Leu Ser Asn Gly Thr lle His lle Phe Arg Val Arg Ser
740 745 750

Pro Asp Ser
755
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<210> 111
<211> 1461
<212> DNA
<213> Homo sapiens

<400> 111
atggcctggg cgeegeecgg ggageggctg cgegaggatg cgeggtgece ggtgtgectg 60

gatttcctge aggageceggt cagegtggac tgeggecaca gettetgect caggtgeate 120
tccgagttct gcgagaagtc ggacggegeg cagggeggeg tctacgectg teccgeagtge 180
cggggceecect tceggececte gggetttege cccaaccgge agetggeggg cetggtggag 240
agcgtgegge ggetggggtt gggegegggg ceeggggegc ggegatgege geggeacgge 300
gaggacctga gccgcttctg cgaggaggac gaggeggegce tgtgetgggt gtgegacgee 360
ggccecgage acaggacgcea ccgeacggeg ccgetgeagg aggeecgeegg cagctaccag 420
gtaaagctcc agatggctct ggaacttatg aggaaagagt tggaggacgc cttgactcag 480
gaggccaacg tggggaaaaa gactgtcatt tggaaggaga aagtggaaat gcagaggcag 540
cgcttcagat tggagtttga gaagcatcgt ggetttctgg cccaggagga gcaacggcag 600
ctgaggcggce tggaggegga ggagegageg acgetgeaga gactgeggga gagcaagage 660
cggctggtcc agcagagcaa ggecctgaag gagetggegg atgagetgea ggagaggtge 720
cagcgeecegg ccctgggtct getggagggt gtgagaggag tectgageag aagtaagget 780
gtcacaaggc tggaagcaga gaacatcccc atggaactga agacagceatg ctgecatccct 840
gggaggaggg agctcttaag gaagttccaa gtggatgtaa agetggatce cgecacggeg 900
cacccgagtc tgctcttgac cgecgacctg cgecagtgtge aggatggaga accatggagg 960
gatgtcccca acaaccctga gegatttgac acatggecct geatcctggg tttgcagage 1020
ttctcatcag ggaggcatta ctgggaggtt ctggtgggag aaggagcaga gtggggttta 1080
ggggtctgtc aagacacact gccaagaaag ggggaaacca cgecatctece tgagaatggg 1140
gtctgggecc tgtggetget gaaagggaat gagtacatgg tecttgecte cccatcagtg 1200
cctcttctce aactggaaag tectegetge attgggattt tettggacta tgaageeggt 1260

gaaatttcat tctacaatgt cacagatgga tcttatatct acacattcaa ccaactcttc 1320
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tctggtctte ttcggectta ctttttcate tgtgatgcaa ctectcttat cttgeccacce 1380
acaacaatag cagggtcagg aaattgggca tccagggatc atttagatcc tgettctgat 1440
gtaagagatg atcatctcta a 1461

<210> 112

<211> 486

<212> PRT

<213> Homo sapiens

<400> 112

Met Ala Trp Ala Pro Pro Gly Glu Arg Leu Arg Glu Asp Ala Arg Cys

1 5 10 15

Pro Val Cys Leu Asp Phe Leu GIn Glu Pro Val Ser Val Asp Cys Gly
20 25 30

His Ser Phe Cys Leu Arg Cys lle Ser Glu Phe Cys Glu Lys Ser Asp
35 40 45

Gly Ala GIn Gly Gly Val Tyr Ala Cys Pro GIn Cys Arg Gly Pro Phe
50 55 60

Arg Pro Ser Gly Phe Arg Pro Asn Arg GIn Leu Ala Gly Leu Val Glu
65 70 75 80

Ser Val Arg Arg Leu Gly Leu Gly Ala Gly Pro Gly Ala Arg Arg Cys
85 90 95

Ala Arg His Gly Glu Asp Leu Ser Arg Phe Cys Glu Glu Asp Glu Ala
100 105 110

Ala Leu Cys Trp Val Cys Asp Ala Gly Pro Glu His Arg Thr His Arg
115 120 125

Thr Ala Pro Leu GIn Glu Ala Ala Gly Ser Tyr GIn Val Lys Leu GIn
130 135 140
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Met Ala Leu Glu Leu Met Arg Lys Glu Leu Glu Asp Ala Leu Thr GIn
145 150 155 160

Glu Ala Asn Val Gly Lys Lys Thr Val lle Trp Lys Glu Lys Val Glu
165 170 175

Met GIn Arg GIn Arg Phe Arg Leu Glu Phe Glu Lys His Arg Gly Phe
180 185 190

Leu Ala GIn Glu Glu GIn Arg GIn Leu Arg Arg Leu Glu Ala Glu Glu
195 200 205

Arg Ala Thr Leu GIn Arg Leu Arg Glu Ser Lys Ser Arg Leu Val GIn
210 215 220

GlIn Ser Lys Ala Leu Lys Glu Leu Ala Asp Glu Leu GIn Glu Arg Cys
225 230 235 240

GIn Arg Pro Ala Leu Gly Leu Leu Glu Gly Val Arg Gly Val Leu Ser
245 250 255

Arg Ser Lys Ala Val Thr Arg Leu Glu Ala Glu Asn lle Pro Met Glu
260 265 270

Leu Lys Thr Ala Cys Cys lle Pro Gly Arg Arg Glu Leu Leu Arg Lys
275 280 285

Phe GIn Val Asp Val Lys Leu Asp Pro Ala Thr Ala His Pro Ser Leu
290 295 300

Leu Leu Thr Ala Asp Leu Arg Ser Val GIn Asp Gly Glu Pro Trp Arg
305 310 315 320

Asp Val Pro Asn Asn Pro Glu Arg Phe Asp Thr Trp Pro Cys lle Leu
325 330 335

Gly Leu GIn Ser Phe Ser Ser Gly Arg His Tyr Trp Glu Val Leu Val
340 345 350
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Gly Glu Gly Ala Glu Trp Gly Leu Gly Val Cys GIn Asp Thr Leu Pro
355 360 365

Arg Lys Gly Glu Thr Thr Pro Ser Pro Glu Asn Gly Val Trp Ala Leu
370 375 380

Trp Leu Leu Lys Gly Asn Glu Tyr Met Val Leu Ala Ser Pro Ser Val
385 390 395 400

Pro Leu Leu GIn Leu Glu Ser Pro Arg Cys lle Gly lle Phe Leu Asp
405 410 415

Tyr Glu Ala Gly Glu lle Ser Phe Tyr Asn Val Thr Asp Gly Ser Tyr
420 425 430

lle Tyr Thr Phe Asn GIn Leu Phe Ser Gly Leu Leu Arg Pro Tyr Phe
435 440 445

Phe Ile Cys Asp Ala Thr Pro Leu lle Leu Pro Pro Thr Thr lle Ala
450 455 460

Gly Ser Gly Asn Trp Ala Ser Arg Asp His Leu Asp Pro Ala Ser Asp
465 470 475 480

Val Arg Asp Asp His Leu
485

<210> 113
<211> 1212
<212> DNA
<213> Homo sapiens

<400> 113
atgcacaatt ttgaggaaga gttaacttgt cccatatgtt atagtatttt tgaagatcct

cgtgtactgc catgctctca tacattttgt agaaattgtt tggaaaacat tcttcaggcea

tctggtaact tttatatatg gagaccttta cgaattccac tcaagtgcecc taattgcaga

agtattactg aaattgctcc aactggcatt gaatctttac ctgttaattt tgcactaagg
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gctattattg aaaagtacca gcaagaagac catccagata ttgtcacctg ccctgaacat 300
tacaggcaac cattaaatgt ttactgtcta ttagataaaa aattagtttg tggtcattgc 360
cttaccatag gtcaacatca tggtcatcct atagatgacc ttcaaagtgc ctatttgaaa 420
gaaaaggaca ctcctcaaaa actgcttgaa cagttgactg acacacactg gacagatctt 480
acccatctta ttgaaaagct gaaagaacaa aaatctcatt ctgagaaaat gatccaagge 540
gataaggaag ctgttctcca gtattttaag gagcttaatg atacattaga acagaaaaaa 600
aaaagtttcc taacggctct ctgtgatgtt ggcaatctaa ttaatcaaga atatactcca 660
caaattgaaa gaatgaagga aatacgagag cagcagcttg aattaatgge actgacaata 720
tctttacaag aagagtctcc acttaaattt cttgaaaaag ttgatgatgt acgccagcat 780
gtacagatct tgaaacaaag accacttcct gaggttcaac ccgttgaaat ttatcctcga 840
gtaagcaaaa tattgaaaga agaatggagc agaacagaaa ttggacaaat taagaacgtt 900
ctcattccca aaatgaaaat ttctccaaaa aggatgtcat gttectggec tggtaaggat 960
gaaaaggaag ttgaattttt aaaaatttta aacattgttg tagttacatt aatttcagta 1020
atactgatgt cgatactctt tttcaaccaa cacatcataa cctttttaag tgaaatcact 1080
ttaatatggt tttctgaagc ctctctatct gtttaccaaa gtttatctaa cagtctgcat 1140
aaggtaaaga atatactgtg tcacattttc tatttgttga aggaatttgt gtggaaaata 1200
gtttcccatt ga 1212

<210> 114

<211> 403

<212> PRT

<213> Homo sapiens

<400> 114

Met His Asn Phe Glu Glu Glu Leu Thr Cys Pro lle Cys Tyr Ser lle

1 5 10 15

Phe Glu Asp Pro Arg Val Leu Pro Cys Ser His Thr Phe Cys Arg Asn
20 25 30

Cys Leu Glu Asn lle Leu GIn Ala Ser Gly Asn Phe Tyr lle Trp Arg
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35 40 45

Pro Leu Arg lle Pro Leu Lys Cys Pro Asn Cys Arg Ser lle Thr Glu
50 55 60

lle Ala Pro Thr Gly lle Glu Ser Leu Pro Val Asn Phe Ala Leu Arg
65 70 75 80

Ala lle lle Glu Lys Tyr GIn GIn Glu Asp His Pro Asp lle Val Thr
85 90 95

Cys Pro Glu His Tyr Arg GIn Pro Leu Asn Val Tyr Cys Leu Leu Asp
100 105 110

Lys Lys Leu Val Cys Gly His Cys Leu Thr lle Gly GIn His His Gly
115 120 125

His Pro lle Asp Asp Leu GIn Ser Ala Tyr Leu Lys Glu Lys Asp Thr
130 135 140

Pro GIn Lys Leu Leu Glu GIn Leu Thr Asp Thr His Trp Thr Asp Leu
145 150 155 160

Thr His Leu lle Glu Lys Leu Lys Glu GIn Lys Ser His Ser Glu Lys
165 170 175

Met lle GIn Gly Asp Lys Glu Ala Val Leu GIn Tyr Phe Lys Glu Leu
180 185 190

Asn Asp Thr Leu Glu GIn Lys Lys Lys Ser Phe Leu Thr Ala Leu Cys
195 200 205

Asp Val Gly Asn Leu lle Asn GIn Glu Tyr Thr Pro GIn lle Glu Arg
210 215 220

Met Lys Glu lle Arg Glu GIn GIn Leu Glu Leu Met Ala Leu Thr lle
225 230 235 240
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Ser Leu GIn Glu Glu Ser Pro Leu Lys Phe Leu Glu Lys Val Asp Asp
245 250 255

Val Arg GIn His Val GIn lle Leu Lys GIn Arg Pro Leu Pro Glu Val
260 265 270

GIn Pro Val Glu lle Tyr Pro Arg Val Ser Lys lle Leu Lys Glu Glu
275 280 285

Trp Ser Arg Thr Glu lle Gly GIn lle Lys Asn Val Leu lle Pro Lys
290 295 300

Met Lys lle Ser Pro Lys Arg Met Ser Cys Ser Trp Pro Gly Lys Asp
305 310 315 320

Glu Lys Glu Val Glu Phe Leu Lys lle Leu Asn lle Val Val Val Thr
325 330 335

Leu lle Ser Val lle Leu Met Ser lle Leu Phe Phe Asn GIn His lle
340 345 350

lle Thr Phe Leu Ser Glu lle Thr Leu lle Trp Phe Ser Glu Ala Ser
355 360 365

Leu Ser Val Tyr GIn Ser Leu Ser Asn Ser Leu His Lys Val Lys Asn
370 375 380

lle Leu Cys His lle Phe Tyr Leu Leu Lys Glu Phe Val Trp Lys lle
385 390 395 400

Val Ser His

<210> 115
<211> 1416
<212> DNA
<213> Homo sapiens

<400> 115
atggagtttg tgacagcect ggtgaacctc caagaggagt ctagctgtcc catctgtctg
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gagtacttga aagacccagt gaccatcaac tgtgggcaca acttctgtcg ctectgecte 120
agtgtatcct ggaaggatct agatgatacc tttcectgte ctgtectgecg tttttgettt 180
ccatacaaga gcttcaggag gaacccccag ctccgtaatt tgactgaaat tgctaaacaa 240
ctccagatta ggaggagcaa gagaaagagg cagaaagaga atgccatgtg tgaaaaacac 300
aaccagtttc tgaccctctt ctgtgttaaa gatctagaga tcttatgtac acagtgcagt 360
ttctccacta aacaccagaa geactacatt tgecctatta agaaagcetge ctettatcac 420
agagaaattc tagaaggtag ccttgagccc ttgaggaata atatagaacg agttgaaaaa 480
gtgataattc tgcaaggcag caaatcagtg gagctgaaaa agaaggtaga atataagagg 540
gaagaaataa attctgagtt tgagcaaata agattgtttt tacagaatga acaagagatg 600
attcttaggc agatacaaga tgaagagatg aacattttag caaaactaaa tgaaaacctt 660
gtagaacttt cagattatgt ttccacatta aaacatctac tgagggaggt agagggcaag 720
tctgtgcagt caaacctgga attactgaca caagctaaga gtatgcacca caagtatcaa 780
aacctaaaat gccctgaact cttttcattt agattaacaa aatatggttt cagtcttcct 840
cctcaatatt ctggcttgga cagaattatc aagccatttc aagtagatgt gattctagat 900
ctcaacacag cacatcctca acttcttgtc tctgaggata gaaaagctgt gcgatatgaa 960
agaaaaaaac gaaacatttg ttatgaccca aggagatttt atgtctgecc tgetgtecta 1020
ggctctcaga gatttagttc tggccgacat tactgggaag tagaagtggg aaacaaacct 1080
daatggatat tgggtgtgtg tcaagactgt cttcttagga actggcagga tcagccatca 1140
gttctgggcg gattctggge aattgggega tacatgaaga gtggttatgt tgegtcaggt 1200
cctaagacaa cccagcttct gccagtagta aaacccagta aaattggtat ttttctggac 1260
tatgaattgg gtgatctttc cttttataat atgaatgata ggtctattct ctatactttt 1320
aacgattgtt tcacagaagc cgtttggcect tatttctata ctggaacaga ttccgaacct 1380
cttaaaatct gctcagtatc agattctgaa agataa 1416

<210> 116

<211> 471
<212> PRT
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<213> Homo sapiens
<400> 116
Met Glu Phe Val Thr Ala Leu Val Asn Leu GIn Glu Glu Ser Ser Cys

1 5 10 15

Pro lle Cys Leu Glu Tyr Leu Lys Asp Pro Val Thr lle Asn Cys Gly
20 25 30

His Asn Phe Cys Arg Ser Cys Leu Ser Val Ser Trp Lys Asp Leu Asp
35 40 45

Asp Thr Phe Pro Cys Pro Val Cys Arg Phe Cys Phe Pro Tyr Lys Ser
50 55 60

Phe Arg Arg Asn Pro GIn Leu Arg Asn Leu Thr Glu lle Ala Lys GIn
65 70 75 80

Leu GIn lle Arg Arg Ser Lys Arg Lys Arg GIn Lys Glu Asn Ala Met
85 90 95

Cys Glu Lys His Asn GIn Phe Leu Thr Leu Phe Cys Val Lys Asp Leu
100 105 110

Glu lle Leu Cys Thr GIn Cys Ser Phe Ser Thr Lys His GIn Lys His
115 120 125

Tyr lle Cys Pro lle Lys Lys Ala Ala Ser Tyr His Arg Glu lle Leu
130 135 140

Glu Gly Ser Leu Glu Pro Leu Arg Asn Asn lle Glu Arg Val Glu Lys
145 150 155 160

Val lle lle Leu GIn Gly Ser Lys Ser Val Glu Leu Lys Lys Lys Val
165 170 175

Glu Tyr Lys Arg Glu Glu lle Asn Ser Glu Phe Glu GIn lle Arg Leu
180 185 190
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Phe Leu GIn Asn Glu GIn Glu Met lle Leu Arg GIn lle GIn Asp Glu
195 200 205

Glu Met Asn lle Leu Ala Lys Leu Asn Glu Asn Leu Val Glu Leu Ser
210 215 220

Asp Tyr Val Ser Thr Leu Lys His Leu Leu Arg Glu Val Glu Gly Lys
225 230 235 240

Ser Val GIn Ser Asn Leu Glu Leu Leu Thr GIn Ala Lys Ser Met His
245 250 255

His Lys Tyr Gln Asn Leu Lys Cys Pro Glu Leu Phe Ser Phe Arg Leu
260 265 270

Thr Lys Tyr Gly Phe Ser Leu Pro Pro GIn Tyr Ser Gly Leu Asp Arg
275 280 285

lle lle Lys Pro Phe GIn Val Asp Val lle Leu Asp Leu Asn Thr Ala
290 295 300

His Pro GIn Leu Leu Val Ser Glu Asp Arg Lys Ala Val Arg Tyr Glu
305 310 315 320

Arg Lys Lys Arg Asn lle Cys Tyr Asp Pro Arg Arg Phe Tyr Val Cys
325 330 335

Pro Ala Val Leu Gly Ser GIn Arg Phe Ser Ser Gly Arg His Tyr Trp
340 345 350

Glu Val Glu Val Gly Asn Lys Pro Lys Trp lle Leu Gly Val Cys GIn
355 360 365

Asp Cys Leu Leu Arg Asn Trp GIn Asp GIn Pro Ser Val Leu Gly Gly
370 375 380

Phe Trp Ala lle Gly Arg Tyr Met Lys Ser Gly Tyr Val Ala Ser Gly
385 390 395 400
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Pro Lys Thr Thr GIn Leu Leu Pro Val Val Lys Pro Ser Lys lle Gly
405 410 415

lle Phe Leu Asp Tyr Glu Leu Gly Asp Leu Ser Phe Tyr Asn Met Asn
420 425 430

Asp Arg Ser lle Leu Tyr Thr Phe Asn Asp Cys Phe Thr Glu Ala Val
435 440 445

Trp Pro Tyr Phe Tyr Thr Gly Thr Asp Ser Glu Pro Leu Lys lle Cys
450 455 460

Ser Val Ser Asp Ser Glu Arg
465 470

<210> 117
<211> 630
<212> DNA
<213> Homo sapiens

<400> 117
atggaatttg ttacggccct ggetgaccte cgageagagg ctagcetgtec catctgtctg 60

gactacttga aagacccagt gaccatcagc tgtgggcata acttctgtct ctectgcatc 120
attatgtcct ggaaggatct acatgatagt ttcccctgec ccttttgeca cttttgetgt 180
ccagaaagga aatttataag caatccccag ctgggtagtt tgactgaaat tgctaagcaa 240
ctccagataa gaagcaagaa gaggaagagg caggaagaga agcatgtgtg taagaagcat 300
aatcaggttt tgactttctt ctgtcagaaa gacctagagc ttttatgtcc aaggtgcagt 360
ttgtccactg atcaccagca tcactgtgtt tggcccataa agaaggcetge ctectatcat 420
aggaaaaaac tggaggaata caatgcaccg tggaaggaga gagtggaact aattgaaaaa 480
gtcataacta tgcaaaccag gaaatcactg gaactgaaga aaaagatgga gtctccttct 540
gtcaccaggc tggagtgcag ttgcacgatc teggeteact tcaaccteeg cctecceggga 600

tcaagcgatt cttctgectc tggetectga 630
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<210> 118
<211> 209
<212> PRT
<213> Homo sapiens

<400> 118

Met Glu Phe Val Thr Ala Leu Ala Asp Leu Arg Ala Glu Ala Ser Cys
1 5 10 15

Pro lle Cys Leu Asp Tyr Leu Lys Asp Pro Val Thr lle Ser Cys Gly
20 25 30

His Asn Phe Cys Leu Ser Cys lle lle Met Ser Trp Lys Asp Leu His
35 40 45

Asp Ser Phe Pro Cys Pro Phe Cys His Phe Cys Cys Pro Glu Arg Lys
50 55 60

Phe lle Ser Asn Pro GIn Leu Gly Ser Leu Thr Glu lle Ala Lys GIn
65 70 75 80

Leu GIn lle Arg Ser Lys Lys Arg Lys Arg Gln Glu Glu Lys His Val
85 90 95

Cys Lys Lys His Asn GlIn Val Leu Thr Phe Phe Cys GIn Lys Asp Leu
100 105 110

Glu Leu Leu Cys Pro Arg Cys Ser Leu Ser Thr Asp His GlIn His His
115 120 125

Cys Val Trp Pro lle Lys Lys Ala Ala Ser Tyr His Arg Lys Lys Leu
130 135 140

Glu Glu Tyr Asn Ala Pro Trp Lys Glu Arg Val Glu Leu lle Glu Lys
145 150 155 160

Val lle Thr Met GIn Thr Arg Lys Ser Leu Glu Leu Lys Lys Lys Met
165 170 175
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Glu Ser Pro Ser Val Thr Arg Leu Glu Cys Ser Cys Thr lle Ser Ala
180 185 190

His Phe Asn Leu Arg Leu Pro Gly Ser Ser Asp Ser Ser Ala Ser Gly
195 200 205

Ser

<210> 119
<211> 1428
<212> DNA
<213> Homo sapiens

<400> 119
atggcgtgca gectcaagga cgagcetgetg tgetccatct gectgageat ctaccaggac 60

ccggtgagcc tgggetgega geattactte tgecgeegcet geatcacgga geactgggtg 120
cggcaggagg cgcagggegc ccgegactge cccgagtgec ggegeacgtt cgecgagece 180
gcgctggege ccagectcaa getggecaac atcgtggage getacagete ctteccgetg 240
gacgccatcc tcaacgegeg ccgegeegeg cgaccctgec aggegeacga caaggtcaag 300
ctcttctgec tcacggaccg cgegettcte tgettcttet gegacgagec tgecactgcac 360
gagcagcatc aggtcaccgg catcgacgac gecttcgacg agctgcagag ggagetgaag 420
gaccaacttc aggcccttca agacagcgag cgggaacaca ccgaagceget gcagetgete 480
aagcgacaac tggcggagac caagtcttcc accaagagec tgeggaccac tatcggegag 540
gccttcgage ggetgeaccg getgetgegt gaacgecaga aggecatget agaggagetg 600
gaggcggaca cggeccgeac getgaccgac atcgagceaga aagtccageg ctacageccag 660
cagctgcgca aggtccagga gggageccag atcctgcagg ageggetgge tgaaaccgac 720
cggcacacct tcetggetgg ggtggectea ctgtccgage ggetcaaggg aaaaatccat 780
gagaccaacc tcacatatga agacttcccg acctccaagt acacaggecc cctgcagtac 840
accatctgga agtccctgtt ccaggacatc cacccagtge cagecgeect aaccctggac 900
ccgggcacag cccaccageg cctgatectg tcggacgact gcaccattgt ggettacgge 960

aacttgcacc cacagccact gcaggactcg ccaaagegct tcgatgtgga ggtgteggtg 1020
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ctgggttctg aagccttcag tagtggegtc cactactggg aggtggtggt ggcggagaag 1080
acccagtggg tgatcgggct ggcacacgaa gecgcaagec gcaagggeag catccagatc 1140
cagcccagcec geggcettcta ctgeatcgtg atgcacgatg gcaaccagta cagegectge 1200
acggagccct ggacgeggct taacgtccgg gacaagcettg acaaggtggg tgtettectg 1260
gactatgacc aaggcttgct catcttctac aatgctgatg acatgtcctg getctacacc 1320
ttccgegaga agttcectgg caagcetcetgce tettacttca geectggeca gagecacgee 1380
aatggcaaga acgttcagcece getgeggatc aacaccgtcec geatctag 1428
<210> 120

<211> 475

<212> PRT

<213> Homo sapiens

<400> 120

Met Ala Cys Ser Leu Lys Asp Glu Leu Leu Cys Ser lle Cys Leu Ser

1 5 10 15

lle Tyr GIn Asp Pro Val Ser Leu Gly Cys Glu His Tyr Phe Cys Arg
20 25 30

Arg Cys lle Thr Glu His Trp Val Arg GIn Glu Ala GIn Gly Ala Arg
35 40 45

Asp Cys Pro Glu Cys Arg Arg Thr Phe Ala Glu Pro Ala Leu Ala Pro
50 55 60

Ser Leu Lys Leu Ala Asn lle Val Glu Arg Tyr Ser Ser Phe Pro Leu
65 70 75 80

Asp Ala lle Leu Asn Ala Arg Arg Ala Ala Arg Pro Cys GIn Ala His
85 90 95

Asp Lys Val Lys Leu Phe Cys Leu Thr Asp Arg Ala Leu Leu Cys Phe
100 105 110
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Phe Cys Asp Glu Pro Ala Leu His Glu GIn His GIn Val Thr Gly lle
115 120 125

Asp Asp Ala Phe Asp Glu Leu GIn Arg Glu Leu Lys Asp GIn Leu GIn
130 135 140

Ala Leu GIn Asp Ser Glu Arg Glu His Thr Glu Ala Leu GIn Leu Leu
145 150 155 160

Lys Arg GlIn Leu Ala Glu Thr Lys Ser Ser Thr Lys Ser Leu Arg Thr
165 170 175

Thr lle Gly Glu Ala Phe Glu Arg Leu His Arg Leu Leu Arg Glu Arg
180 185 190

GlIn Lys Ala Met Leu Glu Glu Leu Glu Ala Asp Thr Ala Arg Thr Leu
195 200 205

Thr Asp lle Glu GIn Lys Val GIn Arg Tyr Ser GIn GIn Leu Arg Lys
210 215 220

Val GIn Glu Gly Ala GIn lle Leu GIn Glu Arg Leu Ala Glu Thr Asp
225 230 235 240

Arg His Thr Phe Leu Ala Gly Val Ala Ser Leu Ser Glu Arg Leu Lys
245 250 255

Gly Lys lle His Glu Thr Asn Leu Thr Tyr Glu Asp Phe Pro Thr Ser
260 265 270

Lys Tyr Thr Gly Pro Leu GIn Tyr Thr lle Trp Lys Ser Leu Phe GIn
275 280 285

Asp lle His Pro Val Pro Ala Ala Leu Thr Leu Asp Pro Gly Thr Ala
290 295 300

His GIn Arg Leu lle Leu Ser Asp Asp Cys Thr lle Val Ala Tyr Gly
305 310 315 320
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Asn Leu His Pro GIn Pro Leu GIn Asp Ser Pro Lys Arg Phe Asp Val
325 330 335

Glu Val Ser Val Leu Gly Ser Glu Ala Phe Ser Ser Gly Val His Tyr
340 345 350

Trp Glu Val Val Val Ala Glu Lys Thr GIn Trp Val lle Gly Leu Ala
355 360 365

His Glu Ala Ala Ser Arg Lys Gly Ser lle GIn lle GIn Pro Ser Arg
370 375 380

Gly Phe Tyr Cys lle Val Met His Asp Gly Asn GIn Tyr Ser Ala Cys
385 390 395 400

Thr Glu Pro Trp Thr Arg Leu Asn Val Arg Asp Lys Leu Asp Lys Val
405 410 415

Gly Val Phe Leu Asp Tyr Asp GIn Gly Leu Leu lle Phe Tyr Asn Ala
420 425 430

Asp Asp Met Ser Trp Leu Tyr Thr Phe Arg Glu Lys Phe Pro Gly Lys
435 440 445

Leu Cys Ser Tyr Phe Ser Pro Gly Gln Ser His Ala Asn Gly Lys Asn
450 455 460

Val GIn Pro Leu Arg lle Asn Thr Val Arg lle
465 470 475

<210> 121
<211> 1062
<212> DNA
<213> Homo sapiens

<400> 121
atggattata agtcgagcct gatccaggat gggaatccca tggagaactt ggagaagcag 60

ctgatctgce ctatctgect ggagatgttt accaagccag tggtcatctt gecegtgeccag 120
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cacaacctgt gccggaagtg tgccaatgac atcttccagg ctgeaaatec ctactggacc 180
agccggggcea getcagtgte catgtctgga ggecgtttee getgecccac ctgecgecac 240
gaggtgatca tggatcgtca cggagtgtac ggectgcaga ggaacctget ggtggagaac 300
atcatcgaca tctacaaaca ggagtgctcc agtcggecge tgcagaaggg cagtcacccc 360
atgtgcaagg agcacgaaga tgagaaaatc aacatctact gtctcacgtg tgaggtgcce 420
acctgctcca tgtgcaaggt gtttgggatc cacaaggect gcgaggtgge cccattgecag 480
agtgtcttcc agggacaaaa gactgaactg aataactgta tctccatget ggtggegggg 540
aatgaccgtg tgcagaccat catcactcag ctggaggatt cccgtcgagt gaccaaggag 600
aacagtcacc aggtaaagga agagctgagc cagaagtttg acacgttgta tgccatcctg 660
gatgagaaga aaagtgagtt gctgcagegg atcacgcagg agcaggagaa aaagcettage 720
ttcatcgagg ccctcatcca geagtaccag gagcagetgg acaagtccac aaagetggtg 780
gaaactgcca tccagtcect ggacgagect gggggageca ccttectett gactgccaag 840
caactcatca aaagcattgt ggaagcttcc aagggctgec agetggggaa gacagagcag 900
ggctttgaga acatggactt ctttactttg gatttagagc acatagcaga cgecctgaga 960
gccattgact ttgggacaga tgaggaagag gaagaattca ttgaagaaga agatcaggaa 1020
gaggaagagt ccacagaagg gaaggaagaa ggacaccagt aa 1062

<210> 122

<211> 353

<212> PRT

<213> Homo sapiens

<400> 122

Met Asp Tyr Lys Ser Ser Leu lle GIn Asp Gly Asn Pro Met Glu Asn

1 5 10 15

Leu Glu Lys GIn Leu lle Cys Pro lle Cys Leu Glu Met Phe Thr Lys
20 25 30

Pro Val Val lle Leu Pro Cys GIn His Asn Leu Cys Arg Lys Cys Ala
35 40 45
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Asn Asp lle Phe GIn Ala Ala Asn Pro Tyr Trp Thr Ser Arg Gly Ser
50 55 60

Ser Val Ser Met Ser Gly Gly Arg Phe Arg Cys Pro Thr Cys Arg His
65 70 75 80

Glu Val lle Met Asp Arg His Gly Val Tyr Gly Leu GIn Arg Asn Leu
85 90 95

Leu Val Glu Asn lle lle Asp Ile Tyr Lys GlIn Glu Cys Ser Ser Arg
100 105 110

Pro Leu GlIn Lys Gly Ser His Pro Met Cys Lys Glu His Glu Asp Glu
115 120 125

Lys lle Asn lle Tyr Cys Leu Thr Cys Glu Val Pro Thr Cys Ser Met
130 135 140

Cys Lys Val Phe Gly lle His Lys Ala Cys Glu Val Ala Pro Leu GIn
145 150 155 160

Ser Val Phe GIn Gly GIn Lys Thr Glu Leu Asn Asn Cys lle Ser Met
165 170 175

Leu Val Ala Gly Asn Asp Arg Val GIn Thr lle lle Thr GIn Leu Glu
180 185 190

Asp Ser Arg Arg Val Thr Lys Glu Asn Ser His GIn Val Lys Glu Glu
195 200 205

Leu Ser GIn Lys Phe Asp Thr Leu Tyr Ala lle Leu Asp Glu Lys Lys
210 215 220

Ser Glu Leu Leu GIn Arg lle Thr GIn Glu GIn Glu Lys Lys Leu Ser
225 230 235 240

Phe lle Glu Ala Leu lle GIn GIn Tyr GIn Glu GIn Leu Asp Lys Ser
245 250 255
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Thr Lys Leu Val Glu Thr Ala lle GIn Ser Leu Asp Glu Pro Gly Gly
260 265 270

Ala Thr Phe Leu Leu Thr Ala Lys GIn Leu lle Lys Ser lle Val Glu
275 280 285

Ala Ser Lys Gly Cys GIn Leu Gly Lys Thr Glu GIn Gly Phe Glu Asn
290 295 300

Met Asp Phe Phe Thr Leu Asp Leu Glu His Ile Ala Asp Ala Leu Arg
305 310 315 320

Ala lle Asp Phe Gly Thr Asp Glu Glu Glu Glu Glu Phe lle Glu Glu
325 330 335

Glu Asp GIn Glu Glu Glu Glu Ser Thr Glu Gly Lys Glu Glu Gly His
340 345 350

Gln

<210> 123
<211> 1350
<212> DNA
<213> Homo sapiens

<400> 123
atggattcag acgacctgca agtcttccag aatgagctca tttgctgeat ttgegtgaac 60

tacttcatag atccggtcac cattgactgt gggcacagct tttgcaggec ctgectctge 120
ctctgctcag aagaaggcag agcaccaatg cgetgecctt cgtgcagaaa aatctcagag 180
aagcccaact tcaacaccaa tgtggtactc aaaaagctgt ctteccctage cagacagacc 240
agacctcaga acatcaacag ctcagacaat atctgtgtgc tccatgagga gactaaggag 300
ctcttctgtg aggctgacaa gagattgctce tgtgggecect getctgagtc accagagcac 360
atggctcaca geccacagecec aataggatgg getgetgagg aatgcaggga gaaacttata 420

aaggaaatgg actatttatg ggaaatcaat caagagacaa gaaacaatct aaatcaggaa 480
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actagaacat ttcattcgtt aaaggactat gtgtcagtaa ggaagaggat aatcactatt 540
caatatcaaa agatgcctat atttctcgat gaggaggagc aacggcatct gcaggecactg 600
gaaagagaag cagaagagct tttccaacaa ctacaagaca gtcaagtgag aatgacccaa 660
catttagaaa ggatgaaaga catgtacaga gagctgtggg agacatgcca cgtgectgac 720
gtggagctge tccaggatgt gagaaatgta tcagcaagga ctgatttgge acagatgcaa 780
aagccccage cagtgaaccce agagctcact tcatggtgea taactggagt cctagacatg 840
ctcaacaact tcagagtgga tagtgctctg agcacggaaa tgattccttg ctatataagc 900
ctttctgagg atgtgagata tgtgatattt ggagatgacc atctcagtge tcccacggat 960
ccccagggag tggacagctt tgetgtgtgg ggagegcaag cattcaccte cggecaagecat 1020
tactgggagg tggatgtgac cctctcctce aactggattc tgggagtctg tcaagattce 1080
aggactgcag atgccaattt cgttattgat tctgatgaaa gatttttttt aatttcctca 1140
aagaggagca atcactatag tctctccacc aactctecac ctttaattca gtatgtgcaa 1200
aggcctctgg gtcaagttgg ggtgtttctg gattatgata atggatctgt gagttttttt 1260
gatgtttcta aaggttctct tatctatggt tttectectt cctecttcte ttccectetg 1320
aggcctttct tttgctttgg ttgtacatga 1350

<210> 124

<211> 449

<212> PRT

<213> Homo sapiens

<400> 124

Met Asp Ser Asp Asp Leu GIn Val Phe GIn Asn Glu Leu Ile Cys Cys

1 5 10 15

lle Cys Val Asn Tyr Phe lle Asp Pro Val Thr lle Asp Cys Gly His
20 25 30

Ser Phe Cys Arg Pro Cys Leu Cys Leu Cys Ser Glu Glu Gly Arg Ala
35 40 45
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Pro Met Arg Cys Pro Ser Cys Arg Lys lle Ser Glu Lys Pro Asn Phe
50 55 60

Asn Thr Asn Val Val Leu Lys Lys Leu Ser Ser Leu Ala Arg GIn Thr
65 70 75 80

Arg Pro GIn Asn lle Asn Ser Ser Asp Asn lle Cys Val Leu His Glu
85 90 95

Glu Thr Lys Glu Leu Phe Cys Glu Ala Asp Lys Arg Leu Leu Cys Gly
100 105 110

Pro Cys Ser Glu Ser Pro Glu His Met Ala His Ser His Ser Pro lle
115 120 125

Gly Trp Ala Ala Glu Glu Cys Arg Glu Lys Leu lle Lys Glu Met Asp
130 135 140

Tyr Leu Trp Glu lle Asn GIn Glu Thr Arg Asn Asn Leu Asn GIn Glu
145 150 155 160

Thr Arg Thr Phe His Ser Leu Lys Asp Tyr Val Ser Val Arg Lys Arg
165 170 175

lle lle Thr lle GIn Tyr GIn Lys Met Pro lle Phe Leu Asp Glu Glu
180 185 190

Glu GIn Arg His Leu GIn Ala Leu Glu Arg Glu Ala Glu Glu Leu Phe
195 200 205

GIn GIn Leu GIn Asp Ser GIn Val Arg Met Thr GIn His Leu Glu Arg
210 215 220

Met Lys Asp Met Tyr Arg Glu Leu Trp Glu Thr Cys His Val Pro Asp
225 230 235 240

Val Glu Leu Leu GIn Asp Val Arg Asn Val Ser Ala Arg Thr Asp Leu
245 250 255
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Ala GIn Met GlIn Lys Pro GIn Pro Val Asn Pro Glu Leu Thr Ser Trp
260 265 270

Cys lle Thr Gly Val Leu Asp Met Leu Asn Asn Phe Arg Val Asp Ser
275 280 285

Ala Leu Ser Thr Glu Met lle Pro Cys Tyr lle Ser Leu Ser Glu Asp
290 295 300

Val Arg Tyr Val lle Phe Gly Asp Asp His Leu Ser Ala Pro Thr Asp
305 310 315 320

Pro GIn Gly Val Asp Ser Phe Ala Val Trp Gly Ala GIn Ala Phe Thr
325 330 335

Ser Gly Lys His Tyr Trp Glu Val Asp Val Thr Leu Ser Ser Asn Trp
340 345 350

lle Leu Gly Val Cys GIn Asp Ser Arg Thr Ala Asp Ala Asn Phe Val
355 360 365

lle Asp Ser Asp Glu Arg Phe Phe Leu lle Ser Ser Lys Arg Ser Asn
370 375 380

His Tyr Ser Leu Ser Thr Asn Ser Pro Pro Leu lle GIn Tyr Val GIn
385 390 395 400

Arg Pro Leu Gly GIn Val Gly Val Phe Leu Asp Tyr Asp Asn Gly Ser
405 410 415

Val Ser Phe Phe Asp Val Ser Lys Gly Ser Leu lle Tyr Gly Phe Pro
420 425 430

Pro Ser Ser Phe Ser Ser Pro Leu Arg Pro Phe Phe Cys Phe Gly Cys
435 440 445

Thr
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<210> 125
<211> 1554
<212> DNA
<213> Homo sapiens

<400> 125
atggccgege agetgetgga ggagaagetg acctgegeca tetgectggg getctaccag 60

gacccagtga cgctgeectg cggecacaac ttetgegggg cctgeateeg ggactggtgg 120
gaccgctgeg gaaaggegtg cceccgagtge cgggagecct ttcecgacgg cgecgagetg 180
cgccgcaacg tggecctcag cggegtgetg gaggtggtge gegeegggece cgeecgggat 240
cceggeeecg atceceggeec cggeeecgac cetgeegege getgeeceeg ccacgggegg 300
ccgctggagce tettetgeeg gaccgaggge cgetgtgtgt gecagegtgtg caccgtgege 360
gagtgtcgcc tccacgageg ggegetgetg gatgecgage gectcaageg cgaggeccag 420
ctgagagcca gectggaggt tacccagcag caggecaccc aggecgaagg ccagctacta 480
gagctgcgca agcaaagcag ccagatccag aactcggect geatcttgge ctectgggte 540
tccggeaagt tcagcagect getacaggec ctggaaatac agcacacgac agcactgagg 600
agcatcgagg tggccaagac geaggegetg gcacaggete gagacgagga geageggetg 660
cgggtccatt tggaggctgt ggcetcgecat ggetgeagga teccgggaget cctggagecag 720
gtggatgagc agaccttcct gcaggaatcg cagctectec ageccccagg gectettggg 780
ccactgaccc ctctgcagtg ggatgaagac caacagcetgg gtgacctgaa gecagttgeta 840
agceggctgt gtggectect cttggaagag gggagecacc ctggggeacc agecaagect 900
gtggacttag cccccgtgga ggeeccaggt ccectggeac cggteccaag cacagtttgt 960
ccactgagga ggaaactctg gcagaattat cgcaatctga cctttgatcc agtcagegee 1020
aaccgtcact tctatctgtec gecgecaggac cagcaggtga agceactgteg tcagtcecgg 1080
ggcccaggeg ggeeceggeag ctttgagcete tggcaggtge aatgtgecca gagettccag 1140
gcegggceacc actactggga ggtgegegeg tcagaccact cggtgacact gggegtctce 1200
tacccgcaac tgccacggtg caggetgggg ccccacacag acaacattgg ccggggacce 1260

tgctcctggg ggctetgegt ccaggaggac agectccagg cctggeacaa cggggaagee 1320
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cagcgcctcc caggggtgtc agggeggcete ctgggeatgg atttggacct ggectcagge 1380
tgectcacct tctacagect ggagecccag acccageccc tgtacacctt ccatgeecte 1440
ttcaaccagc ccctcaccec cgtettetgg ctectcgagg gtaggaccct gaccectgtge 1500
catcagccag gggctgtgtt ccctetgggg ccccaggaag aggtgcetcag ctga 1554
<210> 126

<211> 517

<212> PRT

<213> Homo sapiens

<400> 126

Met Ala Ala GIn Leu Leu Glu Glu Lys Leu Thr Cys Ala lle Cys Leu

1 5 10 15

Gly Leu Tyr GIn Asp Pro Val Thr Leu Pro Cys Gly His Asn Phe Cys
20 25 30

Gly Ala Cys lle Arg Asp Trp Trp Asp Arg Cys Gly Lys Ala Cys Pro
35 40 45

Glu Cys Arg Glu Pro Phe Pro Asp Gly Ala Glu Leu Arg Arg Asn Val
50 55 60

Ala Leu Ser Gly Val Leu Glu Val Val Arg Ala Gly Pro Ala Arg Asp
65 70 75 80

Pro Gly Pro Asp Pro Gly Pro Gly Pro Asp Pro Ala Ala Arg Cys Pro
85 90 95

Arg His Gly Arg Pro Leu Glu Leu Phe Cys Arg Thr Glu Gly Arg Cys
100 105 110

Val Cys Ser Val Cys Thr Val Arg Glu Cys Arg Leu His Glu Arg Ala
115 120 125

Leu Leu Asp Ala Glu Arg Leu Lys Arg Glu Ala GIn Leu Arg Ala Ser
130 135 140
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Leu Glu Val Thr GIn GIn GIn Ala Thr GIn Ala Glu Gly GIn Leu Leu
145 150 155 160

Glu Leu Arg Lys GIn Ser Ser GlIn Ile GIn Asn Ser Ala Cys lle Leu
165 170 175

Ala Ser Trp Val Ser Gly Lys Phe Ser Ser Leu Leu GIn Ala Leu Glu
180 185 190

lle GIn His Thr Thr Ala Leu Arg Ser lle Glu Val Ala Lys Thr GIn
195 200 205

Ala Leu Ala GIn Ala Arg Asp Glu Glu GIn Arg Leu Arg Val His Leu
210 215 220

Glu Ala Val Ala Arg His Gly Cys Arg lle Arg Glu Leu Leu Glu GIn
225 230 235 240

Val Asp Glu GIn Thr Phe Leu GIn Glu Ser GIn Leu Leu GIn Pro Pro
245 250 255

Gly Pro Leu Gly Pro Leu Thr Pro Leu GIn Trp Asp Glu Asp GIn GIn
260 265 270

Leu Gly Asp Leu Lys GIn Leu Leu Ser Arg Leu Cys Gly Leu Leu Leu
275 280 285

Glu Glu Gly Ser His Pro Gly Ala Pro Ala Lys Pro Val Asp Leu Ala
290 295 300

Pro Val Glu Ala Pro Gly Pro Leu Ala Pro Val Pro Ser Thr Val Cys
305 310 315 320

Pro Leu Arg Arg Lys Leu Trp GIn Asn Tyr Arg Asn Leu Thr Phe Asp
325 330 335

Pro Val Ser Ala Asn Arg His Phe Tyr Leu Ser Arg GIn Asp Gln GIn
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340 345 350

Val Lys His Cys Arg GIn Ser Arg Gly Pro Gly Gly Pro Gly Ser Phe
355 360 365

Glu Leu Trp GIn Val GIn Cys Ala GIn Ser Phe GIn Ala Gly His His
370 375 380

Tyr Trp Glu Val Arg Ala Ser Asp His Ser Val Thr Leu Gly Val Ser
385 390 395 400

Tyr Pro GIn Leu Pro Arg Cys Arg Leu Gly Pro His Thr Asp Asn lle
405 410 415

Gly Arg Gly Pro Cys Ser Trp Gly Leu Cys Val GIn Glu Asp Ser Leu
420 425 430

GIn Ala Trp His Asn Gly Glu Ala GIn Arg Leu Pro Gly Val Ser Gly
435 440 445

Arg Leu Leu Gly Met Asp Leu Asp Leu Ala Ser Gly Cys Leu Thr Phe
450 455 460

Tyr Ser Leu Glu Pro GIn Thr GIn Pro Leu Tyr Thr Phe His Ala Leu
465 470 475 480

Phe Asn GIn Pro Leu Thr Pro Val Phe Trp Leu Leu Glu Gly Arg Thr
485 490 495

Leu Thr Leu Cys His GIn Pro Gly Ala Val Phe Pro Leu Gly Pro GIn
500 505 510

Glu Glu Val Leu Ser
515

<210> 127
<211> 3651
<212> DNA
<213> Homo sapiens
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<400> 127
atggccagga actgctctga gtgcaaggag aagagggeag cacatatcct ctgcacctac 60

tgcaatcgct ggetgtgeag ctcttgeaca gaggaacacc gacacagecc tgtcecceggg 120
ggcccattct ttccteggge ccagaaggga tctccaggag tgaatggtgg teccggagac 180
ttcaccttgt attgtcctct acacacacag gaagtactca agctattctg tgagacatgt 240
gatatgctca cttgccatag ctgectagtg gtggaacaca aagaacacag gtgcagacat 300
gttgaagaag ttttgcaaaa ccagaggatg cttctggaag gtgtgactac acaggtggca 360
cataagaaat ccagtctaca gacatctgca aagcaaattg aggacaggat ttttgaagtg 420
aagcatcagc ataggaaggt ggaaaaccag atcaaaatgg ccaagatggt tctgatgaat 480
gagctgaaca aacaggccaa tgggctaata gaggaattag aggggattac taatgagaga 540
aagcggaagc tggaacagca gttacagagc atcatggttc tcaaccgtca gtttgagcat 600
gtgcagaatt tcatcaactg ggctgtctge agcaaaacca gtgtececttt tettttcage 660
aaagagctga ttgtgtttca gatgcagcega ttgctggaga caagttgtaa cacagatcct 720
ggctecectt ggagtatcag attcacctgg gagectaact tctggaccaa gcagetaget 780
tctettgget gcataactac tgaaggtgga caaatgtcca gggeagatgce tectgettat 840
ggaggcttac aggggtcatc acccttttat caaagccacc agtctccagt ggctcagcaa 900
gaggctctta gccaccectc acacaagttc cagtctccag cagtgtgete ctcatctgtg 960
tgctgctecc actgeteccc agtctegect tecctcaaag gecaggteee cccacccage 1020
atacacccag cccacagctt caggcagccc cctgagatgg tgecccagea getggggtct 1080
ctgcagtgct ctgeectget gecccagggag aaagagetgg cctgeagecc tcatccacca 1140
aagctgctge agecctgget ggaaacccag ccccecegtgg agcaggagag cacatcccag 1200
cggctggggc agcagcetgac ttcccagecc gtgtgeattg teccccccaca ggatgttcag 1260
caaggagccc atgeccagcc caccttacag acaccctcta tccaagtcca gtttggecac 1320
caccagaagc tgaagctcag tcactttcag cagcagccac agcagceaget accacctcca 1380
ccaccacccc teeeccatece cccacctece ctteceecte ccccacagea gecacaccca 1440

cctcttecte catcccagcea tetggcettct agtcageacg agagcecctec tggeectgee 1500
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tgttctcaga acatggacat aatgcatcac aagtttgagce tggaggaaat gcagaaggac 1560
ttggagcttc ttctccagge tcaacagecc agectgecaac tgagtcagac caaatctecct 1620
cagcatcttc agcaaaccat tgtggggcag atcaactaca tcgtgaggcea geccagecacct 1680
gtccagtccc agagccagga ggagaccctg caggctacag atgagecccc agcatctcag 1740
ggctcaaagc cggcetctecc tettgacaag aatactgetg ctgecttgee ccaggegtet 1800
ggggaagaaa cccctctcag tgtccececcca gtggacagcea ccatccagea ctectctcca 1860
aatgtggtga gaaagcactc cacctcgetg agcatcatgg gettttccaa cactctggag 1920
atggagttgt catctaccag gttggagagg cccctagage cacagatcca gagtgtgage 1980
aacctgacag ctggtgcccc ccaggcagta ccaagectgce tgagtgetee ccccaaaatg 2040
gtgtccagec tgacaagtgt tcaaaaccag gecatgecca gectgacaac cagtcaccta 2100
cagactgtgc ccagccttgt gcatagcaca ttccagtcca tgeccaacct gataagtgac 2160
tccectcagg ctatggcaag cctggeaagt gatcacccte aggetgggec cagectaatg 2220
tctggtcaca cccaggetgt gecgagtetg gcaacttgte ctetgecagag catcectcca 2280
gtttctgaca tgcagccaga aactgggtcc agetccagtt ctggecgaac ttcagggage 2340
ctgtgtccca gagatggggc tgatccectece ctggagaatg ctetgtgtaa ggtaaaactg 2400
gaggagccaa ttaacctctc tgtgaagaaa cctccactgg cgecagtggt cagcacgtct 2460
acagctctgc agcagtacca gaacccaaaa gagtgtgaga attttgaaca aggageecta 2520
gagctggatg caaaagagaa ccagagcatc agagccttca atagtgagca taagattccc 2580
tatgtgcgac tggagcgact caagatctgt getgectect caggagagat geetgtgttc 2640
aaactgaagc cacagaagaa tgatcaggat gggagcttcc tgctgatcat cgagtgtgge 2700
actgagtcct ccagcatgtc cattaaggtc agccaggaca gactgtctga ggccacccag 2760
gccccaggtc tggagggaag aaaggtcact gtcacttctt tggetgggea geggecacca 2820
gaagtggagg gcacatctcc tgaagaacac agactcattc ctcgaacccc aggagccaag 2880
aagggcecececc cagecccaat agagaatgag gacttctgtg ctgtttgect caatggegga 2940

gagttactgt gctgtgaccg ctgecccaaa gtgttccacc tetectgeca tgtgecagee 3000
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ttgctcaget tcccaggggg agagtgggtg tgtaccttgt geccgeagect gacccagece 3060
gagatggagt acgactgtga gaatgcctge tataaccage ctggaatgeg ggeatctect 3120
ggcctaagcea tgtatgacca gaagaagtgt gagaagctgg tattgtectt gtgetgcaat 3180
aacctcagcc tgeectteca tgaacctgtc ageccectgg cccggeatta ttaccagatt 3240
atcaagaggc ccatggacct gtcaatcatc cggaggaagc tgcaaaagaa ggacccaget 3300
cactatacca ccccagagga ggtggtatca gatgtgegcec tcatgttctg gaactgtget 3360
aagttcaatt atcctgactc cgaggttgca gaggcetggec getgectgga agtgttettt 3420
gagggctggt tgaaggagat ctacccggag aaacggtttg cccagecaag gcaggaggac 3480
tcagactccg aggaggtgtc tagtgagagt ggatgttcca ctccccaggg cttecegtgg 3540
cctcectaca tgcaggaggg catccaacce aagaggegge gacgacatat ggagaatgaa 3600
agagcaaaaa gaatgtcatt tcgectggec aacagcatct ctcaggtgtg a 3651
<210> 128

<211> 1216

<212> PRT

<213> Homo sapiens

<400> 128

Met Ala Arg Asn Cys Ser Glu Cys Lys Glu Lys Arg Ala Ala His lle

1 5 10 15

Leu Cys Thr Tyr Cys Asn Arg Trp Leu Cys Ser Ser Cys Thr Glu Glu
20 25 30

His Arg His Ser Pro Val Pro Gly Gly Pro Phe Phe Pro Arg Ala GiIn
35 40 45

Lys Gly Ser Pro Gly Val Asn Gly Gly Pro Gly Asp Phe Thr Leu Tyr
50 55 60

Cys Pro Leu His Thr GIn Glu Val Leu Lys Leu Phe Cys Glu Thr Cys
65 70 75 80

Asp Met Leu Thr Cys His Ser Cys Leu Val Val Glu His Lys Glu His
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85 90 95

Arg Cys Arg His Val Glu Glu Val Leu GIn Asn GIn Arg Met Leu Leu
100 105 110

Glu Gly Val Thr Thr GIn Val Ala His Lys Lys Ser Ser Leu GIn Thr
115 120 125

Ser Ala Lys GIn lle Glu Asp Arg lle Phe Glu Val Lys His GIn His
130 135 140

Arg Lys Val Glu Asn GIn lle Lys Met Ala Lys Met Val Leu Met Asn
145 150 155 160

Glu Leu Asn Lys GIn Ala Asn Gly Leu lle Glu Glu Leu Glu Gly lle
165 170 175

Thr Asn Glu Arg Lys Arg Lys Leu Glu GIn GIn Leu GIn Ser lle Met
180 185 190

Val Leu Asn Arg GIn Phe Glu His Val GIn Asn Phe lle Asn Trp Ala
195 200 205

Val Cys Ser Lys Thr Ser Val Pro Phe Leu Phe Ser Lys Glu Leu lle
210 215 220

Val Phe GIn Met GIn Arg Leu Leu Glu Thr Ser Cys Asn Thr Asp Pro
225 230 235 240

Gly Ser Pro Trp Ser lle Arg Phe Thr Trp Glu Pro Asn Phe Trp Thr
245 250 255

Lys GIn Leu Ala Ser Leu Gly Cys lle Thr Thr Glu Gly Gly GIn Met
260 265 270

Ser Arg Ala Asp Ala Pro Ala Tyr Gly Gly Leu GIn Gly Ser Ser Pro
275 280 285
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Phe Tyr GIn Ser His GlIn Ser Pro Val Ala GIn GIn Glu Ala Leu Ser
290 295 300

His Pro Ser His Lys Phe GIn Ser Pro Ala Val Cys Ser Ser Ser Val
305 310 315 320

Cys Cys Ser His Cys Ser Pro Val Ser Pro Ser Leu Lys Gly GIn Val
325 330 335

Pro Pro Pro Ser lle His Pro Ala His Ser Phe Arg GIn Pro Pro Glu
340 345 350

Met Val Pro GIn GIn Leu Gly Ser Leu GIn Cys Ser Ala Leu Leu Pro
355 360 365

Arg Glu Lys Glu Leu Ala Cys Ser Pro His Pro Pro Lys Leu Leu GIn
370 375 380

Pro Trp Leu Glu Thr GIn Pro Pro Val Glu GIn Glu Ser Thr Ser Gln
385 390 395 400

Arg Leu Gly GIn GIn Leu Thr Ser GIn Pro Val Cys lle Val Pro Pro
405 410 415

GIn Asp Val GIn GIn Gly Ala His Ala GIn Pro Thr Leu GIn Thr Pro
420 425 430

Ser lle GIn Val GIn Phe Gly His His GIn Lys Leu Lys Leu Ser His
435 440 445

Phe GIn GIn GIn Pro GIn GIn GIn Leu Pro Pro Pro Pro Pro Pro Leu
450 455 460

Pro His Pro Pro Pro Pro Leu Pro Pro Pro Pro GIn GIn Pro His Pro
465 470 475 480

Pro Leu Pro Pro Ser GIn His Leu Ala Ser Ser GIn His Glu Ser Pro
485 490 495
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Pro Gly Pro Ala Cys Ser GIn Asn Met Asp Ille Met His His Lys Phe
500 505 510

Glu Leu Glu Glu Met GIn Lys Asp Leu Glu Leu Leu Leu GIn Ala Gln
515 520 525

GIn Pro Ser Leu GIn Leu Ser GIn Thr Lys Ser Pro GIn His Leu GIn
530 535 540

GIn Thr lle Val Gly GIn lle Asn Tyr lle Val Arg GIn Pro Ala Pro
545 550 555 560

Val GIn Ser GIn Ser GIn Glu Glu Thr Leu GIn Ala Thr Asp Glu Pro
565 570 575

Pro Ala Ser GIn Gly Ser Lys Pro Ala Leu Pro Leu Asp Lys Asn Thr
580 585 590

Ala Ala Ala Leu Pro GIn Ala Ser Gly Glu Glu Thr Pro Leu Ser Val
595 600 605

Pro Pro Val Asp Ser Thr lle GIn His Ser Ser Pro Asn Val Val Arg
610 615 620

Lys His Ser Thr Ser Leu Ser lle Met Gly Phe Ser Asn Thr Leu Glu
625 630 635 640

Met Glu Leu Ser Ser Thr Arg Leu Glu Arg Pro Leu Glu Pro Gin lle
645 650 655

GIn Ser Val Ser Asn Leu Thr Ala Gly Ala Pro GIn Ala Val Pro Ser
660 665 670

Leu Leu Ser Ala Pro Pro Lys Met Val Ser Ser Leu Thr Ser Val GIn
675 680 685

Asn GIn Ala Met Pro Ser Leu Thr Thr Ser His Leu GIn Thr Val Pro
690 695 700
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Ser Leu Val His Ser Thr Phe GIn Ser Met Pro Asn Leu lle Ser Asp
705 710 715 720

Ser Pro GIn Ala Met Ala Ser Leu Ala Ser Asp His Pro GIn Ala Gly
725 730 735

Pro Ser Leu Met Ser Gly His Thr GIn Ala Val Pro Ser Leu Ala Thr
740 745 750

Cys Pro Leu GlIn Ser lle Pro Pro Val Ser Asp Met GIn Pro Glu Thr
755 760 765

Gly Ser Ser Ser Ser Ser Gly Arg Thr Ser Gly Ser Leu Cys Pro Arg
770 775 780

Asp Gly Ala Asp Pro Ser Leu Glu Asn Ala Leu Cys Lys Val Lys Leu
785 790 795 800

Glu Glu Pro lle Asn Leu Ser Val Lys Lys Pro Pro Leu Ala Pro Val
805 810 815

Val Ser Thr Ser Thr Ala Leu GIn GIn Tyr Gln Asn Pro Lys Glu Cys
820 825 830

Glu Asn Phe Glu GIn Gly Ala Leu Glu Leu Asp Ala Lys Glu Asn GIn
835 840 845

Ser lle Arg Ala Phe Asn Ser Glu His Lys lle Pro Tyr Val Arg Leu
850 855 860

Glu Arg Leu Lys lle Cys Ala Ala Ser Ser Gly Glu Met Pro Val Phe
865 870 875 880

Lys Leu Lys Pro GIn Lys Asn Asp GIn Asp Gly Ser Phe Leu Leu lle
885 890 895

lle Glu Cys Gly Thr Glu Ser Ser Ser Met Ser lle Lys Val Ser GIn
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900 905 910

Asp Arg Leu Ser Glu Ala Thr GIn Ala Pro Gly Leu Glu Gly Arg Lys
915 920 925

Val Thr Val Thr Ser Leu Ala Gly GIn Arg Pro Pro Glu Val Glu Gly
930 935 940

Thr Ser Pro Glu Glu His Arg Leu lle Pro Arg Thr Pro Gly Ala Lys
945 950 955 960

Lys Gly Pro Pro Ala Pro lle Glu Asn Glu Asp Phe Cys Ala Val Cys
965 970 975

Leu Asn Gly Gly Glu Leu Leu Cys Cys Asp Arg Cys Pro Lys Val Phe
980 985 990

His Leu Ser Cys His Val Pro Ala Leu Leu Ser Phe Pro Gly Gly Glu
995 1000 1005

Trp Val Cys Thr Leu Cys Arg Ser Leu Thr GIn Pro Glu Met Glu
1010 1015 1020

Tyr Asp Cys Glu Asn Ala Cys Tyr Asn GIn Pro Gly Met Arg Ala
1025 1030 1035

Ser Pro Gly Leu Ser Met Tyr Asp Gln Lys Lys Cys Glu Lys Leu
1040 1045 1050

Val Leu Ser Leu Cys Cys Asn Asn Leu Ser Leu Pro Phe His Glu
1055 1060 1065

Pro Val Ser Pro Leu Ala Arg His Tyr Tyr GIn lle lle Lys Arg
1070 1075 1080

Pro Met Asp Leu Ser lle lle Arg Arg Lys Leu GIn Lys Lys Asp
1085 1090 1095
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Pro Ala His Tyr Thr Thr Pro Glu Glu Val Val Ser Asp Val Arg
1100 1105 1110

Leu Met Phe Trp Asn Cys Ala Lys Phe Asn Tyr Pro Asp Ser Glu
1115 1120 1125

Val Ala Glu Ala Gly Arg Cys Leu Glu Val Phe Phe Glu Gly Trp
1130 1135 1140

Leu Lys Glulle Tyr Pro Glu Lys Arg Phe Ala GIn Pro Arg GIn
1145 1150 1155

Glu Asp Ser Asp Ser Glu Glu Val Ser Ser Glu Ser Gly Cys Ser
1160 1165 1170

Thr Pro GIn Gly Phe Pro Trp Pro Pro Tyr Met GIn Glu Gly lle
1175 1180 1185

GIn Pro Lys Arg Arg Arg Arg His Met Glu Asn Glu Arg Ala Lys
1190 1195 1200

Arg Met Ser Phe Arg Leu Ala Asn Ser lle Ser GIn Val
1205 1210 1215

<210> 129
<211> 2352
<212> DNA
<213> Homo sapiens

<400> 129
atggaggaag agctgaagtg tcecgtgtge ggctetctgt ttcgggagec tatcatectg 60

ccctgtteec acaatgtctg cctgecttge getegeacca tegeggtgea gaccecggac 120
ggtgagcagc acctgeccca geegetectg ctttcceggg gatcgggget gecaggeggge 180
gecgeegeceg ctgectetct ggageacgac getgeggetg geecggectg cggeggtgea 240
ggcgggagtg cagcetggegg ccteggegge ggtgegggag gtggeggaga ccacgeggac 300
aagctcagct tgtacagcga gacagacagc ggetacgggt cctacaccce gagectcaag 360

tcceccaacg gggttegegt getgeccatg gtgecegeac cacceggete cteggetgeg 420
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geggceteggg gtgeegectg ctectegetg tectegtett cgagetecat cacgtgeccg 480
cagtgccacc gcagcgcatc cctggaccac cgeggectge geggetteca gegcaaccgg 540
ctgctcgagg ccatcgtgea geggtaccag cagggecegeg gggeegtgece ggggacgtet 600
gcagccegegg cggtggecat ctgecagetg tgegaccgea cceccgecaga gecageagee 660
acgctctgeg agecagtgega cgtectctac tgetetgect gecagetcaa gtgecatcca 720
tcceggggac cettegecaa geategectg gtgeagecge cgeecgeegece geegeegeee 780
gccgaggcag cctecegggec cactggeace geeccagggeg cccccagegg aggeggegege 840
tgcaagagcc cgggaggcgc ggggeceges gegactgggg gecageacgge ccgeaagttc 900
cccacgtgtc ccgagcatga aatggagaac tacagcatgt actgegtgag ctgtcgaacc 960
ccggtgtgtt atctgtgect ggaggagggce cggcacgeca agecacgaggt gaageegetg 1020
ggggccatgt ggaagcagcea caaggcacaa ctatctcagg ccttaaatgg agtttcagat 1080
daggcaaagg aagcaaagga gtttctggtt cagctaaaga acatattgeca gcagatccag 1140
gaaaacggac tggactacga agcctgectc gttgetcagt gtgatgecct tgtggatget 1200
ttaactcgtc agaaagccaa getgetcacc aaggtgacta aagagaggga acacaagttg 1260
aagatggttt gggaccagat caatcactgc acattgaagc tgegtcagtc caccggactg 1320
atggagtact gcctggaggt gatcaaggag aacgacccct ccgggttctt acagatctca 1380
gatgctctga tcaagcgcegt ccaggtgtct caggagcagt gggtcaaagg cgecctggag 1440
ccgaaagtgt ctgeggagtt tgatctgact ttggacagceg agecgetget gcaggecate 1500
caccagctgg acttcattca gatgaaatgt agggtgccac ccgteccect actgcagetg 1560
gagaaatgct gcacccgtaa caacagegtc acgetggect ggaggatgec acccttcacc 1620
cacagccccg tggacggcta catcctggag ctggacgacg gtgeeggggg acagttccgg 1680
gaagtgtacg tcggtaagga gactttgtgt accatcgacg gtcttcactt caacagcacc 1740
tacaacgccc gagtcaaagc tttcaactct tctggtgtcg ggecttacag taaaactgtc 1800
gtcctgcaga catccgatgt ggectggttc acatttgacc ccaactctgg geatcgggac 1860

atcattttat ccaatgacaa ccagacagcc acctgcagca getatgacga ccgggtggtg 1920
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ctgggcacag ctgegttctc caagggcegtg cactactggg agetgeacgt ggaccggtac 1980
gacaaccacc cagaccccgce cttcggggtg geccagggeca gegtggtcaa ggacatgatg 2040
ctgggcaagg atgacaaggc ctgggcecatg tatgtggaca acaaccgceag ctggttcatg 2100
cactgcaact cccacaccaa caggacggaa ggtggegtgt gcaaggggge caccgtggge 2160
gtgctgetgg acctgaataa geacactcte accttcttca tcaacgggea gecageaggge 2220
cccacagcct tcagecacgt ggacggggtc ttcatgccag ccctcagect caaccgcaac 2280
gtgcaggtca ccctgcacac aggattggaa gtgecgacta acctggggeg geccaaagetg 2340
tcaggcaatt ag 2352

<210> 130

<211> 783

<212> PRT

<213> Homo sapiens

<400> 130

Met Glu Glu Glu Leu Lys Cys Pro Val Cys Gly Ser Leu Phe Arg Glu

1 5 10 15

Pro lle lle Leu Pro Cys Ser His Asn Val Cys Leu Pro Cys Ala Arg
20 25 30

Thr lle Ala Val GIn Thr Pro Asp Gly Glu GIn His Leu Pro GIn Pro
35 40 45

Leu Leu Leu Ser Arg Gly Ser Gly Leu GIn Ala Gly Ala Ala Ala Ala
50 55 60

Ala Ser Leu Glu His Asp Ala Ala Ala Gly Pro Ala Cys Gly Gly Ala
65 70 75 80

Gly Gly Ser Ala Ala Gly Gly Leu Gly Gly Gly Ala Gly Gly Gly Gly
85 90 95

Asp His Ala Asp Lys Leu Ser Leu Tyr Ser Glu Thr Asp Ser Gly Tyr
100 105 110
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Gly Ser Tyr Thr Pro Ser Leu Lys Ser Pro Asn Gly Val Arg Val Leu
115 120 125

Pro Met Val Pro Ala Pro Pro Gly Ser Ser Ala Ala Ala Ala Arg Gly
130 135 140

Ala Ala Cys Ser Ser Leu Ser Ser Ser Ser Ser Ser lle Thr Cys Pro
145 150 155 160

GlIn Cys His Arg Ser Ala Ser Leu Asp His Arg Gly Leu Arg Gly Phe
165 170 175

GIn Arg Asn Arg Leu Leu Glu Ala lle Val GIn Arg Tyr GIn GIn Gly
180 185 190

Arg Gly Ala Val Pro Gly Thr Ser Ala Ala Ala Ala Val Ala lle Cys
195 200 205

GIn Leu Cys Asp Arg Thr Pro Pro Glu Pro Ala Ala Thr Leu Cys Glu
210 215 220

GlIn Cys Asp Val Leu Tyr Cys Ser Ala Cys GIn Leu Lys Cys His Pro
225 230 235 240

Ser Arg Gly Pro Phe Ala Lys His Arg Leu Val GIn Pro Pro Pro Pro
245 250 255

Pro Pro Pro Pro Ala Glu Ala Ala Ser Gly Pro Thr Gly Thr Ala GIn
260 265 270

Gly Ala Pro Ser Gly Gly Gly Gly Cys Lys Ser Pro Gly Gly Ala Gly
275 280 285

Ala Gly Ala Thr Gly Gly Ser Thr Ala Arg Lys Phe Pro Thr Cys Pro
290 295 300

Glu His Glu Met Glu Asn Tyr Ser Met Tyr Cys Val Ser Cys Arg Thr
305 310 315 320
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Pro Val Cys Tyr Leu Cys Leu Glu Glu Gly Arg His Ala Lys His Glu
325 330 335

Val Lys Pro Leu Gly Ala Met Trp Lys GIn His Lys Ala GIn Leu Ser
340 345 350

GIn Ala Leu Asn Gly Val Ser Asp Lys Ala Lys Glu Ala Lys Glu Phe
355 360 365

Leu Val GIn Leu Lys Asn lle Leu GIn GIn lle GIn Glu Asn Gly Leu
370 375 380

Asp Tyr Glu Ala Cys Leu Val Ala GIn Cys Asp Ala Leu Val Asp Ala
385 390 395 400

Leu Thr Arg GIn Lys Ala Lys Leu Leu Thr Lys Val Thr Lys Glu Arg
405 410 415

Glu His Lys Leu Lys Met Val Trp Asp GlIn lle Asn His Cys Thr Leu
420 425 430

Lys Leu Arg GlIn Ser Thr Gly Leu Met Glu Tyr Cys Leu Glu Val lle
435 440 445

Lys Glu Asn Asp Pro Ser Gly Phe Leu GIn lle Ser Asp Ala Leu lle
450 455 460

Lys Arg Val GIn Val Ser GIn Glu GIn Trp Val Lys Gly Ala Leu Glu
465 470 475 480

Pro Lys Val Ser Ala Glu Phe Asp Leu Thr Leu Asp Ser Glu Pro Leu
485 490 495

Leu GIn Ala lle His GIn Leu Asp Phe lle GIn Met Lys Cys Arg Val
500 505 510

Pro Pro Val Pro Leu Leu GIn Leu Glu Lys Cys Cys Thr Arg Asn Asn
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515 520 525

Ser Val Thr Leu Ala Trp Arg Met Pro Pro Phe Thr His Ser Pro Val
530 535 540

Asp Gly Tyr lle Leu Glu Leu Asp Asp Gly Ala Gly Gly GIn Phe Arg
545 550 555 560

Glu Val Tyr Val Gly Lys Glu Thr Leu Cys Thr lle Asp Gly Leu His
565 570 575

Phe Asn Ser Thr Tyr Asn Ala Arg Val Lys Ala Phe Asn Ser Ser Gly
580 585 590

Val Gly Pro Tyr Ser Lys Thr Val Val Leu GIn Thr Ser Asp Val Ala
595 600 605

Trp Phe Thr Phe Asp Pro Asn Ser Gly His Arg Asp lle lle Leu Ser
610 615 620

Asn Asp Asn GIn Thr Ala Thr Cys Ser Ser Tyr Asp Asp Arg Val Val
625 630 635 640

Leu Gly Thr Ala Ala Phe Ser Lys Gly Val His Tyr Trp Glu Leu His
645 650 655

Val Asp Arg Tyr Asp Asn His Pro Asp Pro Ala Phe Gly Val Ala Arg
660 665 670

Ala Ser Val Val Lys Asp Met Met Leu Gly Lys Asp Asp Lys Ala Trp
675 680 685

Ala Met Tyr Val Asp Asn Asn Arg Ser Trp Phe Met His Cys Asn Ser
690 695 700

His Thr Asn Arg Thr Glu Gly Gly Val Cys Lys Gly Ala Thr Val Gly
705 710 715 720
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Val Leu Leu Asp Leu Asn Lys His Thr Leu Thr Phe Phe lle Asn Gly
725 730 735

GIn GIn GIn Gly Pro Thr Ala Phe Ser His Val Asp Gly Val Phe Met
740 745 750

Pro Ala Leu Ser Leu Asn Arg Asn Val GIn Val Thr Leu His Thr Gly
755 760 765

Leu Glu Val Pro Thr Asn Leu Gly Arg Pro Lys Leu Ser Gly Asn
770 775 780

<210> 131
<211> 1458
<212> DNA
<213> Homo sapiens

<400> 131
atggatccca cagccttggt ggaagccatt gtggaagaag tggectgtec catctgtatg 60

accttcctga gggagceccat gagceattgac tgtggecaca gettctgeca cagetgtcte 120
tctggactct gggagatccc aggagaatcc cagaactggg gttacacctg tccectetgt 180
cgagctectg tccagecaag gaacctgegg cctaattgge agetggecaa tgttgtagaa 240
aaagtccgtc tgctaaggcet acatccagga atggggcetga agggtgacct gtgtgagege 300
catggggaaa agctgaagat gttctgcaaa gaggatgtct tgataatgtg tgaggectge 360
agccagtccc cagagcatga ggeccacagt gttgtgecaa tggaggatgt tgectgggag 420
tacaagtggg aacttcatga ggccctcgaa catctgaaga aagagcaaga agaggectgg 480
aagcttgaag ttggtgaaag gaaacgaact gccacctgga agatacaggt ggaaacccga 540
aaacagagta ttgtatggga gtttgaaaaa taccagcgat tactagagaa aaagcagcca 600
ccacatcggc agctgggggce agaggtagea gecagetcetgg ccagectaca gegggaggea 660
gcggagacca tgcagaaact ggagttgaac catagecgagc tcatccagea gagecaggtc 720
ctgtggagga tgattgcaga gttgaaagag aggtcgceaga ggectgtecg ctggatgttg 780
caggatattc aggaagtgtt aaacaggagc aaatcttgga gcttgcagea gccagaacca 840

atctccctgg agttgaagac agattgecgt gtgetgggge taagagagat cctgaagact 900
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tatgcagctg atgtgcgctt ggatccagat actgcttact ccegtctcat cgtgtctgag 960
gacagaaaac gtgtgcacta tggagacacc aaccagaaac tgccagacaa tcctgagaga 1020
ttttaccgct ataatatcgt cctgggaage cagtgceatct cctcaggeceg gecactactgg 1080
gaggtggagg tgggagacag gtctgagtgg ggectgggag tatgtaagea aaatgtagac 1140
cggaaggagg tggtctactt atccccccac tatggattct gggtgataag getgaggaag 1200
ggaaatgagt accgagcagg caccgatgag tacccaatcc tgtecttgece ggtecectect 1260
cgeegggtgg gaatcttcgt ggattatgag geccatgaca tttctttcta caatgtgact 1320
gactgtggct cccacatctt cactttcccc cgetatecct teectgggeg cctectgeee 1380
tattttagtc cttgctacag cattggaacc aacaacactg ctcctetgge catctgetce 1440
ctggatgggg aggactaa 1458

<210> 132

<211> 485

<212> PRT

<213> Homo sapiens

<400> 132

Met Asp Pro Thr Ala Leu Val Glu Ala Ile Val Glu Glu Val Ala Cys

1 5 10 15

Pro lle Cys Met Thr Phe Leu Arg Glu Pro Met Ser lle Asp Cys Gly
20 25 30

His Ser Phe Cys His Ser Cys Leu Ser Gly Leu Trp Glu lle Pro Gly
35 40 45

Glu Ser GIn Asn Trp Gly Tyr Thr Cys Pro Leu Cys Arg Ala Pro Val
50 55 60

GIn Pro Arg Asn Leu Arg Pro Asn Trp GIn Leu Ala Asn Val Val Glu
65 70 75 80

Lys Val Arg Leu Leu Arg Leu His Pro Gly Met Gly Leu Lys Gly Asp
85 90 95
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Leu Cys Glu Arg His Gly Glu Lys Leu Lys Met Phe Cys Lys Glu Asp
100 105 110

Val Leu lle Met Cys Glu Ala Cys Ser GIn Ser Pro Glu His Glu Ala
115 120 125

His Ser Val Val Pro Met Glu Asp Val Ala Trp Glu Tyr Lys Trp Glu
130 135 140

Leu His Glu Ala Leu Glu His Leu Lys Lys Glu GIn Glu Glu Ala Trp
145 150 155 160

Lys Leu Glu Val Gly Glu Arg Lys Arg Thr Ala Thr Trp Lys lle GIn
165 170 175

Val Glu Thr Arg Lys GlIn Ser lle Val Trp Glu Phe Glu Lys Tyr GIn
180 185 190

Arg Leu Leu Glu Lys Lys GIn Pro Pro His Arg Gln Leu Gly Ala Glu
195 200 205

Val Ala Ala Ala Leu Ala Ser Leu GIn Arg Glu Ala Ala Glu Thr Met
210 215 220

GIn Lys Leu Glu Leu Asn His Ser Glu Leu lle GIn GIn Ser GIn Val
225 230 235 240

Leu Trp Arg Met lle Ala Glu Leu Lys Glu Arg Ser GIn Arg Pro Val
245 250 255

Arg Trp Met Leu GIn Asp lle GIn Glu Val Leu Asn Arg Ser Lys Ser
260 265 270

Trp Ser Leu GIn GIn Pro Glu Pro lle Ser Leu Glu Leu Lys Thr Asp
275 280 285

Cys Arg Val Leu Gly Leu Arg Glu lle Leu Lys Thr Tyr Ala Ala Asp
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290 295 300

Val Arg Leu Asp Pro Asp Thr Ala Tyr Ser Arg Leu lle Val Ser Glu
305 310 315 320

Asp Arg Lys Arg Val His Tyr Gly Asp Thr Asn GIn Lys Leu Pro Asp
325 330 335

Asn Pro Glu Arg Phe Tyr Arg Tyr Asn lle Val Leu Gly Ser GIn Cys
340 345 350

lle Ser Ser Gly Arg His Tyr Trp Glu Val Glu Val Gly Asp Arg Ser
355 360 365

Glu Trp Gly Leu Gly Val Cys Lys GIn Asn Val Asp Arg Lys Glu Val
370 375 380

Val Tyr Leu Ser Pro His Tyr Gly Phe Trp Val lle Arg Leu Arg Lys
385 390 395 400

Gly Asn Glu Tyr Arg Ala Gly Thr Asp Glu Tyr Pro lle Leu Ser Leu
405 410 415

Pro Val Pro Pro Arg Arg Val Gly lle Phe Val Asp Tyr Glu Ala His
420 425 430

Asp lle Ser Phe Tyr Asn Val Thr Asp Cys Gly Ser His lle Phe Thr
435 440 445

Phe Pro Arg Tyr Pro Phe Pro Gly Arg Leu Leu Pro Tyr Phe Ser Pro
450 455 460

Cys Tyr Ser lle Gly Thr Asn Asn Thr Ala Pro Leu Ala lle Cys Ser
465 470 475 480

Leu Asp Gly Glu Asp
485
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<210> 133
<211> 1026
<212> DNA
<213> Homo sapiens

<400> 133
atggaggagg agcttgccat ccaacagggt caactggaga caactctgaa ggagcttcag 60

accctgagga acatgcagaa ggaagctatt gctgectcaca aggaaaacaa getacatctg 120
cagcaacatg tgtccatgga gtttctaaag ctgcatcagt tcctgcacag caaagaaaag 180
gacattttaa ctgagctccg ggaagagggg aaagccttga atgaggagat ggagttgaat 240
ctgagccagc ttcaggagcea atgtctctta gccaaggata tgttggtgag cattcaggca 300
aagacggaac aacagaactc cttcgacttt ctcaaagaca tcacaactct cttacatage 360
ttggagcaag gaatgaaggt gctggcaacc agagagctta tttccagaaa getgaacctg 420
ggccagtaca aaggtcctat ccagtacatg gtatggaggg aaatgcagga cactctctge 480
ccaggccetgt ctccactaac tetggaccect aaaacagctc acccaaatct ggtgetctce 540
Qaaagccaaa ccagegtctg gcatggtgac attaagaaga taatgectga tgatcctgag 600
aggtttgact caagtgtggc tgtactgggce tcaagaggct tcacctctgg aaagtggtac 660
tgggaagtag aagtagcaaa gaagacaaaa tggacagttg gagttgtcag agaatccatc 720
attcggaagg gcagctgtec tctaactcect gagcaaggat tetggetttt aagactaagg 780
aaccaaactg atctaaaggc tctggatttg ccttctttca gtctgacact gactaacaac 840
ctcgacaagg tgggcatata cctggattat gaaggaggac agttgtcctt ctacaatgect 900
aaaaccatga ctcacattta caccttcagt aacactttca tggagaaact ttatccctac 960
ttctgeccect gecttaatga tggtggagag aataaagaac cattgeacat cttacatcca 1020
cagtaa 1026

<210> 134

<211> 341

<212> PRT

<213> Homo sapiens

<400> 134

Met Glu Glu Glu Leu Ala lle GIn GIn Gly GIn Leu Glu Thr Thr Leu
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Lys Glu Leu GIn Thr Leu Arg Asn Met GIn Lys Glu Ala lle Ala Ala
20 25 30

His Lys Glu Asn Lys Leu His Leu GIn GIn His Val Ser Met Glu Phe
35 40 45

Leu Lys Leu His GIn Phe Leu His Ser Lys Glu Lys Asp lle Leu Thr
50 55 60

Glu Leu Arg Glu Glu Gly Lys Ala Leu Asn Glu Glu Met Glu Leu Asn
65 70 75 80

Leu Ser GIn Leu GIn Glu GIn Cys Leu Leu Ala Lys Asp Met Leu Val
85 90 95

Ser lle GIn Ala Lys Thr Glu GIn GIn Asn Ser Phe Asp Phe Leu Lys
100 105 110

Asp lle Thr Thr Leu Leu His Ser Leu Glu GIn Gly Met Lys Val Leu
115 120 125

Ala Thr Arg Glu Leu lle Ser Arg Lys Leu Asn Leu Gly GIn Tyr Lys
130 135 140

Gly Pro lle GIn Tyr Met Val Trp Arg Glu Met GIn Asp Thr Leu Cys
145 150 155 160

Pro Gly Leu Ser Pro Leu Thr Leu Asp Pro Lys Thr Ala His Pro Asn
165 170 175

Leu Val Leu Ser Lys Ser GIn Thr Ser Val Trp His Gly Asp lle Lys
180 185 190

Lys lle Met Pro Asp Asp Pro Glu Arg Phe Asp Ser Ser Val Ala Val
195 200 205
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Leu Gly Ser Arg Gly Phe Thr Ser Gly Lys Trp Tyr Trp Glu Val Glu
210 215 220

Val Ala Lys Lys Thr Lys Trp Thr Val Gly Val Val Arg Glu Ser lle
225 230 235 240

lle Arg Lys Gly Ser Cys Pro Leu Thr Pro Glu GIn Gly Phe Trp Leu
245 250 255

Leu Arg Leu Arg Asn GIn Thr Asp Leu Lys Ala Leu Asp Leu Pro Ser
260 265 270

Phe Ser Leu Thr Leu Thr Asn Asn Leu Asp Lys Val Gly Ile Tyr Leu
275 280 285

Asp Tyr Glu Gly Gly GIn Leu Ser Phe Tyr Asn Ala Lys Thr Met Thr
290 295 300

His lle Tyr Thr Phe Ser Asn Thr Phe Met Glu Lys Leu Tyr Pro Tyr
305 310 315 320

Phe Cys Pro Cys Leu Asn Asp Gly Gly Glu Asn Lys Glu Pro Leu His
325 330 335

Ile Leu His Pro GIn
340

<210> 135
<211> 1047
<212> DNA
<213> Homo sapiens

<400> 135
atgcagtttg gggaactcct tgctgetgtg aggaaggecc aggecaatgt gatgetcttc 60

ttagaggaga aggagcaagc tgcgetgage caggecaacg gtatcaagge ccacctggag 120
tacaggagtg ccgagatgga gaagagtaag caggagctgg agacgatgge ggecatcage 180
aacactgtcc agttcttgga ggagtactgc aagtttaaga acactgaaga catcaccttc 240

cctagtgttt acatagggct gaaggataaa ctctcgggca tccgcaaagt tatcacggaa 300
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tccactgtac acttaatcca gttgetggag aactataaga aaaagctcca ggagttttce 360
aaggaagagg agtatgacat cagaactcaa gtgtctgeca ttgttcageg caaatattgg 420
acttccaaac ctgagcccag caccagggaa cagttcctce aatatgtgea tgacatcacg 480
ttcgacccgg acacagcaca caagtatctc cggetgcagg aggagaaccg caaggtcacc 540
aacaccacgc cctgggagca tccctacceg gaccteeccca geaggttect gcactggegg 600
caggtgctgt cccagcagag tctgtacctg cacaggtact attttgaggt ggagatcttc 660
ggggcaggca cctatgttgg cctgacctge aaaggcatcg accagaaagg ggaggagege 720
agcagttgca tttccggaaa caacttctcce tggagectec aatggaacgg gaaggagttc 780
acggectggt acagtgacat ggagacccca ctcaaagctg geectttctg gaggetcggg 840
gtctatattg acttcccagg agggatcctt tccttctatg gcgtagagta tgattccatg 900
actctggttc acaagtttgce ctgcaagttt tcagaaccag tctatgetge cttctggett 960
tccaagaagg aaaacgccat ccggattgta gatctgggag aggaacccga gaagecageca 1020
ccgtecttgg tggggactgce teectag 1047

<210> 136

<211> 348

<212> PRT

<213> Homo sapiens

<400> 136

Met GIn Phe Gly Glu Leu Leu Ala Ala Val Arg Lys Ala GIn Ala Asn

1 5 10 15

Val Met Leu Phe Leu Glu Glu Lys Glu GIn Ala Ala Leu Ser GIn Ala
20 25 30

Asn Gly lle Lys Ala His Leu Glu Tyr Arg Ser Ala Glu Met Glu Lys
35 40 45

Ser Lys GIn Glu Leu Glu Thr Met Ala Ala lle Ser Asn Thr Val GIn
50 55 60
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Phe Leu Glu Glu Tyr Cys Lys Phe Lys Asn Thr Glu Asp lle Thr Phe
65 70 75 80

Pro Ser Val Tyr lle Gly Leu Lys Asp Lys Leu Ser Gly lle Arg Lys
85 90 95

Val lle Thr Glu Ser Thr Val His Leu lle GIn Leu Leu Glu Asn Tyr
100 105 110

Lys Lys Lys Leu GIn Glu Phe Ser Lys Glu Glu Glu Tyr Asp lle Arg
115 120 125

Thr Gln Val Ser Ala lle Val GIn Arg Lys Tyr Trp Thr Ser Lys Pro
130 135 140

Glu Pro Ser Thr Arg Glu GIn Phe Leu GIn Tyr Val His Asp lle Thr
145 150 155 160

Phe Asp Pro Asp Thr Ala His Lys Tyr Leu Arg Leu GIn Glu Glu Asn
165 170 175

Arg Lys Val Thr Asn Thr Thr Pro Trp Glu His Pro Tyr Pro Asp Leu
180 185 190

Pro Ser Arg Phe Leu His Trp Arg GIn Val Leu Ser GIn GIn Ser Leu
195 200 205

Tyr Leu His Arg Tyr Tyr Phe Glu Val Glu lle Phe Gly Ala Gly Thr
210 215 220

Tyr Val Gly Leu Thr Cys Lys Gly lle Asp GIn Lys Gly Glu Glu Arg
225 230 235 240

Ser Ser Cys lle Ser Gly Asn Asn Phe Ser Trp Ser Leu GIn Trp Asn
245 250 255

Gly Lys Glu Phe Thr Ala Trp Tyr Ser Asp Met Glu Thr Pro Leu Lys
260 265 270
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Ala Gly Pro Phe Trp Arg Leu Gly Val Tyr lle Asp Phe Pro Gly Gly
275 280 285

lle Leu Ser Phe Tyr Gly Val Glu Tyr Asp Ser Met Thr Leu Val His
290 295 300

Lys Phe Ala Cys Lys Phe Ser Glu Pro Val Tyr Ala Ala Phe Trp Leu
305 310 315 320

Ser Lys Lys Glu Asn Ala lle Arg lle Val Asp Leu Gly Glu Glu Pro
325 330 335

Glu Lys Pro Ala Pro Ser Leu Val Gly Thr Ala Pro
340 345

<210> 137
<211> 2607
<212> DNA
<213> Homo sapiens

<400> 137
atggcttcgt tccccgagac cgatttccag atctgcettge tgtgcaagga gatgtgegge 60

tcgeeggegce cgetetecte caactegtece gegtegtegt cctectegea gacgtccacg 120
tcgteggggg geggeggegg gggeectggg geggeggege geegectaca cgtectgeee 180
tgcetgeacg ccttetgeeg cecctgecte gaggegeace ggetgecgge ggegggegge 240
ggcgeggegg gagagecget caagetgege tgeececgtgt gegaccagaa agtagtgeta 300
gccgaggegg cgggtatgga cgegetgect tegteegect tectgettag caacctgete 360
gacgeggtgg tggccactge cgacgageeg ccgeccaaga acgggegege cggegeteeg 420
gcgggagegg geggecacag caaccaccgg caccacgete accacgegea ceccgegegeg 480
tcegectecg cgecgecact ccecgeaggeg cegeagecge cegegectte cegeteggea 540
cceggeggcec ctgeegctte ceegteggeg ctgetgetec geegtectea cggetgecage 600
tcgtgegatg agggcaacgce agettcttcg cgetgecteg actgecagga geacctgtge 660

gacaactgcg tccgagegea ccagegegtg cgectcacca aggaccacta catcgagege 720
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ggceegeegg gteeeggtge cgeageageg gegeageage tegggetegg geegeeettt 780
cccggeecegce ccttetecat cctctcagtg tttcccgage gecteggett ctgecagcac 840
cacgacgacg aggtgctgca cctgtactgt gacacttgct ctgtacccat ctgtcgtgag 900
tgcacaatgg geeggeatgg gggecacagce ttcatctacce tccaggagge actgcaggac 960
tcacgggcac tcaccatcca getgetggea gatgeccage agggacgaca ggcaatccag 1020
ctgagcatcg agcaggecca gacggtggeg gaacaggtgg agatgaagge gaaggttgtg 1080
cagtcggagg tcaaagccgt gacggegagg cataagaaag ccctggagga acgegagtgt 1140
gagctgctgt ggaaggtaga aaagatccge caggtgaaag ccaagtctct gtacctgcag 1200
gtggagaagc tgcggcaaaa cctcaacaag cttgagagca ccatcagtge cgtgcagcag 1260
gtcctggagg agggtagage getagacatc ctactggecc gagaccggat getggeccag 1320
gtgcaggagc tgaagaccgt gecggagectc ctgcageccc aggaagacga ccgagtcatg 1380
ttcacacccc ccgatcaggce actgtacctt gccatcaagt cttttggett tgttagcage 1440
ggggcctttg ccccactcac caaggecaca ggegatggec tcaagegtge ccteccagggt 1500
aaggtggcct ccttcacagt cattggttat gaccacgatg gtgagcecccg cctctcagga 1560
ggcgacctga tgtcggetgt ggtectggge cctgatggea acctgtttgg tgcagaggtg 1620
agtgatcagc agaatgggac atacgtggtg agttaccgac cccagctgga gggtgagcac 1680
ctggtatctg tgacactgtg caaccagcac attgagaaca gecctttcaa ggtggtggtc 1740
aagtcaggcc gcagcetacgt gggeattggg ctccegggec tgagettcgg cagtgagggt 1800
gacagcgatg gcaagctctg ccgeccttgg ggtgtgagtg tagacaagga gggetacatc 1860
attgtcgecg accgcagcaa caaccgceate caggtgttca agecctgegg cgecttccac 1920
cacaaattcg gcaccctggg ctceecggect gggeagttcg accgaccage cggegtggee 1980
tgtgacgcct cacgcaggat cgtggtggcet gacaaggaca atcatcgceat ccagatcttc 2040
acgttcgagg gecagttcct cctcaagttt ggtgagaaag gaaccaagaa tgggeagttc 2100
aactaccctt gggatgtggc ggtgaattct gagggcaaga tcctggtctc agacacgagg 2160
aaccaccgga tccagcetgtt tgggectgat ggtgtcttce taaacaagta tggettcgag 2220

ggggctctct ggaagceactt tgactcccca cggggtgtgg ccttcaacca tgagggecac 2280
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ttggtggtca ctgacttcaa caaccaccgg ctcctggtta ttcaccccga ctgecagtcg 2340
gcacgctttc tgggctcgga gggcacaggc aatgggceagt tectgegeec acaaggggta 2400
gctgtggacc aggaagggceg catcattgtg geggattcca ggaaccateg ggtacagatg 2460
tttgaatcca acggcagctt cctgtgcaag tttggtgctc aaggcagegg ctttgggcag 2520
atggaccgcc cttecggeat cgecatcacc cccgacggaa tgategttgt ggtggacttt 2580
ggcaacaatc gaatcctegt cttctaa 2607

<210> 138

<211> 868

<212> PRT

<213> Homo sapiens

<400> 138

Met Ala Ser Phe Pro Glu Thr Asp Phe Gin lle Cys Leu Leu Cys Lys

1 5 10 15

Glu Met Cys Gly Ser Pro Ala Pro Leu Ser Ser Asn Ser Ser Ala Ser
20 25 30

Ser Ser Ser Ser GIn Thr Ser Thr Ser Ser Gly Gly Gly Gly Gly Gly
35 40 45

Pro Gly Ala Ala Ala Arg Arg Leu His Val Leu Pro Cys Leu His Ala
50 55 60

Phe Cys Arg Pro Cys Leu Glu Ala His Arg Leu Pro Ala Ala Gly Gly
65 70 75 80

Gly Ala Ala Gly Glu Pro Leu Lys Leu Arg Cys Pro Val Cys Asp GIn
85 90 95

Lys Val Val Leu Ala Glu Ala Ala Gly Met Asp Ala Leu Pro Ser Ser
100 105 110

Ala Phe Leu Leu Ser Asn Leu Leu Asp Ala Val Val Ala Thr Ala Asp
115 120 125
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Glu Pro Pro Pro Lys Asn Gly Arg Ala Gly Ala Pro Ala Gly Ala Gly
130 135 140

Gly His Ser Asn His Arg His His Ala His His Ala His Pro Arg Ala
145 150 155 160

Ser Ala Ser Ala Pro Pro Leu Pro GIn Ala Pro GIn Pro Pro Ala Pro
165 170 175

Ser Arg Ser Ala Pro Gly Gly Pro Ala Ala Ser Pro Ser Ala Leu Leu
180 185 190

Leu Arg Arg Pro His Gly Cys Ser Ser Cys Asp Glu Gly Asn Ala Ala
195 200 205

Ser Ser Arg Cys Leu Asp Cys GIn Glu His Leu Cys Asp Asn Cys Val
210 215 220

Arg Ala His GIn Arg Val Arg Leu Thr Lys Asp His Tyr lle Glu Arg
225 230 235 240

Gly Pro Pro Gly Pro Gly Ala Ala Ala Ala Ala GIn GIn Leu Gly Leu
245 250 255

Gly Pro Pro Phe Pro Gly Pro Pro Phe Ser lle Leu Ser Val Phe Pro
260 265 270

Glu Arg Leu Gly Phe Cys GIn His His Asp Asp Glu Val Leu His Leu
275 280 285

Tyr Cys Asp Thr Cys Ser Val Pro lle Cys Arg Glu Cys Thr Met Gly
290 295 300

Arg His Gly Gly His Ser Phe lle Tyr Leu GIn Glu Ala Leu GIn Asp
305 310 315 320

Ser Arg Ala Leu Thr lle GIn Leu Leu Ala Asp Ala GIn GIn Gly Arg

286



325 330 335

GIn Ala lle GIn Leu Ser lle Glu GIn Ala GIn Thr Val Ala Glu GIn
340 345 350

Val Glu Met Lys Ala Lys Val Val GIn Ser Glu Val Lys Ala Val Thr
355 360 365

Ala Arg His Lys Lys Ala Leu Glu Glu Arg Glu Cys Glu Leu Leu Trp
370 375 380

Lys Val Glu Lys lle Arg GIn Val Lys Ala Lys Ser Leu Tyr Leu GIn
385 390 395 400

Val Glu Lys Leu Arg GIn Asn Leu Asn Lys Leu Glu Ser Thr lle Ser
405 410 415

Ala Val GIn GIn Val Leu Glu Glu Gly Arg Ala Leu Asp lle Leu Leu
420 425 430

Ala Arg Asp Arg Met Leu Ala GIn Val GIn Glu Leu Lys Thr Val Arg
435 440 445

Ser Leu Leu GIn Pro GIn Glu Asp Asp Arg Val Met Phe Thr Pro Pro
450 455 460

Asp GIn Ala Leu Tyr Leu Ala lle Lys Ser Phe Gly Phe Val Ser Ser
465 470 475 480

Gly Ala Phe Ala Pro Leu Thr Lys Ala Thr Gly Asp Gly Leu Lys Arg
485 490 495

Ala Leu GIn Gly Lys Val Ala Ser Phe Thr Val lle Gly Tyr Asp His
500 505 510

Asp Gly Glu Pro Arg Leu Ser Gly Gly Asp Leu Met Ser Ala Val Val
515 520 525
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Leu Gly Pro Asp Gly Asn Leu Phe Gly Ala Glu Val Ser Asp GIn GlIn
530 535 540

Asn Gly Thr Tyr Val Val Ser Tyr Arg Pro Gin Leu Glu Gly Glu His
545 550 555 560

Leu Val Ser Val Thr Leu Cys Asn Gln His lle Glu Asn Ser Pro Phe
565 570 575

Lys Val Val Val Lys Ser Gly Arg Ser Tyr Val Gly lle Gly Leu Pro
580 585 590

Gly Leu Ser Phe Gly Ser Glu Gly Asp Ser Asp Gly Lys Leu Cys Arg
595 600 605

Pro Trp Gly Val Ser Val Asp Lys Glu Gly Tyr lle lle Val Ala Asp
610 615 620

Arg Ser Asn Asn Arg lle GIn Val Phe Lys Pro Cys Gly Ala Phe His
625 630 635 640

His Lys Phe Gly Thr Leu Gly Ser Arg Pro Gly GIn Phe Asp Arg Pro
645 650 655

Ala Gly Val Ala Cys Asp Ala Ser Arg Arg lle Val Val Ala Asp Lys
660 665 670

Asp Asn His Arg lle GIn Ille Phe Thr Phe Glu Gly GIn Phe Leu Leu
675 680 685

Lys Phe Gly Glu Lys Gly Thr Lys Asn Gly GIn Phe Asn Tyr Pro Trp
690 695 700

Asp Val Ala Val Asn Ser Glu Gly Lys lle Leu Val Ser Asp Thr Arg
705 710 715 720

Asn His Arg lle GIn Leu Phe Gly Pro Asp Gly Val Phe Leu Asn Lys
725 730 735
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Tyr Gly Phe Glu Gly Ala Leu Trp Lys His Phe Asp Ser Pro Arg Gly
740 745 750

Val Ala Phe Asn His Glu Gly His Leu Val Val Thr Asp Phe Asn Asn
755 760 765

His Arg Leu Leu Val lle His Pro Asp Cys GIn Ser Ala Arg Phe Leu
770 775 780

Gly Ser Glu Gly Thr Gly Asn Gly GIn Phe Leu Arg Pro GIn Gly Val
785 790 795 800

Ala Val Asp GIn Glu Gly Arg lle lle Val Ala Asp Ser Arg Asn His
805 810 815

Arg Val GIn Met Phe Glu Ser Asn Gly Ser Phe Leu Cys Lys Phe Gly
820 825 830

Ala GIn Gly Ser Gly Phe Gly GIn Met Asp Arg Pro Ser Gly lle Ala
835 840 845

lle Thr Pro Asp Gly Met Ile Val Val Val Asp Phe Gly Asn Asn Arg
850 855 860

Ile Leu Val Phe
865

<210> 139
<211> 1434
<212> DNA
<213> Homo sapiens

<400> 139
atgtcggctg cgeccggect cctgeaccag gagetgtect gecegetgtg cctgeagetg 60

ttcgacgcege ccgtgacagce cgagtgegge cacagtttct geegegectg cctaggecge 120
gtggccegggg agecggegge ggatggeacc gttctetgec cetgetgeca ggececcacg 180

cggccgeagg cactcagcac caacctgeag ctggegegec tggtggaggg getggeccag 240
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gtgccgeagg gecactgega ggagceacctg gaccegetga geatctactg cgagcaggac 300
cgegegetgg tgtgeggagt gtgegectea cteggetege accgeggtea tegectectg 360
cctgeegecg aggeccacge acgectcaag acacagetge cacagcagaa actgcagetg 420
caggaggcat gcatgcgcaa ggagaagagt gtggctgtge tggagceatca getggtggag 480
gtggaggaga cagtgcgtca gttccggggg geegtggggg ageagetggg caagatgegg 540
gtgttcctgg ctgeactgga gggctecttg gaccgegagg cagagegtgt acggggtgag 600
gcaggggtcg ccttgegeeg ggagetgggg agectgaact cttacctgga gecagetgegg 660
cagatggaga aggtcctgga ggaggtggeg gacaagecge agactgagtt cctcatgaaa 720
tactgcctgg tgaccagcag getgcagaag atcctggeag agtctcccce accegeecgt 780
ctggacatcc agctgccaat tatctcagat gacttcaaat tccaggtgtg gaggaagatg 840
ttccgggcetc tgatgecage getggaggag ctgacctttg accecgagcetc tgegcacccg 900
agcctggtgg tgtcttecte tggecgeege gtggagtgct cggageagaa ggegeegeeg 960
geeggggage accecgegeca gttcgacaag geggtggegg tggtggegea ccageagete 1020
tccgagggeg agceactactg ggaggtggat gttggegaca ageegegetg ggegetggge 1080
gtgatcgcgg ccgaggeccc ccgeegeggg cgectgeacg cggtgeccte gecagggectg 1140
tggctgetgg ggctgegega gggeaagatc ctggaggceac acgtggagge caaggagecg 1200
cgcegctetge gecagecccga gaggeggecc acgegcattg gectttacct gagettcgge 1260
gacggcgtcec tctectteta cgatgecage gacgecgacg cgetegtgece getttttgee 1320
ttccacgagc gectgeccag geeegtgtac cecttettcg acgtgtgetg gcacgacaag 1380
ggcaagaatg cccagccgct getgetegtg ggteccgaag gegecgaggce ctga 1434
<210> 140

<211> 477

<212> PRT

<213> Homo sapiens

<400> 140

Met Ser Ala Ala Pro Gly Leu Leu His GIn Glu Leu Ser Cys Pro Leu
1 5 10 15
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Cys Leu GIn Leu Phe Asp Ala Pro Val Thr Ala Glu Cys Gly His Ser
20 25 30

Phe Cys Arg Ala Cys Leu Gly Arg Val Ala Gly Glu Pro Ala Ala Asp
35 40 45

Gly Thr Val Leu Cys Pro Cys Cys GIn Ala Pro Thr Arg Pro GiIn Ala
50 55 60

Leu Ser Thr Asn Leu GIn Leu Ala Arg Leu Val Glu Gly Leu Ala GIn
65 70 75 80

Val Pro GIn Gly His Cys Glu Glu His Leu Asp Pro Leu Ser lle Tyr
85 90 95

Cys Glu GIn Asp Arg Ala Leu Val Cys Gly Val Cys Ala Ser Leu Gly
100 105 110

Ser His Arg Gly His Arg Leu Leu Pro Ala Ala Glu Ala His Ala Arg
115 120 125

Leu Lys Thr GIn Leu Pro GIn GIn Lys Leu GIn Leu GIn Glu Ala Cys
130 135 140

Met Arg Lys Glu Lys Ser Val Ala Val Leu Glu His GIn Leu Val Glu
145 150 155 160

Val Glu Glu Thr Val Arg GIn Phe Arg Gly Ala Val Gly Glu GIn Leu
165 170 175

Gly Lys Met Arg Val Phe Leu Ala Ala Leu Glu Gly Ser Leu Asp Arg
180 185 190

Glu Ala Glu Arg Val Arg Gly Glu Ala Gly Val Ala Leu Arg Arg Glu
195 200 205

Leu Gly Ser Leu Asn Ser Tyr Leu Glu GIn Leu Arg GIn Met Glu Lys
210 215 220
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Val Leu Glu Glu Val Ala Asp Lys Pro GIn Thr Glu Phe Leu Met Lys
225 230 235 240

Tyr Cys Leu Val Thr Ser Arg Leu GIn Lys lle Leu Ala Glu Ser Pro
245 250 255

Pro Pro Ala Arg Leu Asp lle GIn Leu Pro lle Ile Ser Asp Asp Phe
260 265 270

Lys Phe GIn Val Trp Arg Lys Met Phe Arg Ala Leu Met Pro Ala Leu
275 280 285

Glu Glu Leu Thr Phe Asp Pro Ser Ser Ala His Pro Ser Leu Val Val
290 295 300

Ser Ser Ser Gly Arg Arg Val Glu Cys Ser Glu GIn Lys Ala Pro Pro
305 310 315 320

Ala Gly Glu Asp Pro Arg GIn Phe Asp Lys Ala Val Ala Val Val Ala
325 330 335

His GIn GIn Leu Ser Glu Gly Glu His Tyr Trp Glu Val Asp Val Gly
340 345 350

Asp Lys Pro Arg Trp Ala Leu Gly Val lle Ala Ala Glu Ala Pro Arg
355 360 365

Arg Gly Arg Leu His Ala Val Pro Ser Gln Gly Leu Trp Leu Leu Gly
370 375 380

Leu Arg Glu Gly Lys lle Leu Glu Ala His Val Glu Ala Lys Glu Pro
385 390 395 400

Arg Ala Leu Arg Ser Pro Glu Arg Arg Pro Thr Arg lle Gly Leu Tyr
405 410 415

Leu Ser Phe Gly Asp Gly Val Leu Ser Phe Tyr Asp Ala Ser Asp Ala

292



420 425 430

Asp Ala Leu Val Pro Leu Phe Ala Phe His Glu Arg Leu Pro Arg Pro
435 440 445

Val Tyr Pro Phe Phe Asp Val Cys Trp His Asp Lys Gly Lys Asn Ala
450 455 460

GIn Pro Leu Leu Leu Val Gly Pro Glu Gly Ala Glu Ala
465 470 475

<210> 141
<211> 753
<212> DNA
<213> Homo sapiens

<400> 141
atggcttggce aggtgagect getggagetg gaggaccggce ttcagtgtec catctgectg 60

gaggtcttca aggagtccct aatgctacag tgeggecact cctactgcaa gggetgectg 120
gtttcectgt cctaccacct ggacaccaag gtgegetgece ccatgtgetg gecaggtggtg 180
gacggcagca gctecttgee caacgtctec ctggectggg tgatcgaage cctgaggete 240
cctggggacc cggagceccaa ggtetgegtg caccaccgga accegetcag ccttttetge 300
gagaaggacc aggagctcat ctgtggcectc tgeggtcetge tgggetccca ccaacaccac 360
ccggtcacgc ccgtetecac cgtetgeage cgeatgaagg aggagetege ageectette 420
tctgagctga agcaggagca gaagaaggtg gatgagcetca tcgecaaact ggtgaaaaac 480
cggacccgaa tegtcaatga gteggatgte ttcagetggg tgatcegecg cgagttccag 540
gagctgegcec acccggtgga cgaggagaag geeecgetgec tggaggggat agggggtcac 600
acccgtggcec tggtggectc cctggacatg cagetggage aggeccaggg aacccgggag 660
cggctggecc aagecgagtg tgtgetggaa cagttcggea atgaggacca ccatgagttc 720
atctggaagt tccactccat ggectccagg taa 753

<210> 142

<211> 250
<212> PRT
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<213> Homo sapiens
<400> 142
Met Ala Trp GlIn Val Ser Leu Leu Glu Leu Glu Asp Arg Leu GIn Cys

1 5 10 15

Pro lle Cys Leu Glu Val Phe Lys Glu Ser Leu Met Leu GIn Cys Gly
20 25 30

His Ser Tyr Cys Lys Gly Cys Leu Val Ser Leu Ser Tyr His Leu Asp
35 40 45

Thr Lys Val Arg Cys Pro Met Cys Trp GIn Val Val Asp Gly Ser Ser
50 55 60

Ser Leu Pro Asn Val Ser Leu Ala Trp Val lle Glu Ala Leu Arg Leu
65 70 75 80

Pro Gly Asp Pro Glu Pro Lys Val Cys Val His His Arg Asn Pro Leu
85 90 95

Ser Leu Phe Cys Glu Lys Asp GIn Glu Leu lle Cys Gly Leu Cys Gly
100 105 110

Leu Leu Gly Ser His GIn His His Pro Val Thr Pro Val Ser Thr Val
115 120 125

Cys Ser Arg Met Lys Glu Glu Leu Ala Ala Leu Phe Ser Glu Leu Lys
130 135 140

GIn Glu GIn Lys Lys Val Asp Glu Leu lle Ala Lys Leu Val Lys Asn
145 150 155 160

Arg Thr Arg lle Val Asn Glu Ser Asp Val Phe Ser Trp Val lle Arg
165 170 175

Arg Glu Phe GIn Glu Leu Arg His Pro Val Asp Glu Glu Lys Ala Arg
180 185 190
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Cys Leu Glu Gly lle Gly Gly His Thr Arg Gly Leu Val Ala Ser Leu
195 200 205

Asp Met GIn Leu Glu GIn Ala GIn Gly Thr Arg Glu Arg Leu Ala GIn
210 215 220

Ala Glu Cys Val Leu Glu GIn Phe Gly Asn Glu Asp His His Glu Phe
225 230 235 240

lle Trp Lys Phe His Ser Met Ala Ser Arg
245 250

<210> 143
<211> 753
<212> DNA
<213> Homo sapiens

<400> 143
atggcttggc aggtgagect getggagetg gaggactggce ttcagtgtec catctgectg 60

gaggtcttca aggagtccct aatgctacag tgeggecact cctactgeaa gggetgectg 120
gtttcectgt cctaccacct ggacaccaag gtgegetgece ccatgtgetg gecaggtggtg 180
gacggcagca gctecttgee caacgtctec ctggectggg tgatcgaage cctgaggete 240
cctggggacc cggageccaa ggtetgegtg caccaccgga acccgetcag ccttttctge 300
gagaaggacc aggagctcat ctgtggcctc tgeggtcetge tgggetccca ccaacaccac 360
ccggtcacgc ccgtetecac cgtetgeage cgeatgaagg aggagetege ageectette 420
tctgagctga agcaggagca gaagaaggtg gatgagctca tcgecaaact ggtgaaaaac 480
cggacccgaa tcgtcaatga gteggatgte ttcagetggg tgatcegecg cgagttccag 540
gagctgegece acccggtgga cgaggagaag geecgetgec tggaggggat agggggtcac 600
acccgtggcec tggtggectc cctggacatg cagetggage aggeccaggg aacccgggag 660
cggctggecc aagecgagtg tgtgctggaa cagttcggaa atgaggacca ccatgagttc 720

atctggaagt tccactccat ggectccagg taa 753

<210> 144
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<211> 250

<212> PRT

<213> Homo sapiens

<400> 144

Met Ala Trp Gln Val Ser Leu Leu Glu Leu Glu Asp Trp Leu GIn Cys
1 5 10 15

Pro lle Cys Leu Glu Val Phe Lys Glu Ser Leu Met Leu GIn Cys Gly
20 25 30

His Ser Tyr Cys Lys Gly Cys Leu Val Ser Leu Ser Tyr His Leu Asp
35 40 45

Thr Lys Val Arg Cys Pro Met Cys Trp GIn Val Val Asp Gly Ser Ser
50 55 60

Ser Leu Pro Asn Val Ser Leu Ala Trp Val lle Glu Ala Leu Arg Leu
65 70 75 80

Pro Gly Asp Pro Glu Pro Lys Val Cys Val His His Arg Asn Pro Leu
85 90 95

Ser Leu Phe Cys Glu Lys Asp GIn Glu Leu lle Cys Gly Leu Cys Gly
100 105 110

Leu Leu Gly Ser His GIn His His Pro Val Thr Pro Val Ser Thr Val
115 120 125

Cys Ser Arg Met Lys Glu Glu Leu Ala Ala Leu Phe Ser Glu Leu Lys
130 135 140

GIn Glu GIn Lys Lys Val Asp Glu Leu lle Ala Lys Leu Val Lys Asn
145 150 155 160

Arg Thr Arg lle Val Asn Glu Ser Asp Val Phe Ser Trp Val lle Arg
165 170 175

Arg Glu Phe GIn Glu Leu Arg His Pro Val Asp Glu Glu Lys Ala Arg
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180 185 190

Cys Leu Glu Gly lle Gly Gly His Thr Arg Gly Leu Val Ala Ser Leu
195 200 205

Asp Met GIn Leu Glu GIn Ala GIn Gly Thr Arg Glu Arg Leu Ala GIn
210 215 220

Ala Glu Cys Val Leu Glu GIn Phe Gly Asn Glu Asp His His Glu Phe
225 230 235 240

lle Trp Lys Phe His Ser Met Ala Ser Arg
245 250

<210> 145
<211> 1404
<212> DNA
<213> Homo sapiens

<400> 145
atggcacatg tcgaggtctt ggccagactc cagaaagaga ccaagtgcecc catctgtttg 60

gacgatctga cagatcccgt caccgtcgag tgeggacaca acttcetgteg ttectgecate 120
aaagacttct gggcagggca gcaagcecacg tcctectgte ctgtetgeeg acaccagtge 180
caacacagga acctcagaag caatgcccag ctgggaaaca tgattgaaac tgcccagetg 240
ctccaaggca tggagaacaa gaggcacgag agcagcacca gttgegagag gcacaaccag 300
gcectgaccc tettetgtga ggatgacctg cagttgcetcet gtgaccagtg cgtggagect 360
gagagccacg ggegecacca ggtgetgtec attacagagg ctgectctet ccacaggaaa 420
caccttcagg actatagcaa gctcctgaag tgggaagtga aagagattca agggcetaatg 480
agcgcactaa acaaaagaac cgtgaccctg agggagcaag cagaggcaca gaggtcacag 540
ctaacctctg agtgtgagaa gctcatgegg tttctagacc aggaagageg ggeagcetttc 600
tccaggttag aagacgagga gatgaggcetc gagaagagac tgcttgataa catagcagca 660
ttagaacacc acggttccag cctcagagac ctcctgagac acttgatget gaccggagag 720

ctctccgaag ccaagatgtt gtccacggtc aaggattttt acctgaattg taggegtcag 780
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ctcatcagcc caagcatttt cccagttcag ttgagaagag tggagtacag ctttectctc 840
cagtattcgg ccctacagaa agttatacag cattttacag acaacgtcac tctagacctg 900
aagacagccc atccaaacct getcatttct aaggatagaa cctgegtaac atttacaaag 960
daaagacaac gtattcctgg ttcttcaagt tttaccaaga gecctgtigt gttggggatt 1020
ccacatttta attctgggag acacttctgg gaggtgcagg taggaaagaa gccaaagtgg 1080
gctattggca tttgcaaagc tgattectct atcggggaaa ggecagtcccc taaccectgg 1140
gggtactgga ggattgtttg gcagggggac agcttcaacg tctcaggage tgatccagac 1200
tctcggetga aggecgceaag agctacaage attggtgttt tcctggacta tgaactggga 1260
gaggtttctt tctatggcat gcctgagaaa tgtcacctct atactttcag ggacactttt 1320
tctggtectg tetgeectta tttctacata gggectcagt cagaacctct tagactctgt 1380
tctgecactg attcagaatg ctaa 1404

<210> 146

<211> 467

<212> PRT

<213> Homo sapiens

<400> 146

Met Ala His Val Glu Val Leu Ala Arg Leu GIn Lys Glu Thr Lys Cys

1 5 10 15

Pro lle Cys Leu Asp Asp Leu Thr Asp Pro Val Thr Val Glu Cys Gly
20 25 30

His Asn Phe Cys Arg Ser Cys lle Lys Asp Phe Trp Ala Gly GIn GIn
35 40 45

Ala Thr Ser Ser Cys Pro Val Cys Arg His GIn Cys GlIn His Arg Asn
50 55 60

Leu Arg Ser Asn Ala GIn Leu Gly Asn Met lle Glu Thr Ala GIn Leu
65 70 75 80

Leu GIn Gly Met Glu Asn Lys Arg His Glu Ser Ser Thr Ser Cys Glu
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85 90 95

Arg His Asn GIn Ala Leu Thr Leu Phe Cys Glu Asp Asp Leu GIn Leu
100 105 110

Leu Cys Asp GIn Cys Val Glu Pro Glu Ser His Gly Arg His GIn Val
115 120 125

Leu Ser lle Thr Glu Ala Ala Ser Leu His Arg Lys His Leu GlIn Asp
130 135 140

Tyr Ser Lys Leu Leu Lys Trp Glu Val Lys Glu lle GIn Gly Leu Met
145 150 155 160

Ser Ala Leu Asn Lys Arg Thr Val Thr Leu Arg Glu GIn Ala Glu Ala
165 170 175

GIn Arg Ser GIn Leu Thr Ser Glu Cys Glu Lys Leu Met Arg Phe Leu
180 185 190

Asp GIn Glu Glu Arg Ala Ala Phe Ser Arg Leu Glu Asp Glu Glu Met
195 200 205

Arg Leu Glu Lys Arg Leu Leu Asp Asn lle Ala Ala Leu Glu His His
210 215 220

Gly Ser Ser Leu Arg Asp Leu Leu Arg His Leu Met Leu Thr Gly Glu
225 230 235 240

Leu Ser Glu Ala Lys Met Leu Ser Thr Val Lys Asp Phe Tyr Leu Asn
245 250 255

Cys Arg Arg GIn Leu lle Ser Pro Ser lle Phe Pro Val GIn Leu Arg
260 265 270

Arg Val Glu Tyr Ser Phe Pro Leu GIn Tyr Ser Ala Leu GIn Lys Val
275 280 285

299



lle GIn His Phe Thr Asp Asn Val Thr Leu Asp Leu Lys Thr Ala His
290 295 300

Pro Asn Leu Leu lle Ser Lys Asp Arg Thr Cys Val Thr Phe Thr Lys
305 310 315 320

Lys Arg GlIn Arg lle Pro Gly Ser Ser Ser Phe Thr Lys Ser Pro Val
325 330 335

Val Leu Gly lle Pro His Phe Asn Ser Gly Arg His Phe Trp Glu Val
340 345 350

GIn Val Gly Lys Lys Pro Lys Trp Ala lle Gly lle Cys Lys Ala Asp
355 360 365

Ser Ser lle Gly Glu Arg GIn Ser Pro Asn Pro Trp Gly Tyr Trp Arg
370 375 380

lle Val Trp GIn Gly Asp Ser Phe Asn Val Ser Gly Ala Asp Pro Asp
385 390 395 400

Ser Arg Leu Lys Ala Ala Arg Ala Thr Ser lle Gly Val Phe Leu Asp
405 410 415

Tyr Glu Leu Gly Glu Val Ser Phe Tyr Gly Met Pro Glu Lys Cys His
420 425 430

Leu Tyr Thr Phe Arg Asp Thr Phe Ser Gly Pro Val Cys Pro Tyr Phe
435 440 445

Tyr lle Gly Pro GIn Ser Glu Pro Leu Arg Leu Cys Ser Ala Thr Asp
450 455 460

Ser Glu Cys
465

<210> 147
<211> 7
<212> PRT
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<213> Artificial Sequence

<220>
<223> SV40 nuclear localization signal

<400> 147

Pro Lys Lys Lys Arg Lys Val
1 5

<210> 148

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> PML#4

<400> 148
ctccaagatc taaaccgaga a

<210> 149

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> PML#9

<400> 149
cacccgcaag accaacaacat

<210> 150

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> RNF4#5

<400> 150
ccctgtttce taagaacgaa a

<210> 151

<211> 21

<212> DNA

<213> Artificial Sequence

21

21

21
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<220>
<223>

<400>

RNF4#6

151

taggccgagce tttgegggaa a

<210>
<211>
<212>
<213>

<220>
<223>

<400>

152

21

DNA

Artificial Sequence

RNF4#8

152

aagactgttt cgaaaccaac a

<210>
<211>
<212>
<213>

<220>
<223>

<400>

153

19

DNA

Artificial Sequence

SUMOL1 siRNA pooled sense strand 1

153

tcaagaaacu caaagaatc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

154

19

DNA

Artificial Sequence

SUMOL1 siRNA pooled sense strand 2

154

gacagggtgt tccaatgaa

<210>
<211>
<212>
<213>

<220>
<223>

155

19

DNA

Artificial Sequence

SUMOL1 siRNA pooled sense strand 3

21

21

19

19
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<400> 155
ggtttctctt tgagggtca 19

<210> 156

<211> 19

<212> DNA

<213> Artificial Sequence

<220>
<223> SUMOL1 siRNA pooled sense strand 4

<400> 156
gaataaatgg gcatgccaa 19

<210> 157

<211> 19

<212> RNA

<213> Artificial Sequence

<220>
<223> SUMO2/3 siRNA pooled sense strand 1

<400> 157
cccauuccuu uauuguaca 19

<210> 158

<211> 19

<212> RNA

<213> Artificial Sequence

<220>
<223> SUMO2/3 siRNA pooled sense strand 2

<400> 158
cagagaauga ccacaucaa 19

<210> 159

<211> 19

<212> RNA

<213> Artificial Sequence

<220>
<223> SUMO2/3 siRNA pooled sense strand 3

<400> 159
caguuauguu gucguguau 19
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<210> 160

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> antisense sequence of shRNF4

<400> 160
tggcgtttct gggagtatgg g 21

<210> 161
<211> 10
<212> PRT
<213> Artificial Sequence

<220>
<223> antigen peptide

<400> 161

Asp Leu Thr His Asn Asp Ser Val Val lle
1 5 10

<210> 162

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> TRIM27 siRNA sense strand

<400> 162
aactcttagg cctaacccag a 21

<210> 163
<211> 11
<212> PRT
<213> Artificial Sequence

<220>
<223> protein transduction domain of HIV Tat

<400> 163

Tyr Gly Arg Lys Lys Arg Arg GIn Arg Arg Arg
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<210> 164

<211> 12207

<212> DNA

<213> Homo sapiens

<400> 164
atggcgagcc gcgatageaa ccacgetgge gagagcttte tcggetecga cggggacgag 60

gaggcgaccc gggagetgga gaccgaggag gagtcggagg gecgaggagga cgagacggeg 120
gcggagtcgg aggaggagec ggactccagg ttatcagacc aggatgaaga gggaaagatc 180
aagcaggagt atatcatatc tgacccctcc ttttccatgg tgacagtcca aagggaagat 240
agtgggataa cctgggaaac caattcaagt agatcttcta ctccttggge ttcagaagaa 300
agtcagactt ctggtgtgtg tagtcgggaa gggtcaactg tgaattctec tectggaaat 360
gtttccttta ttgtggatga agtgaaaaag gttcggaaaa ggactcataa gtcaaagcat 420
ggttcaccat cattacgccg gaaaggcaac agaaaaagaa attcttttga atcccaagat 480
gttccaacaa acaaaaaagg cagtccttta acttcagcaa gccaggtact aaccacggag 540
aaagagaagt catatactgg catttatgat aaagcaagaa aaaagaagac cacttcaaat 600
acacctccga ttactggggce aatatacaaa gaacacaagc cattagtgtt aagaccagtc 660
tacataggaa cagtacaata taaaattaag atgtttaatt cggttaaaga agaattaatt 720
cctctacaat tttatggaac attgccaaag ggttatgtaa ttaaagaaat acattatagg 780
daagggaaag atgcatccat tagtctagag ccagatttgg acaatagtgg ttctaataca 840
gtgtccaaaa cacgcaaatt agtagcccaa agcatagagg ataaagtaaa agaggttttt 900
ccaccctgga gaggcgceact ctccaaagga tcagagtcec taaccttaat gttcagtcat 960
gaagatcaaa agaaaattta tgctgattct cccctaaatg ccacatctge attggagcac 1020
acagttccct cttattcaag tagtggcaga gcagaacaag gaatacagct caggcattca 1080
cagtcagtgc cacaacagcc agaagatgaa gcaaaaccac atgaagtgga acctccatct 1140
gtgacacccg acacacctgce aactatgttc ctgagaacaa caaaggaaga atgtgagett 1200

gcttcaccag gaactgcage ttcagagaat gactcttcag tctcaccatce atttgectaat 1260
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gaggtaaaga aggaagatgt gtattctgct caccattcca tttctctgga ggecagegtca 1320
ccaggtctgg cagcatctac ccaggatggt ttggacccag accaagaaca geeggacctg 1380
acttcaatag aaagggcaga accagtctcc gcaaaactga ccectaccca teccagtgte 1440
daaggagaga aggaggaaaa catgcttgag ccatccattt ctctttctga acctctaatg 1500
ttagaagaac cagagaaaga agaaatagaa acttccctac ccatagctat tacccctgaa 1560
cctgaagatt ctaatttagt agaagaagag atcgtagaac ttgattaccc agaaagccca 1620
ttggtttccg agaagcecectt cccaccacat atgtccectg aagtggagea caaagaagaa 1680
gagcttattc taccattatt ggcagcatca tctectgaac atgttgettt gtctgaggaa 1740
gaaagagagg aaattgcatc tgtttctact ggttctgctt ttgtatcaga gtattcagta 1800
ccacaggatt tgaaccatga attacaggag caagaaggtg agccagttcc cccatccaat 1860
gtagaagcta tagctgaaca tgcagttttg tcagaagaag agaatgagga atttgagget 1920
tattccccag ctgecageccc tacatctgag agcetctctct caccatccac aactgagaag 1980
acttcagaga accagtctcc actgttttca acagttacac cagaatacat ggtcctatca 2040
ggagacgagg cctcagaaag tgggtgttac acaccagact ccacatctge ttctgaatat 2100
tcagttccat cactggcaac aaaagagtca ctgaagaaaa caattgaccg taagtccccg 2160
ttaatattga aaggtgtttc tgagtacatg attccatcag aagagaagga agacactgga 2220
tcgtttactc cagetgtgge cectgettcet gagecectctce tetcaccate cacaaccgaa 2280
aagacttctg aatgccagtc accactgect tctactgeca catcagaaca cgtggtccca 2340
tcagaaggag aggacctagg aagtgaacgt ttcacaccgg attcaaagtt gatctccaaa 2400
tatgcagccc cactcaatgc aacacaggaa tctcaaaaga aaataatcaa tgaggcatcc 2460
caattcaaac caaaaggtat ttctgagcac acagttctgt cagtagacgg caaggaggtc 2520
attggaccat cttccccaga tttggtigtt gcatctgaac actctttccc accacacaca 2580
accgagatga cttctgaatg ccaggeccca ccactttcag ccaccccatc tgaatatgtt 2640
gttctatcag acgaagaggc agtcgagttg gaacgataca caccctcttc tacatctget 2700
tctgaatttt cagtaccacc atatgcaaca ccggaggcac aggaggaaga aattgtccat 2760

agatctctaa atctaaaagg tgcatcctca cccatgaatt tatcagaaga agatcaagaa 2820
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gacattggac ctttttctcc agattctgcea tttgtgtcag aattctcatt tccaccgtat 2880
gcaacccagg aagcagagaa aagagaattt gagtgecgatt ctccaatatg tttaacatca 2940
ccatctgagc acactatttt gtcagatgaa gacactgaag aagcggaact gttctctcca 3000
gactcagcat cacaagtttc aatccctecec tttagaatct cagaaacaga gaaaaatgaa 3060
cttgagcctg attcactatt aactgcagtg tctgcttcag gttattectg cttttcagaa 3120
gcagatgagg aagacattgg atccacagct gctacacctg tatctgagcea gttcagttca 3180
tcacagaagc aaaaagctga aactttccct ttgatgtctc cgcttgaaga cttaagtctg 3240
ccgecttcaa cagataaatc agagaaagca gaaattaage cagagattcc aacaacctca 3300
acatctgtat ctgaatatct cattttggca cagaagcaga aaactcaagc atatttagag 3360
cctgagtctg aagacttgat tccttcacat ttaaccagtg aagtggagaa gggagaaagg 3420
gaggcaagtt catcagtagc tgcaatacct getgcetttac ctgcacaatc atctatagta 3480
aaggaagaaa ccaaacctgc atctccacat tcagttttac ctgattcagt ccctgcaatc 3540
aagaaagaac aggaacccac agcagcactc actctaaaag ctgcagatga acagatgget 3600
ttgtcaaaag tcagaaagga agaaattgtg cctgattctc aagaagctac agcacatgta 3660
tcacaggatc aaaaaatgga gectcagect ccaaatgttc cagagtctga gatgaaatat 3720
tcagttttge ctgacatggt agatgagcca aagaagggtg tcaagcccaa attagttcta 3780
aatgtgactt ctgaactaga acagagaaag ttgtccaaga atgagcctga agtaataaaa 3840
ccatattcac ctctaaagga aacatcttta tctggacctg aggctttatc agcagtgaaa 3900
atggagatga aacatgattc caaaataaca actacaccta tagtgcttca ttcagcttcc 3960
tcaggagtgg aaaagcaagt tgaacatggt ccacctgcac tagcattttc agetttgtca 4020
gaagaaatta aaaaagaaat tgaacccagt tcctcaacaa ctacageatc tgtaactaag 4080
cttgattcaa acttaaccag agcagtaaaa gaagaaatcc caacagattc atctcttatc 4140
actcctgtag atcgtccagt cttaacaaaa gtaggaaagg gtgaattagg aagtggtttg 4200
ccaccactgg taacatctge agatgaacat tcagttcttg cagaagaaga caaggtggca 4260

attaaaggtg cttctcccat tgaaacttca tccaaacatt tagettggtc agaagcagag 4320
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aaggaaatta aatttgattc acttccaagt gtctcctcta tagcagagca ttetgttttg 4380
tcagaagtag aagccaaaga agttaaagct gggttgccag taatcaaaac atcatcttct 4440
cagcattcag ataaatctga ggaagcaagg gtagaagaca aacaagatct tttattttct 4500
acagtctgtg actctgaacg tttggtttca tcacagaaga agagcttgat gtctacctca 4560
gaggtgttag agcctgaaca tgagcttcca ctcagectat ggggtgagat aaagaagaaa 4620
gaaactgaac ttccttcatc acaaaatgtg tcacctgcat ccaaacatat aatcccaaaa 4680
ggcaaagatg aggaaacagc aagttcatct cctgagttgg aaaatttage atcaggttta 4740
gccccaacat tactgctect cagtgatgat aagaacaaac cggeagtgga ggtatcttct 4800
acagctcagg gagacttccc atcagaaaaa caagatgttg ctttggcaga getgtctttg 4860
gaacctgaga agaaagacaa gccacaccaa ccgttggaat taccaaatge tgggtcagaa 4920
ttttctagtg atttaggtag acaaagtgga tccataggta caaaacaagc aaagtctccc 4980
ataactgaaa cagaggattc tgttttagaa aaaggcccag ctgagcttag gagcagagaa 5040
ggaaaagaag aaaatagaga gctttgtgea tcttctacga tgectgeaat ttcagagett 5100
tcatcattgce ttagggagga atctcagaat gaagaaatta aacctttctc tcccaagatc 5160
atcagcctag agtcgaaaga accacctgec tetgtagetg aaggaggceaa cccagaagaa 5220
tttcagccat ttactttttc tttaaaagga ttatcagagg aggttagcca tccageccgac 5280
tttaaaaagg gaggaaatca agaaataggc ccattaccac caactggaaa tttgaaggca 5340
caagtcatgg gagatatttt agataagcta agtgaagaaa caggccaccc aaattcatcc 5400
caggtactcc agagtataac agaaccatca aagattgctc cttctgacct ccttgtagaa 5460
caaaaaaaga cagaaaaagc acttcattca gatcaaactg ttaaattacc tgatgtaage 5520
acctcttctg aagataaaca agatctgggt attaagcagt tttcacttat gagagagaat 5580
ttgectttgg aacaatcaaa atcatttatg acaaccaagc ctgeggatgt caaagaaaca 5640
aaaatggaag aattctttat ttctccaaag gatgaaaact ggatgttggg aaagccagaa 5700
aatgtggcta gtcaacacga acagagaata gcaggatctg tgcagetgga ttectctage 5760
agcaatgagc tgaggccagg gcagctcaag getgetgtgt ccagtaagga ccatacatgt 5820

gaagtgagaa agcaggtcct geegeattct gectgaagaat ctcatttgtc atcacaagaa 5880
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gcagtatctg ctcttgatac ttccagtggt aatacagaga ccttatcaag taaaagttac 5940
tcttctgaag aagtaaagct ggctgaagaa ccaaagtctt tagtcctage tggaaatgta 6000
gagagaaaca tagcagaggg gaaggagatt cattctttga tggagagtga aagtttgcta 6060
ttggagaaag caaacacaga gctttcctgg ccttccaaag aagatagcca ggaaaaaatt 6120
aaactacctc ctgaaagatt cttccagaaa ccagtgtctg gectatcagt ggaacaggtg 6180
aagtcagaaa caatctcctc ttctgtcaaa acagcccatt tcccggeaga aggtgtggaa 6240
cctgeattgg gcaatgaaaa agaagcacac aggagcacac ctccttttcc tgaagagaag 6300
ccattggaag aatcaaaaat ggttcagtca aaggttattg atgatgctga tgagggaaag 6360
aaaccatcac ctgaagtaaa aatacccaca caaagaaaac ccatctcctc aatccatgca 6420
agagagcctc aatccccaga gtcacctgag gtgacacaaa atccacctac acaaccaaag 6480
gtggctaage cggaccttcc tgaggaaaag ggaaagaaag gaatttcatc tttcaaatcg 6540
tggatgtcca gettgttttt tggatcgage actccagata acaaagttge tgaacaagaa 6600
gacttagaaa cacagccaag tccatccgta gaaaaagcag tgactgtgat agatcctgaa 6660
ggtacaattc ccaccaattt taatgtagct gagaaaccag ctgatcattc attatcagag 6720
gtaaaactta aaactgctga tgaacccaga ggtactttag taaaatctgg tgacggtcaa 6780
dacgttaaag aaaaatccat gattttatca aatgtagaag atttacaaca gccaaaattc 6840
atttctgagg tgtctaggga agattatgga aaaaaagaaa tctcaggega ttcagaggaa 6900
atgaacataa actcagtagt tacttctgct gatggtgaga accttgaaat tcaatcttat 6960
tcactaatcg gtgagaaatt ggttatggaa gaagccaaaa ctattgttcc tectcatgtt 7020
actgatagta aaagagtcca gaagccagcea atcgctectc catctaaatg gaatatttct 7080
atttttaagg aagagccaag aagtgatcaa aaacaaaaat cactcctttc atttgatgta 7140
gtagataagg tgccacaaca gccaaaatca gettecteca actttgcaag taaaaatatc 7200
acaaaggaat cagagaaacc agagtcaatt attttgccag tagaagaatc aaaaggcagt 7260
ttaattgatt tcagtgaaga cagactcaag aaagaaatgc aaaatcctac ttccttgaaa 7320

atttctgaag aggaaacaaa actcaggtct gttagtccaa ctgagaagaa agataatttg 7380
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gaaaacagat catatacctt ggcagaaaag aaggtgctgg cagaaaaaca aaactctgtg 7440
gcceccattag agettagaga tagtaatgaa atagggaaga cacaaattac acttggatct 7500
agatctactg aactgaaaga atcaaaagcc gatgctatge cacagcactt ctatcaaaat 7560
gaagactaca atgaaagacc caaaatcatt gttggttctg aaaaggagaa aggtgaagaa 7620
daagaaaatc aggtatatgt gctttcagaa ggaaagaage agcaggaaca tcagecttat 7680
tctgtgaatg tagccgagtc tatgagtaga gaatcagata tctctttagg tcattctttg 7740
ggtgaaactc aatcattttc attagttaaa gctacatcag ttactgaaaa atcagaagecc 7800
atgctcgcag aggctcaccc agaaatcaga gaagcaaagg cagtaggaac ccaaccacat 7860
cctttagaag aaagtaaagt tttggtggag aaaaccaaga ctttcctgee ggtggetett 7920
tcttgtcgtg atgaaataga gaaccactct ttatctcagg aaggaaatct agtattagaa 7980
aagtcaagca gagatatgcc agatcacagt gaagaaaaag aacagttcag agagtcagag 8040
ctatcgaaag geggttcagt agatatcaca aaagaaactg tgaaacaagg atttcaagaa 8100
aaggcagtag gaacccaacc acgtccttta gaagaaagta aagttttggt ggagaaaact 8160
aagactttcc tgccagtggt tetttcttgt catgatgaaa tagagaacca ctettigtct 8220
caggaaggaa atctagtgtt agaaaagtca agcagagata tgccagatca cagtgaagaa 8280
daagaacagt tcaaagagtc agagctatgg aaaggtggtt cagtagatat cacaaaagaa 8340
agtatgaaag aaggatttcc atctaaagaa tccgaaagga ctttageteg tecttttgat 8400
gaaactaaga gctcagaaac accgccatat ttgetgtcac ctgtaaaacc acaaactctt 8460
gcttcaggag ctictccaga aattaacgca gtgaagaaaa aagaaatgcc acgatcagaa 8520
ttgactccag aaaggcatac agttcatact attcagacat ctaaagatga cacatccgat 8580
gtgcctaaac aatctgttct tgtttcaaag caccacttgg aggcetgegga agatacccgt 8640
gtaaaggaac cactgtcttc agcaaaaagc aactatgctc aatttatatc taatacatca 8700
gcaagcaatg ctgataaaat ggtttctaat aaagaaatgc ccaaggaacc tgaagacaca 8760
tatgcaaaag gtgaagactt tacagtgact agtaagccag ccggacttic agaagatcag 8820
aagactgcct ttagtatcat ttctgaaggc tgtgagatat tgaatattca tgctccggee 8880

tttatttctt caatcgatca ggaagaaagt gaacaaatgc aagataaatt agaatatttg 8940
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gaagagaaag cctcatttaa aaccatacca ctccctgatg atagtgaaac agttgettgt 9000
cataaaacat taaagagcag gttagaagat gaaaaagtta ccccattgaa agaaaataaa 9060
Caaaaggaaa ctcataagac aaaagaagag atatccacag attcagaaac tgatttatca 9120
tttattcagc ccacaattcc cagtgaagag gattattttg aaaaatatac tttgattgat 9180
tataacatct ccccagaccc agaaaaacag aaagctccac agaaattaaa tgttgaagag 9240
daactctcaa aggaagttac agaagaaact atctctttcc cagtaagttc agtggaaagt 9300
gcactagaac atgaatatga cttggtgaaa ttagatgaaa gtttttatgg accagaaaag 9360
ggccacaaca tattatctca tccagagacc caaagccaaa actcagcetga caggaatgtt 9420
tcaaaggaca caaagagaga tgtggactca aagtcaccgg ggatgccttt atttgaagca 9480
gaggaaggag ttctatcacg aacccagata tttcctacca ctattaaagt cattgatcca 9540
gaatttctgg aggagccacc tgecacttgcea tttttatata aggatctgta tgaagaagca 9600
gttggagaga aaaagaagga agaggagaca gcttctgaag gtgacagtgt gaattctgag 9660
gcatcatttc ccagcagaaa ttctgacact gatgatggaa caggaatata ttttgagaag 9720
tacatactca aagatgacat tctccatgac acatctctaa ctcaaaagga ccagggccaa 9780
ggtctggaag aaaaacgagt tggtaaggat gattcatacc aaccgatage tgcagaaggg 9840
gaaatttggg gaaagtttgg aactatttgc agggagaaga gtctggaaga acagaaaggt 9900
gtttatgggg aaggagaatc agtagaccat gtggagaccg ttggtaacgt agcgatgcag 9960
aagaaagctc ccatcacaga ggacgtcaga gtggctaccec agaaaataag ttatgeggtt 10020
ccatttgaag acacccatca tgttctggag cgtgcagatg aagcaggceag tcacggtaat 10080
gaagtcggaa atgcaagtcc agaggtcaat ctgaatgtcc cagtacaagt gtecttcccg 10140
gaggaagaat ttgcatctgg tgcaactcat gttcaagaaa catcactaga agaacctaaa 10200
atcctggtcc cacctgagec aagtgaagag aggctccgta atagecctgt tcaggatgag 10260
tatgaattta cagaatccct gcataatgaa gtggttcctc aagacatatt atcagaagaa 10320
ctgtcttcag aatccacacc tgaagatgtc ttatctcaag gaaaggaatc ctttgagcac 10380

atcagtgaaa atgaatttgc gagtgaggca gaacaaagta cacctgctga acaaaaagag 10440
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ttgggcagcg agaggaaaga agaagaccaa ttatcatctg aggtagtaac tgaaaaggca 10500
Caaaaagagc tgaaaaagtc ccagattgac acatactgtt acacctgcaa atgtccaatt 10560
tctgccactg acaaggtgtt tggcacccac aaagaccatg aagtttcaac gettgacaca 10620
gctataagtg ctgtaaaggt tcaattagca gaatttctag aaaatttaca agaaaagtcc 10680
ttgaggattg aagcctttgt tagtgagata gaatcctttt ttaataccat tgaggaaaac 10740
tgtagtaaaa atgagaaaag gctagaagaa cagaatgagg aaatgatgaa gaaggtttta 10800
gcacagtatg atgagaaagc ccagagcttt gaggaagtga agaagaagaa gatggagttc 10860
ctgcatgagc agatggtcca ctttctgcag agcatggaca ctgccaaaga caccctggag 10920
accatcgtga gagaagcaga ggagcttgat gaggcecegtct tectgacttc gtttgaggaa 10980
atcaatgaaa ggttgctttc tgcaatggag agcactgctt ctttagagaa aatgectget 11040
gegtttteec ttttcgaaca ttatgatgac agectcggceaa gaagtgacca gatgttaaaa 11100
caagtggctg ttccacagec tectagatta gaacctcagg aaccaaattc tgeccaccage 11160
acaacaattg cagtttactg gagcatgaac aaggaagatg tcattgattc atttcaggtt 11220
tactgcatgg aggagccaca agatgatcaa gaagtaaatg agttggtaga agaatacaga 11280
ctgacagtga aagaaagcta ctgcattttt gaagatctgg aacctgaccg atgctatcaa 11340
gtgtgggtga tggctgtgaa cttcactgga tgtagectge ccagtgaaag ggecatcttt 11400
aggacagcac cctccacccc tgtgatccge getgaggact gtactgtgtg ttggaacaca 11460
gccactatcc gatggeggec caccacccca gaggecacgg agacctacac tetggagtac 11520
tgcagacagc actctcctga gggagagggce ctcagatctt tctctggaat caaaggactc 11580
cagctgaaag ttaacctcca acccaatgat aactactttt tctatgtgag ggecatcaat 11640
gcatttggga caagtgaaca gagtgaagct getctcatct ccaccagagg aaccagattt 11700
ctcttgttga gagaaacagc tcatcctgct ctacacattt cctcaagtgg gacagtgatc 11760
agctttggtg agaggagacg gctgacggaa atcccgtcag tgetgggtga ggagetgeet 11820
tcctgtggec ageattactg ggaaaccaca gtcacagact gcccagceata tcgactcgge 11880
atctgctcca geteggetgt gcaggeaggt gecctaggac aaggggagac ctcatggtac 11940

atgcactgct ctgagccaca gagatacaca tttttctaca gtggtattgt gagtgatgtt 12000
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catgtgactg agcgtccage cagagtgggc atcctgetgg actacaacaa ccagagactt 12060
atcttcatca acgcagagag cgagcagttg ctcttcatca tcaggcacag gtttaatgag 12120
ggtgtccacc ctgectttge cctggagaaa cctggaaaat gtactttgea cctggggata 12180
gagcccccgg attctgtaag gcacaag 12207

<210> 165

<211> 4069

<212> PRT

<213> Homo sapiens

<400> 165

Met Ala Ser Arg Asp Ser Asn His Ala Gly Glu Ser Phe Leu Gly Ser

1 5 10 15

Asp Gly Asp Glu Glu Ala Thr Arg Glu Leu Glu Thr Glu Glu Glu Ser
20 25 30

Glu Gly Glu Glu Asp Glu Thr Ala Ala Glu Ser Glu Glu Glu Pro Asp
35 40 45

Ser Arg Leu Ser Asp GIn Asp Glu Glu Gly Lys lle Lys GIn Glu Tyr
50 55 60

lle lle Ser Asp Pro Ser Phe Ser Met Val Thr Val GIn Arg Glu Asp
65 70 75 80

Ser Gly lle Thr Trp Glu Thr Asn Ser Ser Arg Ser Ser Thr Pro Trp
85 90 95

Ala Ser Glu Glu Ser GIn Thr Ser Gly Val Cys Ser Arg Glu Gly Ser
100 105 110

Thr Val Asn Ser Pro Pro Gly Asn Val Ser Phe lle Val Asp Glu Val
115 120 125

Lys Lys Val Arg Lys Arg Thr His Lys Ser Lys His Gly Ser Pro Ser
130 135 140
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Leu Arg Arg Lys Gly Asn Arg Lys Arg Asn Ser Phe Glu Ser GIn Asp
145 150 155 160

Val Pro Thr Asn Lys Lys Gly Ser Pro Leu Thr Ser Ala Ser Gln Val
165 170 175

Leu Thr Thr Glu Lys Glu Lys Ser Tyr Thr Gly lle Tyr Asp Lys Ala
180 185 190

Arg Lys Lys Lys Thr Thr Ser Asn Thr Pro Pro lle Thr Gly Ala Ile
195 200 205

Tyr Lys Glu His Lys Pro Leu Val Leu Arg Pro Val Tyr lle Gly Thr
210 215 220

Val GIn Tyr Lys lle Lys Met Phe Asn Ser Val Lys Glu Glu Leu lle
225 230 235 240

Pro Leu GIn Phe Tyr Gly Thr Leu Pro Lys Gly Tyr Val lle Lys Glu
245 250 255

Ile His Tyr Arg Lys Gly Lys Asp Ala Ser lle Ser Leu Glu Pro Asp
260 265 270

Leu Asp Asn Ser Gly Ser Asn Thr Val Ser Lys Thr Arg Lys Leu Val
275 280 285

Ala GIn Ser lle Glu Asp Lys Val Lys Glu Val Phe Pro Pro Trp Arg
290 295 300

Gly Ala Leu Ser Lys Gly Ser Glu Ser Leu Thr Leu Met Phe Ser His
305 310 315 320

Glu Asp GIn Lys Lys lle Tyr Ala Asp Ser Pro Leu Asn Ala Thr Ser
325 330 335

Ala Leu Glu His Thr Val Pro Ser Tyr Ser Ser Ser Gly Arg Ala Glu
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340 345 350

GIn Gly lle GIn Leu Arg His Ser GIn Ser Val Pro GIn GIn Pro Glu
355 360 365

Asp Glu Ala Lys Pro His Glu Val Glu Pro Pro Ser Val Thr Pro Asp
370 375 380

Thr Pro Ala Thr Met Phe Leu Arg Thr Thr Lys Glu Glu Cys Glu Leu
385 390 395 400

Ala Ser Pro Gly Thr Ala Ala Ser Glu Asn Asp Ser Ser Val Ser Pro
405 410 415

Ser Phe Ala Asn Glu Val Lys Lys Glu Asp Val Tyr Ser Ala His His
420 425 430

Ser lle Ser Leu Glu Ala Ala Ser Pro Gly Leu Ala Ala Ser Thr GIn
435 440 445

Asp Gly Leu Asp Pro Asp GIn Glu GIn Pro Asp Leu Thr Ser lle Glu
450 455 460

Arg Ala Glu Pro Val Ser Ala Lys Leu Thr Pro Thr His Pro Ser Val
465 470 475 480

Lys Gly Glu Lys Glu Glu Asn Met Leu Glu Pro Ser lle Ser Leu Ser
485 490 495

Glu Pro Leu Met Leu Glu Glu Pro Glu Lys Glu Glu lle Glu Thr Ser
500 505 510

Leu Pro lle Ala lle Thr Pro Glu Pro Glu Asp Ser Asn Leu Val Glu
515 520 525

Glu Glu lle Val Glu Leu Asp Tyr Pro Glu Ser Pro Leu Val Ser Glu
530 535 540
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Lys Pro Phe Pro Pro His Met Ser Pro Glu Val Glu His Lys Glu Glu
545 550 555 560

Glu Leu lle Leu Pro Leu Leu Ala Ala Ser Ser Pro Glu His Val Ala
565 570 575

Leu Ser Glu Glu Glu Arg Glu Glu lle Ala Ser Val Ser Thr Gly Ser
580 585 590

Ala Phe Val Ser Glu Tyr Ser Val Pro GIn Asp Leu Asn His Glu Leu
595 600 605

GIn Glu GIn Glu Gly Glu Pro Val Pro Pro Ser Asn Val Glu Ala lle
610 615 620

Ala Glu His Ala Val Leu Ser Glu Glu Glu Asn Glu Glu Phe Glu Ala
625 630 635 640

Tyr Ser Pro Ala Ala Ala Pro Thr Ser Glu Ser Ser Leu Ser Pro Ser
645 650 655

Thr Thr Glu Lys Thr Ser Glu Asn GIn Ser Pro Leu Phe Ser Thr Val
660 665 670

Thr Pro Glu Tyr Met Val Leu Ser Gly Asp Glu Ala Ser Glu Ser Gly
675 680 685

Cys Tyr Thr Pro Asp Ser Thr Ser Ala Ser Glu Tyr Ser Val Pro Ser
690 695 700

Leu Ala Thr Lys Glu Ser Leu Lys Lys Thr lle Asp Arg Lys Ser Pro
705 710 715 720

Leu lle Leu Lys Gly Val Ser Glu Tyr Met lle Pro Ser Glu Glu Lys
725 730 735

Glu Asp Thr Gly Ser Phe Thr Pro Ala Val Ala Pro Ala Ser Glu Pro
740 745 750
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Ser Leu Ser Pro Ser Thr Thr Glu Lys Thr Ser Glu Cys GIn Ser Pro
755 760 765

Leu Pro Ser Thr Ala Thr Ser Glu His Val Val Pro Ser Glu Gly Glu
770 775 780

Asp Leu Gly Ser Glu Arg Phe Thr Pro Asp Ser Lys Leu lle Ser Lys
785 790 795 800

Tyr Ala Ala Pro Leu Asn Ala Thr GIn Glu Ser GIn Lys Lys lle lle
805 810 815

Asn Glu Ala Ser GIn Phe Lys Pro Lys Gly lle Ser Glu His Thr Val
820 825 830

Leu Ser Val Asp Gly Lys Glu Val lle Gly Pro Ser Ser Pro Asp Leu
835 840 845

Val Val Ala Ser Glu His Ser Phe Pro Pro His Thr Thr Glu Met Thr
850 855 860

Ser Glu Cys GIn Ala Pro Pro Leu Ser Ala Thr Pro Ser Glu Tyr Val
865 870 875 880

Val Leu Ser Asp Glu Glu Ala Val Glu Leu Glu Arg Tyr Thr Pro Ser
885 890 895

Ser Thr Ser Ala Ser Glu Phe Ser Val Pro Pro Tyr Ala Thr Pro Glu
900 905 910

Ala GIn Glu Glu Glu lle Val His Arg Ser Leu Asn Leu Lys Gly Ala
915 920 925

Ser Ser Pro Met Asn Leu Ser Glu Glu Asp GIn Glu Asp lle Gly Pro
930 935 940

Phe Ser Pro Asp Ser Ala Phe Val Ser Glu Phe Ser Phe Pro Pro Tyr
945 950 955 960
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Ala Thr GIn Glu Ala Glu Lys Arg Glu Phe Glu Cys Asp Ser Pro lle
965 970 975

Cys Leu Thr Ser Pro Ser Glu His Thr lle Leu Ser Asp Glu Asp Thr
980 985 990

Glu Glu Ala Glu Leu Phe Ser Pro Asp Ser Ala Ser GIn Val Ser lle
995 1000 1005

Pro Pro Phe Arglle Ser Glu Thr Glu Lys Asn Glu Leu Glu Pro
1010 1015 1020

Asp Ser Leu Leu Thr Ala Val Ser Ala Ser Gly Tyr Ser Cys Phe
1025 1030 1035

Ser Glu Ala Asp Glu Glu Asp lle Gly Ser Thr Ala Ala Thr Pro
1040 1045 1050

Val Ser Glu GIn Phe Ser Ser Ser GIn Lys GIn Lys Ala Glu Thr
1055 1060 1065

Phe Pro Leu Met Ser Pro Leu Glu Asp Leu Ser Leu Pro Pro Ser
1070 1075 1080

Thr Asp Lys Ser Glu Lys Ala Glu lle Lys Pro Glu lle Pro Thr
1085 1090 1095

Thr Ser Thr Ser Val Ser Glu Tyr Leu lle Leu Ala Gln Lys GIn
1100 1105 1110

Lys Thr GIn Ala Tyr Leu Glu Pro Glu Ser Glu Asp Leu lle Pro
1115 1120 1125

Ser His Leu Thr Ser Glu Val Glu Lys Gly Glu Arg Glu Ala Ser
1130 1135 1140

Ser Ser Val Ala Ala lle Pro Ala Ala Leu Pro Ala GlIn Ser Ser
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1145 1150 1155

lle Val Lys Glu Glu Thr Lys Pro Ala Ser Pro His Ser Val Leu
1160 1165 1170

Pro Asp Ser Val Pro Ala lle Lys Lys Glu GIn Glu Pro Thr Ala
1175 1180 1185

Ala Leu Thr Leu Lys Ala Ala Asp Glu GIn Met Ala Leu Ser Lys
1190 1195 1200

Val Arg Lys Glu Glu lle Val Pro Asp Ser GIn Glu Ala Thr Ala
1205 1210 1215

His Val Ser GIn Asp GIn Lys Met Glu Pro GIn Pro Pro Asn Val
1220 1225 1230

Pro Glu Ser Glu Met Lys Tyr Ser Val Leu Pro Asp Met Val Asp
1235 1240 1245

Glu Pro Lys Lys Gly Val Lys Pro Lys Leu Val Leu Asn Val Thr
1250 1255 1260

Ser Glu Leu Glu GIn Arg Lys Leu Ser Lys Asn Glu Pro Glu Val
1265 1270 1275

lle Lys Pro Tyr Ser Pro Leu Lys Glu Thr Ser Leu Ser Gly Pro
1280 1285 1290

Glu Ala Leu Ser Ala Val Lys Met Glu Met Lys His Asp Ser Lys
1295 1300 1305

lle Thr Thr Thr Pro lle Val Leu His Ser Ala Ser Ser Gly Val
1310 1315 1320

Glu Lys GIn Val Glu His Gly Pro Pro Ala Leu Ala Phe Ser Ala
1325 1330 1335
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Leu Ser Glu Glu lle Lys Lys Glu lle Glu Pro Ser Ser Ser Thr
1340 1345 1350

Thr Thr Ala Ser Val Thr Lys Leu Asp Ser Asn Leu Thr Arg Ala
1355 1360 1365

Val Lys Glu Glu lle Pro Thr Asp Ser Ser Leu lle Thr Pro Val
1370 1375 1380

Asp Arg Pro Val Leu Thr Lys Val Gly Lys Gly Glu Leu Gly Ser
1385 1390 1395

Gly Leu Pro Pro Leu Val Thr Ser Ala Asp Glu His Ser Val Leu
1400 1405 1410

Ala Glu Glu Asp Lys Val Ala lle Lys Gly Ala Ser Pro lle Glu
1415 1420 1425

Thr Ser Ser Lys His Leu Ala Trp Ser Glu Ala Glu Lys Glu lle
1430 1435 1440

Lys Phe Asp Ser Leu Pro Ser Val Ser Ser lle Ala Glu His Ser
1445 1450 1455

Val Leu Ser Glu Val Glu Ala Lys Glu Val Lys Ala Gly Leu Pro
1460 1465 1470

Val lle Lys Thr Ser Ser Ser GIn His Ser Asp Lys Ser Glu Glu
1475 1480 1485

Ala Arg Val Glu Asp Lys GIn Asp Leu Leu Phe Ser Thr Val Cys
1490 1495 1500

Asp Ser Glu Arg Leu Val Ser Ser GIn Lys Lys Ser Leu Met Ser
1505 1510 1515

Thr Ser Glu Val Leu Glu Pro Glu His Glu Leu Pro Leu Ser Leu
1520 1525 1530
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Trp Gly Glu lle Lys Lys Lys Glu Thr Glu Leu Pro Ser Ser GIn
1535 1540 1545

Asn Val Ser Pro Ala Ser Lys His lle lle Pro Lys Gly Lys Asp
1550 1555 1560

Glu Glu Thr Ala Ser Ser Ser Pro Glu Leu Glu Asn Leu Ala Ser
1565 1570 1575

Gly Leu Ala Pro Thr Leu Leu Leu Leu Ser Asp Asp Lys Asn Lys
1580 1585 1590

Pro Ala Val Glu Val Ser Ser Thr Ala GIn Gly Asp Phe Pro Ser
1595 1600 1605

Glu Lys GIn Asp Val Ala Leu Ala Glu Leu Ser Leu Glu Pro Glu
1610 1615 1620

Lys Lys Asp Lys Pro His GIn Pro Leu Glu Leu Pro Asn Ala Gly
1625 1630 1635

Ser Glu Phe Ser Ser Asp Leu Gly Arg GIn Ser Gly Ser lle Gly
1640 1645 1650

Thr Lys GIn Ala Lys Ser Pro lle Thr Glu Thr Glu Asp Ser Val
1655 1660 1665

Leu Glu Lys Gly Pro Ala Glu Leu Arg Ser Arg Glu Gly Lys Glu
1670 1675 1680

Glu Asn Arg Glu Leu Cys Ala Ser Ser Thr Met Pro Ala lle Ser
1685 1690 1695

Glu Leu Ser Ser Leu Leu Arg Glu Glu Ser GIn Asn Glu Glu lle
1700 1705 1710

Lys Pro Phe Ser Pro Lys lle lle Ser Leu Glu Ser Lys Glu Pro
1715 1720 1725
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Pro Ala Ser Val Ala Glu Gly Gly Asn Pro Glu Glu Phe GIn Pro
1730 1735 1740

Phe Thr Phe Ser Leu Lys Gly Leu Ser Glu Glu Val Ser His Pro
1745 1750 1755

Ala Asp Phe Lys Lys Gly Gly Asn GIn Glu lle Gly Pro Leu Pro
1760 1765 1770

Pro Thr Gly Asn Leu Lys Ala GIn Val Met Gly Asp lle Leu Asp
1775 1780 1785

Lys Leu Ser Glu Glu Thr Gly His Pro Asn Ser Ser GIn Val Leu
1790 1795 1800

GIn Ser lle Thr Glu Pro Ser Lys lle Ala Pro Ser Asp Leu Leu
1805 1810 1815

Val Glu GIn Lys Lys Thr Glu Lys Ala Leu His Ser Asp GIn Thr
1820 1825 1830

Val Lys Leu Pro Asp Val Ser Thr Ser Ser Glu Asp Lys Gln Asp
1835 1840 1845

Leu Gly lle Lys GIn Phe Ser Leu Met Arg Glu Asn Leu Pro Leu
1850 1855 1860

Glu GIn Ser Lys Ser Phe Met Thr Thr Lys Pro Ala Asp Val Lys
1865 1870 1875

Glu Thr Lys Met Glu Glu Phe Phe lle Ser Pro Lys Asp Glu Asn
1880 1885 1890

Trp Met Leu Gly Lys Pro Glu Asn Val Ala Ser GIn His Glu GIn
1895 1900 1905

Arg lle Ala Gly Ser Val GIn Leu Asp Ser Ser Ser Ser Asn Glu
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1910 1915 1920

Leu Arg Pro Gly GIn Leu Lys Ala Ala Val Ser Ser Lys Asp His
1925 1930 1935

Thr Cys Glu Val Arg Lys GIn Val Leu Pro His Ser Ala Glu Glu
1940 1945 1950

Ser His Leu Ser Ser GIn Glu Ala Val Ser Ala Leu Asp Thr Ser
1955 1960 1965

Ser Gly Asn Thr Glu Thr Leu Ser Ser Lys Ser Tyr Ser Ser Glu
1970 1975 1980

Glu Val Lys Leu Ala Glu Glu Pro Lys Ser Leu Val Leu Ala Gly
1985 1990 1995

Asn Val Glu Arg Asn lle Ala Glu Gly Lys Glu lle His Ser Leu
2000 2005 2010

Met Glu Ser Glu Ser Leu Leu Leu Glu Lys Ala Asn Thr Glu Leu
2015 2020 2025

Ser Trp Pro Ser Lys Glu Asp Ser GIn Glu Lys lle Lys Leu Pro
2030 2035 2040

Pro Glu Arg Phe Phe GIn Lys Pro Val Ser Gly Leu Ser Val Glu
2045 2050 2055

GIn Val Lys Ser Glu Thr lle Ser Ser Ser Val Lys Thr Ala His
2060 2065 2070

Phe Pro Ala Glu Gly Val Glu Pro Ala Leu Gly Asn Glu Lys Glu
2075 2080 2085

Ala His Arg Ser Thr Pro Pro Phe Pro Glu Glu Lys Pro Leu Glu
2090 2095 2100
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Glu Ser Lys Met Val GIn Ser Lys Val lle Asp Asp Ala Asp Glu
2105 2110 2115

Gly Lys Lys Pro Ser Pro Glu Val Lys lle Pro Thr GIn Arg Lys
2120 2125 2130

Pro lle Ser Ser lle His Ala Arg Glu Pro GIn Ser Pro Glu Ser
2135 2140 2145

Pro Glu Val Thr GIn Asn Pro Pro Thr GIn Pro Lys Val Ala Lys
2150 2155 2160

Pro Asp Leu Pro Glu Glu Lys Gly Lys Lys Gly lle Ser Ser Phe
2165 2170 2175

Lys Ser Trp Met Ser Ser Leu Phe Phe Gly Ser Ser Thr Pro Asp
2180 2185 2190

Asn Lys Val Ala Glu GIn Glu Asp Leu Glu Thr GIn Pro Ser Pro
2195 2200 2205

Ser Val Glu Lys Ala Val Thr Val lle Asp Pro Glu Gly Thr lle
2210 2215 2220

Pro Thr Asn Phe Asn Val Ala Glu Lys Pro Ala Asp His Ser Leu
2225 2230 2235

Ser Glu Val Lys Leu Lys Thr Ala Asp Glu Pro Arg Gly Thr Leu
2240 2245 2250

Val Lys Ser Gly Asp Gly GIn Asn Val Lys Glu Lys Ser Met lle
2255 2260 2265

Leu Ser Asn Val Glu Asp Leu GIn GIn Pro Lys Phe lle Ser Glu
2270 2275 2280

Val Ser Arg Glu Asp Tyr Gly Lys Lys Glu lle Ser Gly Asp Ser
2285 2290 2295
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Glu Glu Met Asn lle Asn Ser Val Val Thr Ser Ala Asp Gly Glu
2300 2305 2310

Asn Leu Glu lle GIn Ser Tyr Ser Leu lle Gly Glu Lys Leu Val
2315 2320 2325

Met Glu Glu Ala Lys Thr lle Val Pro Pro His Val Thr Asp Ser
2330 2335 2340

Lys Arg Val GIn Lys Pro Ala lle Ala Pro Pro Ser Lys Trp Asn
2345 2350 2355

lle Ser lle Phe Lys Glu Glu Pro Arg Ser Asp GIn Lys GIn Lys
2360 2365 2370

Ser Leu Leu Ser Phe Asp Val Val Asp Lys Val Pro GIn GIn Pro
2375 2380 2385

Lys Ser Ala Ser Ser Asn Phe Ala Ser Lys Asn lle Thr Lys Glu
2390 2395 2400

Ser Glu Lys Pro Glu Ser lle lle Leu Pro Val Glu Glu Ser Lys
2405 2410 2415

Gly Ser Leu lle Asp Phe Ser Glu Asp Arg Leu Lys Lys Glu Met
2420 2425 2430

GIn Asn Pro Thr Ser Leu Lys lle Ser Glu Glu Glu Thr Lys Leu
2435 2440 2445

Arg Ser Val Ser Pro Thr Glu Lys Lys Asp Asn Leu Glu Asn Arg
2450 2455 2460

Ser Tyr Thr Leu Ala Glu Lys Lys Val Leu Ala Glu Lys GlIn Asn
2465 2470 2475

Ser Val Ala Pro Leu Glu Leu Arg Asp Ser Asn Glu lle Gly Lys
2480 2485 2490
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Thr GIn lle Thr Leu Gly Ser Arg Ser Thr Glu Leu Lys Glu Ser
2495 2500 2505

Lys Ala Asp Ala Met Pro GIn His Phe Tyr GIn Asn Glu Asp Tyr
2510 2515 2520

Asn Glu Arg Pro Lys lle lle Val Gly Ser Glu Lys Glu Lys Gly
2525 2530 2535

Glu Glu Lys Glu Asn GIn Val Tyr Val Leu Ser Glu Gly Lys Lys
2540 2545 2550

GIn GIn Glu His GIn Pro Tyr Ser Val Asn Val Ala Glu Ser Met
2555 2560 2565

Ser Arg Glu Ser Asp lle Ser Leu Gly His Ser Leu Gly Glu Thr
2570 2575 2580

GIn Ser Phe Ser Leu Val Lys Ala Thr Ser Val Thr Glu Lys Ser
2585 2590 2595

Glu Ala Met Leu Ala Glu Ala His Pro Glu lle Arg Glu Ala Lys
2600 2605 2610

Ala Val Gly Thr GIn Pro His Pro Leu Glu Glu Ser Lys Val Leu
2615 2620 2625

Val Glu Lys Thr Lys Thr Phe Leu Pro Val Ala Leu Ser Cys Arg
2630 2635 2640

Asp Glu lle Glu Asn His Ser Leu Ser GIn Glu Gly Asn Leu Val
2645 2650 2655

Leu Glu Lys Ser Ser Arg Asp Met Pro Asp His Ser Glu Glu Lys
2660 2665 2670

Glu GIn Phe Arg Glu Ser Glu Leu Ser Lys Gly Gly Ser Val Asp
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2675 2680 2685

lle Thr Lys Glu Thr Val Lys GIn Gly Phe GIn Glu Lys Ala Val
2690 2695 2700

Gly Thr GIn Pro Arg Pro Leu Glu Glu Ser Lys Val Leu Val Glu
2705 2710 2715

Lys Thr Lys Thr Phe Leu Pro Val Val Leu Ser Cys His Asp Glu
2720 2725 2730

lle Glu Asn His Ser Leu Ser GlIn Glu Gly Asn Leu Val Leu Glu
2735 2740 2745

Lys Ser Ser Arg Asp Met Pro Asp His Ser Glu Glu Lys Glu GIn
2750 2755 2760

Phe Lys Glu Ser Glu Leu Trp Lys Gly Gly Ser Val Asp lle Thr
2765 2770 2775

Lys Glu Ser Met Lys Glu Gly Phe Pro Ser Lys Glu Ser Glu Arg
2780 2785 2790

Thr Leu Ala Arg Pro Phe Asp Glu Thr Lys Ser Ser Glu Thr Pro
2795 2800 2805

Pro Tyr Leu Leu Ser Pro Val Lys Pro GIn Thr Leu Ala Ser Gly
2810 2815 2820

Ala Ser Pro Glu lle Asn Ala Val Lys Lys Lys Glu Met Pro Arg
2825 2830 2835

Ser Glu Leu Thr Pro Glu Arg His Thr Val His Thr lle GIn Thr
2840 2845 2850

Ser Lys Asp Asp Thr Ser Asp Val Pro Lys GIn Ser Val Leu Val
2855 2860 2865
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Ser Lys His His Leu Glu Ala Ala Glu Asp Thr Arg Val Lys Glu
2870 2875 2880

Pro Leu Ser Ser Ala Lys Ser Asn Tyr Ala GIn Phe lle Ser Asn
2885 2890 2895

Thr Ser Ala Ser Asn Ala Asp Lys Met Val Ser Asn Lys Glu Met
2900 2905 2910

Pro Lys Glu Pro Glu Asp Thr Tyr Ala Lys Gly Glu Asp Phe Thr
2915 2920 2925

Val Thr Ser Lys Pro Ala Gly Leu Ser Glu Asp GIn Lys Thr Ala
2930 2935 2940

Phe Ser lle lle Ser Glu Gly Cys Glu lle Leu Asn lle His Ala
2945 2950 2955

Pro Ala Phe lle Ser Ser lle Asp GIn Glu Glu Ser Glu GIn Met
2960 2965 2970

GIn Asp Lys Leu Glu Tyr Leu Glu Glu Lys Ala Ser Phe Lys Thr
2975 2980 2985

lle Pro Leu Pro Asp Asp Ser Glu Thr Val Ala Cys His Lys Thr
2990 2995 3000

Leu Lys Ser Arg Leu Glu Asp Glu Lys Val Thr Pro Leu Lys Glu
3005 3010 3015

Asn Lys GIn Lys Glu Thr His Lys Thr Lys Glu Glu lle Ser Thr
3020 3025 3030

Asp Ser Glu Thr Asp Leu Ser Phe lle GIn Pro Thr lle Pro Ser
3035 3040 3045

Glu Glu Asp Tyr Phe Glu Lys Tyr Thr Leu lle Asp Tyr Asn lle
3050 3055 3060
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Ser Pro Asp Pro Glu Lys GIn Lys Ala Pro GlIn Lys Leu Asn Val
3065 3070 3075

Glu Glu Lys Leu Ser Lys Glu Val Thr Glu Glu Thr lle Ser Phe
3080 3085 3090

Pro Val Ser Ser Val Glu Ser Ala Leu Glu His Glu Tyr Asp Leu
3095 3100 3105

Val Lys Leu Asp Glu Ser Phe Tyr Gly Pro Glu Lys Gly His Asn
3110 3115 3120

lle Leu Ser His Pro Glu Thr GIn Ser GIn Asn Ser Ala Asp Arg
3125 3130 3135

Asn Val Ser Lys Asp Thr Lys Arg Asp Val Asp Ser Lys Ser Pro
3140 3145 3150

Gly Met Pro Leu Phe Glu Ala Glu Glu Gly Val Leu Ser Arg Thr
3155 3160 3165

GIn lle Phe Pro Thr Thr lle Lys Val lle Asp Pro Glu Phe Leu
3170 3175 3180

Glu Glu Pro Pro Ala Leu Ala Phe Leu Tyr Lys Asp Leu Tyr Glu
3185 3190 3195

Glu Ala Val Gly Glu Lys Lys Lys Glu Glu Glu Thr Ala Ser Glu
3200 3205 3210

Gly Asp Ser Val Asn Ser Glu Ala Ser Phe Pro Ser Arg Asn Ser
3215 3220 3225

Asp Thr Asp Asp Gly Thr Gly Ile Tyr Phe Glu Lys Tyr lle Leu
3230 3235 3240

Lys Asp Asp lle Leu His Asp Thr Ser Leu Thr GIn Lys Asp GIn
3245 3250 3255
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Gly GIn Gly Leu Glu Glu Lys Arg Val Gly Lys Asp Asp Ser Tyr
3260 3265 3270

GIn Pro lle Ala Ala Glu Gly Glu lle Trp Gly Lys Phe Gly Thr
3275 3280 3285

lle Cys Arg Glu Lys Ser Leu Glu Glu GIn Lys Gly Val Tyr Gly
3290 3295 3300

Glu Gly Glu Ser Val Asp His Val Glu Thr Val Gly Asn Val Ala
3305 3310 3315

Met GIn Lys Lys Ala Pro lle Thr Glu Asp Val Arg Val Ala Thr
3320 3325 3330

GIn Lys lle Ser Tyr Ala Val Pro Phe Glu Asp Thr His His Val
3335 3340 3345

Leu Glu Arg Ala Asp Glu Ala Gly Ser His Gly Asn Glu Val Gly
3350 3355 3360

Asn Ala Ser Pro Glu Val Asn Leu Asn Val Pro Val GIn Val Ser
3365 3370 3375

Phe Pro Glu Glu Glu Phe Ala Ser Gly Ala Thr His Val Gln Glu
3380 3385 3390

Thr Ser Leu Glu Glu Pro Lys lle Leu Val Pro Pro Glu Pro Ser
3395 3400 3405

Glu Glu Arg Leu Arg Asn Ser Pro Val GIn Asp Glu Tyr Glu Phe
3410 3415 3420

Thr Glu Ser Leu His Asn Glu Val Val Pro GIn Asp lle Leu Ser
3425 3430 3435

Glu Glu Leu Ser Ser Glu Ser Thr Pro Glu Asp Val Leu Ser GIn
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3440 3445 3450

Gly Lys Glu Ser Phe Glu His lle Ser Glu Asn Glu Phe Ala Ser
3455 3460 3465

Glu Ala Glu GIn Ser Thr Pro Ala Glu GIn Lys Glu Leu Gly Ser
3470 3475 3480

Glu Arg Lys Glu Glu Asp GIn Leu Ser Ser Glu Val Val Thr Glu
3485 3490 3495

Lys Ala GIn Lys Glu Leu Lys Lys Ser Gin lle Asp Thr Tyr Cys
3500 3505 3510

Tyr Thr Cys Lys Cys Pro lle Ser Ala Thr Asp Lys Val Phe Gly
3515 3520 3525

Thr His Lys Asp His Glu Val Ser Thr Leu Asp Thr Ala lle Ser
3530 3535 3540

Ala Val Lys Val GIn Leu Ala Glu Phe Leu Glu Asn Leu GIn Glu
3545 3550 3555

Lys Ser Leu Arg lle Glu Ala Phe Val Ser Glu lle Glu Ser Phe
3560 3565 3570

Phe Asn Thr lle Glu Glu Asn Cys Ser Lys Asn Glu Lys Arg Leu
3575 3580 3585

Glu Glu GIn Asn Glu Glu Met Met Lys Lys Val Leu Ala GIn Tyr
3590 3595 3600

Asp Glu Lys Ala GIn Ser Phe Glu Glu Val Lys Lys Lys Lys Met
3605 3610 3615

Glu Phe Leu His Glu GIn Met Val His Phe Leu GIn Ser Met Asp
3620 3625 3630
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Thr Ala Lys Asp Thr Leu Glu Thr lle Val Arg Glu Ala Glu Glu
3635 3640 3645

Leu Asp Glu Ala Val Phe Leu Thr Ser Phe Glu Glu lle Asn Glu
3650 3655 3660

Arg Leu Leu Ser Ala Met Glu Ser Thr Ala Ser Leu Glu Lys Met
3665 3670 3675

Pro Ala Ala Phe Ser Leu Phe Glu His Tyr Asp Asp Ser Ser Ala
3680 3685 3690

Arg Ser Asp GIn Met Leu Lys GIn Val Ala Val Pro GIn Pro Pro
3695 3700 3705

Arg Leu Glu Pro GIn Glu Pro Asn Ser Ala Thr Ser Thr Thr lle
3710 3715 3720

Ala Val Tyr Trp Ser Met Asn Lys Glu Asp Val lle Asp Ser Phe
3725 3730 3735

GIn Val Tyr Cys Met Glu Glu Pro GIn Asp Asp GIn Glu Val Asn
3740 3745 3750

Glu Leu Val Glu Glu Tyr Arg Leu Thr Val Lys Glu Ser Tyr Cys
3755 3760 3765

lle Phe Glu Asp Leu Glu Pro Asp Arg Cys Tyr GIn Val Trp Val
3770 3775 3780

Met Ala Val Asn Phe Thr Gly Cys Ser Leu Pro Ser Glu Arg Ala
3785 3790 3795

lle Phe Arg Thr Ala Pro Ser Thr Pro Val lle Arg Ala Glu Asp
3800 3805 3810

Cys Thr Val Cys Trp Asn Thr Ala Thr lle Arg Trp Arg Pro Thr
3815 3820 3825
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Thr Pro Glu Ala Thr Glu Thr Tyr Thr Leu Glu Tyr Cys Arg GIn
3830 3835 3840

His Ser Pro Glu Gly Glu Gly Leu Arg Ser Phe Ser Gly lle Lys
3845 3850 3855

Gly Leu GIn Leu Lys Val Asn Leu GIn Pro Asn Asp Asn Tyr Phe
3860 3865 3870

Phe Tyr Val Arg Ala lle Asn Ala Phe Gly Thr Ser Glu GIn Ser
3875 3880 3885

Glu Ala Ala Leu lle Ser Thr Arg Gly Thr Arg Phe Leu Leu Leu
3890 3895 3900

Arg Glu Thr Ala His Pro Ala Leu His lle Ser Ser Ser Gly Thr
3905 3910 3915

Val lle Ser Phe Gly Glu Arg Arg Arg Leu Thr Glu lle Pro Ser
3920 3925 3930

Val Leu Gly Glu Glu Leu Pro Ser Cys Gly GIn His Tyr Trp Glu
3935 3940 3945

Thr Thr Val Thr Asp Cys Pro Ala Tyr Arg Leu Gly lle Cys Ser
3950 3955 3960

Ser Ser Ala Val GIn Ala Gly Ala Leu Gly GIn Gly Glu Thr Ser
3965 3970 3975

Trp Tyr Met His Cys Ser Glu Pro GIn Arg Tyr Thr Phe Phe Tyr
3980 3985 3990

Ser Gly lle Val Ser Asp Val His Val Thr Glu Arg Pro Ala Arg
3995 4000 4005

Val Gly lle Leu Leu Asp Tyr Asn Asn GIn Arg Leu lle Phe lle
4010 4015 4020
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Asn Ala Glu Ser Glu GIn Leu Leu Phe lle lle Arg His Arg Phe
4025 4030 4035

Asn Glu Gly Val His Pro Ala Phe Ala Leu Glu Lys Pro Gly Lys
4040 4045 4050

Cys Thr Leu His Leu Gly lle Glu Pro Pro Asp Ser Val Arg His
4055 4060 4065

Lys

<210> 166
<211> 1350
<212> DNA
<213> Homo sapiens

<400> 166
atggcttctg ctatcacgca gtgttctacc agtgagctca cctgetcgat ctgcacagac 60

tatttgacag accctgtcac catttgttgt gggcacagat tttgtagtcc ctgtctctge 120
ctcttgtggg aagatacact aactcctaat tgetgecctg tgtgcaggga aatatcacag 180
caaatgtact tcaaacgcat tatttttgct gagaaacaag ttattcctac aagagaatca 240
gtceectgee agttatcaag ctetgecatg ctgatctgta ggagacacca ggaaatcaag 300
aacctcatct gtgaaactga taggagcctg ctgtgttttc tatgctctca atccccaagg 360
catgctactc acaaacacta tatgacaagg gaggctgatg aatactatag gaagaaactc 420
ctgattcaaa tgaagtccat ctggaaaaaa aaacagaaaa atcaaagaaa tctaaacaga 480
gagaccaaca taatcggaac atgggaagtt tttataaatt tgcggagcat gatgatcagt 540
gctgaatatc ctaaggtgtg tcaatacctc cgtgaagaag agcaaaagcea cgtagagage 600
ctggcaagag aaggcaggat aatttttcag caactcaaga gaagtcaaac tagaatggct 660
aagatgggta tactcctgag agaaatgtat gagaaactga aggaaatgag ctgtaaagca 720
gatgtgaacc tgcctcagga tttgggagac gtaatgaaaa ggaatgagtt tctgaggetg 780

gccatgcecte agectgtgaa cccacagctc agtgeatgga ccatcactgg ggtgtcagaa 840
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aggcttaact tcttcagagt gtatatcacc ttggatcgta agatatgcag taatcacaag 900
cttctgttcg aagacctaag gcatttgcag tgcagcecttg atgatacaga catgtectgt 960
aatccaacaa gtacacagta tacttcttca tggggagctc agatcctcag ctctggcaaa 1020
cattactggg aggtggatgt gaaagactct tgtaattggg ttataggact ttgcagagaa 1080
gcctggacaa agaggaatga catgegactt gactctgagg gtatctttct actectgtgt 1140
ctcaaagtgg atgaccattt cagtctcttc tctacctccc cactgttacc tcactatatt 1200
ccaaggceccc aaggcetggct aggggtgttc ctggattatg aatgtgggat agtgagettt 1260
gttaatgttg cccaaagttc cctcatttgt agtttcctct cacgeatctt ctattttcct 1320
ctcagacctt tcatttgcca cggatctaaa 1350

<210> 167

<211> 450

<212> PRT

<213> Homo sapiens

<400> 167

Met Ala Ser Ala lle Thr GIn Cys Ser Thr Ser Glu Leu Thr Cys Ser

1 5 10 15

lle Cys Thr Asp Tyr Leu Thr Asp Pro Val Thr lle Cys Cys Gly His
20 25 30

Arg Phe Cys Ser Pro Cys Leu Cys Leu Leu Trp Glu Asp Thr Leu Thr
35 40 45

Pro Asn Cys Cys Pro Val Cys Arg Glu lle Ser GIn GIn Met Tyr Phe
50 55 60

Lys Arg lle lle Phe Ala Glu Lys GlIn Val lle Pro Thr Arg Glu Ser
65 70 75 80

Val Pro Cys GIn Leu Ser Ser Ser Ala Met Leu lle Cys Arg Arg His
85 90 95
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GIn Glu lle Lys Asn Leu lle Cys Glu Thr Asp Arg Ser Leu Leu Cys
100 105 110

Phe Leu Cys Ser GIn Ser Pro Arg His Ala Thr His Lys His Tyr Met
115 120 125

Thr Arg Glu Ala Asp Glu Tyr Tyr Arg Lys Lys Leu Leu lle GIn Met
130 135 140

Lys Ser lle Trp Lys Lys Lys GIn Lys Asn GIn Arg Asn Leu Asn Arg
145 150 155 160

Glu Thr Asn lle lle Gly Thr Trp Glu Val Phe lle Asn Leu Arg Ser
165 170 175

Met Met lle Ser Ala Glu Tyr Pro Lys Val Cys GIn Tyr Leu Arg Glu
180 185 190

Glu Glu GIn Lys His Val Glu Ser Leu Ala Arg Glu Gly Arg lle lle
195 200 205

Phe GIn GIn Leu Lys Arg Ser GIn Thr Arg Met Ala Lys Met Gly lle
210 215 220

Leu Leu Arg Glu Met Tyr Glu Lys Leu Lys Glu Met Ser Cys Lys Ala
225 230 235 240

Asp Val Asn Leu Pro GIn Asp Leu Gly Asp Val Met Lys Arg Asn Glu
245 250 255

Phe Leu Arg Leu Ala Met Pro GIn Pro Val Asn Pro GlIn Leu Ser Ala
260 265 270

Trp Thr lle Thr Gly Val Ser Glu Arg Leu Asn Phe Phe Arg Val Tyr
275 280 285

lle Thr Leu Asp Arg Lys lle Cys Ser Asn His Lys Leu Leu Phe Glu
290 295 300
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Asp Leu Arg His Leu GIn Cys Ser Leu Asp Asp Thr Asp Met Ser Cys
305 310 315 320

Asn Pro Thr Ser Thr GIn Tyr Thr Ser Ser Trp Gly Ala Gin lle Leu
325 330 335

Ser Ser Gly Lys His Tyr Trp Glu Val Asp Val Lys Asp Ser Cys Asn
340 345 350

Trp Val lle Gly Leu Cys Arg Glu Ala Trp Thr Lys Arg Asn Asp Met
355 360 365

Arg Leu Asp Ser Glu Gly Ile Phe Leu Leu Leu Cys Leu Lys Val Asp
370 375 380

Asp His Phe Ser Leu Phe Ser Thr Ser Pro Leu Leu Pro His Tyr lle
385 390 395 400

Pro Arg Pro GIn Gly Trp Leu Gly Val Phe Leu Asp Tyr Glu Cys Gly
405 410 415

lle Val Ser Phe Val Asn Val Ala GIn Ser Ser Leu lle Cys Ser Phe
420 425 430

Leu Ser Arg lle Phe Tyr Phe Pro Leu Arg Pro Phe lle Cys His Gly
435 440 445

Ser Lys
450

<210> 168

<211> 68

<212> PRT

<213> Artificial Sequence

<220>
<223> Leader Sequence

<220>
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<221> MISC_FEATURE
<222> (5)..(11)
<223> 6His Tag

<220>

<221> MISC_FEATURE
<222> (40)..(51)
<223> TAT peptide

<220>

<221> MISC_FEATURE
<222> (58)..(67)
<223> HAtag

<400> 168

Met Arg Gly Ser His His His His His His Gly Met Ala Ser Met Thr
1 5 10 15

Gly Gly GIn GIn Met Gly Arg Asp Leu Tyr Asp Asp Asp Asp Lys Asp
20 25 30

Arg Trp Gly Ser Lys Leu Gly Tyr Gly Arg Lys Lys Arg Arg GIn Arg
35 40 45

Arg Arg Gly Gly Ser Thr Met Ser Gly Tyr Pro Tyr Asp Val Pro Asp
50 55 60

Tyr Ala Gly Ser
65

<210> 169
<211> 536
<212> PRT
<213> Artificial Sequence

<220>
<223> Leader sequence and TRIM11

<400> 169

Met Arg Gly Ser His His His His His His Gly Met Ala Ser Met Thr
1 5 10 15

Gly Gly GIn GIn Met Gly Arg Asp Leu Tyr Asp Asp Asp Asp Lys Asp
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20 25 30

Arg Trp Gly Ser Lys Leu Gly Tyr Gly Arg Lys Lys Arg Arg GIn Arg
35 40 45

Arg Arg Gly Gly Ser Thr Met Ser Gly Tyr Pro Tyr Asp Val Pro Asp
50 55 60

Tyr Ala Gly Ser Met Ala Ala Pro Asp Leu Ser Thr Asn Leu GIn Glu
65 70 75 80

Glu Ala Thr Cys Ala lle Cys Leu Asp Tyr Phe Thr Asp Pro Val Met
85 90 95

Thr Asp Cys Gly His Asn Phe Cys Arg Glu Cys lle Arg Arg Cys Trp
100 105 110

Gly GIn Pro Glu Gly Pro Tyr Ala Cys Pro Glu Cys Arg Glu Leu Ser
115 120 125

Pro GIn Arg Asn Leu Arg Pro Asn Arg Pro Leu Ala Lys Met Ala Glu
130 135 140

Met Ala Arg Arg Leu His Pro Pro Ser Pro Val Pro GIn Gly Val Cys
145 150 155 160

Pro Ala His Arg Glu Pro Leu Ala Ala Phe Cys Gly Asp Glu Leu Arg
165 170 175

Leu Leu Cys Ala Ala Cys Glu Arg Ser Gly Glu His Trp Ala His Arg
180 185 190

Val Arg Pro Leu GIn Asp Ala Ala Glu Asp Leu Lys Ala Lys Leu Glu
195 200 205

Lys Ser Leu Glu His Leu Arg Lys GIn Met GIn Asp Ala Leu Leu Phe
210 215 220
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GIn Ala GIn Ala Asp Glu Thr Cys Val Leu Trp GIn Lys Met Val Glu
225 230 235 240

Ser GIn Arg GIn Asn Val Leu Gly Glu Phe Glu Arg Leu Arg Arg Leu
245 250 255

Leu Ala Glu Glu Glu GIn GIn Leu Leu GIn Arg Leu Glu Glu Glu Glu
260 265 270

Leu Glu Val Leu Pro Arg Leu Arg Glu Gly Ala Ala His Leu Gly GIn
275 280 285

GlIn Ser Ala His Leu Ala Glu Leu lle Ala Glu Leu Glu Gly Arg Cys
290 295 300

GIn Leu Pro Ala Leu Gly Leu Leu GIn Asp lle Lys Asp Ala Leu Arg
305 310 315 320

Arg Val GIn Asp Val Lys Leu GIn Pro Pro Glu Val Val Pro Met Glu
325 330 335

Leu Arg Thr Val Cys Arg Val Pro Gly Leu Val Glu Thr Leu Arg Arg
340 345 350

Phe Arg Gly Asp Val Thr Leu Asp Pro Asp Thr Ala Asn Pro Glu Leu
355 360 365

lle Leu Ser Glu Asp Arg Arg Ser Val GIn Arg Gly Asp Leu Arg GIn
370 375 380

Ala Leu Pro Asp Ser Pro Glu Arg Phe Asp Pro Gly Pro Cys Val Leu
385 390 395 400

Gly GIn Glu Arg Phe Thr Ser Gly Arg His Tyr Trp Glu Val Glu Val
405 410 415

Gly Asp Arg Thr Ser Trp Ala Leu Gly Val Cys Arg Glu Asn Val Asn
420 425 430
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Arg Lys Glu Lys Gly Glu Leu Ser Ala Gly Asn Gly Phe Trp lle Leu
435 440 445

Val Phe Leu Gly Ser Tyr Tyr Asn Ser Ser Glu Arg Ala Leu Ala Pro
450 455 460

Leu Arg Asp Pro Pro Arg Arg Val Gly lle Phe Leu Asp Tyr Glu Ala
465 470 475 480

Gly His Leu Ser Phe Tyr Ser Ala Thr Asp Gly Ser Leu Leu Phe lle
485 490 495

Phe Pro Glu lle Pro Phe Ser Gly Thr Leu Arg Pro Leu Phe Ser Pro
500 505 510

Leu Ser Ser Ser Pro Thr Pro Met Thr lle Cys Arg Pro Lys Gly Gly
515 520 525

Ser Gly Asp Thr Leu Ala Pro GIn
530 535
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