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Fig. 7
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Fig. 8-1
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Fig. 8-2

i
100

120

o o o o o
(<] © < N

(Xew3og ) AYisuaju] Suipuig

100 oo

16/76

Concentration (nM)



10000

TO00
(@)
| -
=]
c
Z
2INIXIW 93| 100 S
o
= UOPOD YA U0 Paseq (O ‘D Y ‘M ‘A ‘H) Spioe ouluwe 9:7
TITHEZANY 5 UOpPO2 SNN UO paseq Sploe oulwe Oz : X
=
o D-SOXXXXAZAZXXXXX-N | I XXXXXXXXXXXXXXXN
ql dzdz g Jow G| Jesur]
T
qll dZdzZ qij J3W GT JeaulT
d Y

-6 ‘014

17/76




2JnIX1W 93|

¢zoed

S0-300°T
#0-300°T
O
c
=1
. O
€0-300T <¢<
(e o
~
=
o
c
Z0-300T -~
=
=
T0-300°T
00+300°T

2INIX1W 93| qewixn}ad)

S0-300°'T

¥0-300°1T
O
=
e
€0-300T <
—t
e
S
o
c
¢0-300T -+
g
=
T10-300'T
00+300'1

2-6 ‘b1

18/76



(INU) uoie.nUadU0Y

;01 0001 001 ol I 10 100
_ I I I , I

0z
w
>
o
oY @
=)
3
09 @
=+
=
X
08 m
3
[\V)
x
001
0zl

(INU) uoie.aUaSUOY

00l
]

01

000!
]

0l
I

oy

09

08

(Xew3og ) AYisuaju] Suipuig

001

0¢l

19/76



Fig. 10-2
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Fig. 15-1
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Fig. 15-2
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Fig. 16

Full-length amino acid sequence of HT1-11 H chain
MKHLWFFLLLVAAPRWVLSQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMQOWV
ROAPGQGLEWMGWINTHSGVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAV
YYCARSGFGSSYWYFDVWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICN
VNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTP
EVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLV
KGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSC
SVMHEALHNHYTQKSLSLSPGK

(SEQ ID NO: 1) signal sequence (1-19), antibody heavy
chain sequence (20-470)
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Fig. 17

Full-length amino acid sequence of HT1-11 L chain
MVLQTQVFISLLLWISGAYGDIQMTQSPSSLSASVGDRVTITCKASQDVSTAVAWY
QOKPGKAPKLLIYSASYRYTGVPSRFSGSGSGTDFTLTISSLQPEDFAVYYCQQHY
ITPLTFGQGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQW
KVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSP
VTKSFNRGEC

(SEQ ID NO: 2) signal sequence (1-20), antibody light
chain sequence (21-234)
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Fig. 18

Full-length amino acid sequence of MHT1001
MKYLLPTAAAGLLLLAAQPAMAAMGYLALKHPWPGLAENSGSGGGGSVLVPMAMMA
SGGSDVNSQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOWVRQAPGQGLEWM
GWINTHSGVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGFGSS
YWYFDVWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTITCK
ASQDVSTAVAWYQQOKPGKAPKLLIYSASYRYTGVPSRFSGSGSGTDFTLTISSLQP
EDFAVYYCQOHYITPLTFGQGTKLEIKRGAPSGDYKDDDDKGAAAHHHHHH
(SEQ ID NO: 3) signal sequence (1-23), mimotope peptide
(24-40) , MMP cleavable linker (41-60), HT1l-1l-scFv-
HL (65-308) , FLAG-His tag (309-331)
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Fig. 19

Full-length amino acid sequence of MHT1002
MKYLLPTAAAGLLLLAAQPAMAAMGYLALKHPWPGLAENSGSGGGGSVLVPMAMMA
SGGSDVNSDIQOMTQSPSSLSASVGDRVTITCKASQDVSTAVAWYQQOKPGKAPKLLI
YSASYRYTGVPSRFSGSGSGTDFTLTISSLOQPEDFAVYYCQOHYITPLTFGQGTKL
EIKRGGGGSGGGGSGGGGSQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMQWV
ROAPGQGLEWMGWINTHSGVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAV
YYCARSGFGSSYWYFDVWGQGTLVTVSSGAPSGDYKDDDDKGAAAHHHHHH

(SEQ ID NO: 4) signal sequence (1-23), mimotope peptide
(24-40) , MMP cleavable linker (41-60), HT1l-1l-scFv-
LH(65-308) , FLAG-His tag (309-331)
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Fig. 20

Full-length amino acid sequence of HT1l-11l-scFv-HL
MKYLLPTAAAGLLLLAAQPAMAADVNSQVQLVQSGAEVKKPGASVKVSCKASGYTF
TTAGMQWVRQAPGQGLEWMGWINTHSGVPKYAEDFKGRVTISADTSTSTAYLQLSS
LKSEDTAVYYCARSGFGSSYWYFDVWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMT
QSPSSLSASVGDRVTITCKASQDVSTAVAWYQQKPGKAPKLLIYSASYRYTGVPSR
FSGSGSGTDFTLTISSLQPEDFAVYYCQQHYITPLTFGQGTKLEIKRGAPSGDYKD
DDDKGAAAHHHHHH

(SEQ ID NO: 5) signal sequence (1-23), HT1-11l-scFv-

HL (28-271) , FLAG-His tag (272-294)
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Fig. 21

Full-length amino acid sequence of HT1l-11l-scFv-LH
MKYLLPTAAAGLLLLAAQPAMAADVNSDIQMTQSPSSLSASVGDRVTITCKASQDV
STAVAWYQQKPGKAPKLLIYSASYRYTGVPSRFSGSGSGTDFTLTISSLQPEDFAV
YYCQOHYITPLTFGQGTKLEIKRGGGGSGGGGSGGGGSQVQLVQSGAEVKKPGASV
KVSCKASGYTFTTAGMOWVRQAPGQGLEWMGWINTHSGVPKYAEDFKGRVTISADT
STSTAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVWGQGTLVTVSSGAPSGDYKD
DDDKGAAAHHHHHH

(SEQ ID NO: 6) signal sequence (1-23), HT1-11l-scFv-
LH(28-271) , FLAG-His tag (272-294)
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Fig. 22

Full-length amino acid sequence of MHT1007 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAENSGSGGGGSVLVPMAMMASGGSQ
VQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMQOWVRQAPGQGLEWMGWINTHSGV
PKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGEFGSSYWYFDVWGQ
GTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTS
GVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCD
KTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSLSP
GK

(SEQ ID NO: 7) signal sequence (1-19), mimotope peptide
(20-35) , MMP cleavable linker (36-55), antibody heavy
chain sequence (56-506)
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Fig. 23

Full-length amino acid sequence of MHT1008 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAENSGSGGGGSGGGGSGGGGSGGSQ
VQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOWVRQAPGQGLEWMGWINTHSGV
PKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGEFGSSYWYFDVWGQ
GTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTS
GVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCD
KTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNW
YVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSLSP
GK

(SEQ ID NO: 8) signal sequence (1-19), mimotope peptide
(20-35) , uncleavable linker (36-55), antibody heavy
chain sequence (56-506)
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Fig. 24

Full-length amino acid sequence of MHT1009 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAENSGSGGSGGSGRSANAILEGGSQ
VQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOWVRQAPGQGLEWMGWINTHSGV
PKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGEFGSSYWYFDVWGQ
GTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTS
GVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCD
KTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNW
YVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSLSP
GK

(SEQ ID NO: 9) signal sequence (1-19), mimotope peptide
(20-35) , uPA cleavable linker (36-55), antibody heavy
chain sequence (56-506)
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Fig. 25

Full-length amino acid sequence of MHT1803 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAEHHHSGGGGSGGGGSGGGGSHHHQ
VQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOWVRQAPGQGLEWMGWINTHSGV
PKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGEFGSSYWYFDVWGQ
GTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTS
GVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCD
KTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNW
YVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSLSP
GK

(SEQ ID NO: 10) signal sequence (1-19), mimotope peptide
(20-35) , pH-responsive linker (36-55), antibody heavy
chain sequence (56-506)
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Fig. 26

Full-length amino acid sequence of MHT1804 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAENSGSGHHHSGGGGSHHHGSGGSQ
VQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMQOWVRQAPGQGLEWMGWINTHSGV
PKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGEFGSSYWYFDVWGQ
GTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTS
GVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCD
KTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNW
YVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSLSP
GK

(SEQ ID NO: 11) signal sequence (1-19), mimotope peptide
(20-35) , pH-responsive linker (36-55), antibody heavy
chain sequence (56-506)
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Fig. 27

Full-length amino acid sequence of MHT1805 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAENSGSGGGGSHHHHSGGGGSGGSQ
VQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOWVRQAPGQGLEWMGWINTHSGV
PKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGEFGSSYWYFDVWGQ
GTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTS
GVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCD
KTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNW
YVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSLSP
GK

(SEQ ID NO: 12) signal sequence (1-19), mimotope peptide
(20-35) , pH-responsive linker (36-55), antibody heavy
chain sequence (56-506)
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Fig. 28

Full-length amino acid sequence of MHT1806 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAEHHHSGGGGSHHHHSGGGGSHHHQ
VQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOWVRQAPGQGLEWMGWINTHSGV
PKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGEFGSSYWYFDVWGQ
GTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTS
GVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCD
KTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNW
YVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSLSP
GK

(SEQ ID NO: 13) signal sequence (1-19), mimotope peptide
(20-35) , pH-responsive linker (36-55), antibody heavy
chain sequence (56-506)
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Fig. 29

Full-length amino acid sequence of MHT1808 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAENSGGGGSGHHHGGHHHGGHHHGG
SQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOQWVRQAPGQGLEWMGWINTHS
GVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVW
GQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGAL
TSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQOQDWLNGKEYKCKVSNKALPAP
IEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQP
ENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHNHYTQKSLSL
SPGK

(SEQ ID NO: 14) signal sequence (1-19), mimotope peptide
(20-35) , pH-responsive linker (36-57), antibody heavy
chain sequence (58-508)
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Fig. 30

Full-length amino acid sequence of MHT1809 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAENSGGGGSHHGGHHGGHHGGHHGG
SQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOQWVRQAPGQGLEWMGWINTHS
GVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVW
GQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGAL
TSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQOQDWLNGKEYKCKVSNKALPAP
IEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQP
ENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHNHYTQKSLSL
SPGK

(SEQ ID NO: 15) signal sequence (1-19), mimotope peptide
(20-35) , pH-responsive linker (36-57), antibody heavy
chain sequence (58-508)
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Fig. 31

Full-length amino acid sequence of MHT1810 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAENSGGGGHGHGHGHGHGHGHGHGG
SQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOQWVRQAPGQGLEWMGWINTHS
GVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVW
GQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGAL
TSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQOQDWLNGKEYKCKVSNKALPAP
IEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQP
ENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHNHYTQKSLSL
SPGK

(SEQ ID NO: 16) signal sequence (1-19), mimotope peptide
(20-35) , pH-responsive linker (36-57), antibody heavy
chain sequence (58-508)
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Fig. 32

Full-length amino acid sequence of MHT1811 H chain
MKHIWFFLLLVAAPRWVLSGYLALKHPWPGLAENSGGGGSGGGSGHHHGGHHHGGH
HHGSPLGLWAGGSQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMQOWVRQAPGQ
GLEWMGWINTHSGVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARS
GFGSSYWYFDVWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFP
EPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPS
NTKVDKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEY
KCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPS
DIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEA
LHNHYTQKSLSLSPGK

(SEQ ID NO: 17) signal sequence (1-19), mimotope peptide
(20-35) , pH-responsive + MMP cleavable linker (36-69),
antibody heavy chain sequence (70-520)
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Fig. 33

Full-length amino acid sequence of MHT1817 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAENSGGGGSGHHHGGHDHGGHHHGG
SQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOQWVRQAPGQGLEWMGWINTHS
GVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVW
GQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGAL
TSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQOQDWLNGKEYKCKVSNKALPAP
IEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQP
ENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHNHYTQKSLSL
SPGK

(SEQ ID NO: 18) signal sequence (1-19), mimotope peptide
(20-35) , pH-responsive linker (36-57), antibody heavy
chain sequence (58-508)
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Fig. 34

Full-length amino acid sequence of MHT1818 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAENSGGGGSGHDHGGHHHGGHDHGG
SQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOQWVRQAPGQGLEWMGWINTHS
GVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVW
GQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGAL
TSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQOQDWLNGKEYKCKVSNKALPAP
IEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQP
ENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHNHYTQKSLSL
SPGK

(SEQ ID NO: 19) signal sequence (1-19), mimotope peptide
(20-35) , pH-responsive linker (36-57), antibody heavy
chain sequence (58-508)
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Fig. 35

Full-length amino acid sequence of MHT1819 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAENSGGGGSGHDHGGHDHGGHDHGG
SQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOQWVRQAPGQGLEWMGWINTHS
GVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVW
GQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGAL
TSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQOQDWLNGKEYKCKVSNKALPAP
IEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQP
ENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHNHYTQKSLSL
SPGK

(SEQ ID NO: 20) signal sequence (1-19), mimotope peptide
(20-35) , pH-responsive linker (36-57), antibody heavy
chain sequence (58-508)
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Fig. 36

Full-length amino acid sequence of hM23H1L1l H chain
MKHLWFFLLLVAAPRWVLSQVQLVQSGAEVKKPGASVKVSCKASGYAFSNYLIEWV
ROAPGQGLEWMGVINPGSGVTNYNEKFKGRVTITADTSTSTAYMELSSLRSEDTAV
YYCARAEAWFAYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKP
SNTKVDKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKE
YKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYP
SDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHE
ALHNHYTQKSLSLSPGK

(SEQ ID NO: 21) signal sequence (1-19), antibody heavy
chain sequence (20-465)
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Fig. 37

Full-length amino acid sequence of hM23H1L1l L chain
MVLQTQVFISLLLWISGAYGDIVMTQSPDSLAVSLGERATINCKSSQSLLYSSNQK
NYLAWYQOKPGQPPKLLIYWASTRESGVPDRFSGSGSGTDFTLTISSLQAEDVAVY
YCOQRYYGYPWTFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTH
QGLSSPVTKSFNRGEC

(SEQ ID NO: 22) signal sequence (1-20), antibody light
chain sequence (21-240)
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Fig. 38

Full-length amino acid sequence of Cetuximab H chain
MKHLWFFLLLVAAPRWVLSQVQLKQSGPGLVQPSQSLSITCTVSGFSLTNYGVHWV
ROSPGKGLEWLGVIWSGGNTDYNTPFTSRLSINKDNSKSQVFFKMNSLOQSNDTAIY
YCARALTYYDYEFAYWGQGTLVTVSAASTKGPSVFPLAPSSKSTSGGTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVN
HKPSNTKVDKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEV
TCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLN
GKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKG
FYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSV
MHEALHNHYTQKSLSLSPGK

(SEQ ID NO: 23) signal sequence (1-19), antibody heavy
chain sequence (20-468)
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Fig. 39

Full-length amino acid sequence of Cetuximab L chain
MVLQTQVFISLLLWISGAYGDILLTQSPVILSVSPGERVSFSCRASQSIGTNIHWY
QORTNGSPRLLIKYASESISGIPSRFSGSGSGTDFTLSINSVESEDIADYYCQQONN
NWPTTFGAGTKLELKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVQOW
KVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSP
VTKSFNRGEC

(SEQ ID NO: 24) signal sequence (1-20), antibody 1light
chain sequence (21-234)
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Fig. 40

Full-length amino acid sequence of C3022 H chain
MKHLWFFLLLVAAPRWVLSQVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWV
ROAPGQGLEWMGRINPNSGGTNYAQKFQGRVTMTRDTSISTAYMELSGLRSDDTAV
YYCASGSVRHPWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFP
EPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPS
NTKVDKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEY
KCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPS
DIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEA
LHNHYTQKSLSLSPGK

(SEQ ID NO: 25) signal sequence (1-19), antibody heavy
chain sequence (20-464)
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Fig. 41

Full-length amino acid sequence of C3022 L chain
MVLQTQVFISLLLWISGAYGQPVLTQPPSASGTPGQRVTISCSGSRSNIGGNIVSW
YOQFPGTAPRLLTYADNQRPSGVPDRFSGSKSGTSASLAISGLQSEDEADYYCAAW
DDSLNGVVFGGGTKLTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAV
TVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGS
TVEKTVAPTECS

(SEQ ID NO: 26) signal sequence (1-20), antibody 1light
chain sequence (21-236)
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Fig. 42

Full-length amino acid sequence of MhM8001 L chain
MVLQTQVFISLLLWISGAYGGENMWNDLDLVPLGILGGGGSGHHHGGHHHGGHHHG
GSDIVMTQSPDSLAVSLGERATINCKSSQSLLYSSNQKNYLAWYQQKPGQPPKLLT
YWASTRESGVPDRFSGSGSGTDFTLTISSLQAEDVAVYYCQRYYGYPWTFGQGTKV
EIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQ
ESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
(SEQ ID NO: 27) signal sequence (1-20), mimotope peptide
(21-36) , pH-responsive linker (37-58), antibody light
chain sequence (59-278)
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Fig. 43

Full-length amino acid sequence of MCE-2101 L chain
MVLQTQVFISLLLWISGAYGMGLMHMEKSRSWYLSRQGGGGSGHHHGGHHHGGHHH
GGSDILLTQSPVILSVSPGERVSFSCRASQSIGTNIHWYQORTNGSPRLLIKYASE
SISGIPSRFSGSGSGTDFTLSINSVESEDIADYYCQONNNWPTTFGAGTKLELKRT
VAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTE
ODSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

(SEQ ID NO: 28) signal sequence (1-20), mimotope peptide
(21-37) , pH-responsive linker (38-59), antibody light
chain sequence (60-273)
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Fig. 44

Full-length amino acid sequence of MC3-9001 H chain
MKHLWFFLLLVAAPRWVLSGETMSVFTRDYFTETPGGGGSGHHHGGHHHGGHHHGG
SQVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQAPGQGLEWMGRINPNS
GGTNYAQKFQGRVTMTRDTSISTAYMELSGLRSDDTAVYYCASGSVRHPWGQGTLV
TVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHT
FPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHT
CPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWQQOGNVEFSCSVMHEALHNHYTQKSLSLSPGK
(SEQ ID NO: 29) signal sequence (1-19), mimotope peptide
(20-35) , pH-responsive linker (36-57), antibody heavy
chain sequence (58-502)

55/76



Fig. 45

Full-length amino acid sequence of MHT1221 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLASGSGSGGGGSGGGGSGGGGSGGSQ
VQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMQOWVRQAPGQGLEWMGWINTHSGV
PKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGEFGSSYWYFDVWGQ
GTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTS
GVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCD
KTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSLSP
GK

(SEQ ID NO: 30) signal sequence (1-19), mimotope peptide
(20-35) , uncleavable linker (36-55), antibody heavy
chain sequence (56-506)
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Fig. 46

Full-length amino acid sequence of hM23-M1l H chain
MKHLWFFLLLVAAPRWVLSQVQLVQSGAEVKKPGASVKVSCKASGAAFSNYLIEWV
ROAPGQGLEWMGVINPGSGVTNYNEKFKGRVTITADTSTSTAYMELSSLRSEDTAV
YYCARAEAWFAYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKP
SNTKVDKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKE
YKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYP
SDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHE
ALHNHYTQKSLSLSPGK

(SEQ ID NO: 31) signal sequence (1-19), antibody heavy
chain sequence (20-465)
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Fig. 47

Full-length amino acid sequence of hM23-M1l L chain
MVLQTQVFISLLLWISGAYGDIVMTQSPDSLAVSLGERATINCKSSQSLLYSSNQK
NYLAWYQOKPGQPPKLLIYWASTRESGVPDRFSGSGSGTDFTLTISSLQAEDVAVY
YCOQRYYGYPWTFGQGTKVEIKRAVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTH
QGLSSPVTKSFNRGEC

(SEQ ID NO: 32) signal sequence (1-20), antibody 1light
chain sequence (21-240)
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Fig. 48

Full-length amino acid sequence of MhM1013 L chain
MVLOQTQVFISLLLWISGAYGGNFYHQYPWPLEILGSGSGGGGSVLVPMAMMASGGS
DIVMTQSPDSLAVSLGERATINCKSSQSLLYSSNQKNYLAWYQQOKPGQPPKLLIYW
ASTRESGVPDRFSGSGSGTDFTLTISSLQAEDVAVYYCQRYYGYPWTFGQGTKVEI
KRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQES
VTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

(SEQ ID NO: 33) signal sequence (1-20), mimotope peptide
(21-36) , MMP cleavable linker (37-56), antibody light
chain sequence (57-276)
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Fig. 49

Full-length amino acid sequence of MhM1018-M1l L chain
MVLQTQVFISLLLWISGAYGGNFYHQYPWPLEILGSGSGGGGSGGGGSGGGGSGGS
DIVMTQSPDSLAVSLGERATINCKSSQSLLYSSNQKNYLAWYQQOKPGQPPKLLIYW
ASTRESGVPDRFSGSGSGTDFTLTISSLQAEDVAVYYCQRYYGYPWTFGQGTKVEI
KRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQES
VTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

(SEQ ID NO: 34) signal sequence (1-20), mimotope peptide
(21-36) , uncleavable linker (37-56), antibody light
chain sequence (57-276)
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Fig. 50

Full-length amino acid sequence of MhM1024-M1l L chain
MVLQTQVFISLLLWISGAYGGNFYHQYPWPLEILGSGGGGSGHHHGGHHHGGHHHG
GSDIVMTQSPDSLAVSLGERATINCKSSQSLLYSSNOQKNYLAWYQQOKPGQPPKLLI
YWASTRESGVPDRFSGSGSGTDFTLTISSLOQAEDVAVYYCQRYYGYPWTFGQGTKV
EIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOQWKVDNALQSGNSQ
ESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
(SEQ ID NO: 35) signal sequence (1-20), mimotope peptide
(21-36) , pH-responsive linker (37-58), antibody light
chain sequence (59-278)
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Fig. 51

Full-length amino acid sequence recognized by human uPA
and serving as substrate therefor

SGRSANAILE (SEQ ID NO: 36)

SGRSANA (SEQ ID NO: 37)

SGRSA (SEQ ID NO: 38)
Full-length amino acid sequence recognized by human MMP1l
and serving as substrate therefor

VLVPMAMMAS (SEQ ID NO: 39)

PLGLWA (SEQ ID NO: 40)
Full-length amino acid sequence recognized by human MMP9
and serving as substrate therefor

PLGLAG (SEQ ID NO: 41)
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Fig. 52

Full-length amino acid sequence of second peptide
GGGGSHHGGHHGGHHGGHHGGS (SEQ ID NO: 42)
GGGGSHHGGHRHGGHHKGGHHGGS (SEQ ID NO: 43)

GGGGSHGHGHGHGHGHGHGHGGS (SEQ ID NO: 44)
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Fig. 53

Full-length amino acid sequence of amino terminal
peptide of human GPRC5D
MYKDCIESTGDYFLLCDAEGPWGIILE (SEQ ID NO: 45)
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Fig. 54

Full-length amino acid sequence of second peptide
GSGGGGSVLVPMAMMASGGS (SEQ ID NO: 46)
GSGGGGSGGGGSGGGGSGGS (SEQ ID NO: 47)
GSGGSGGSGRSANAILEGGS (SEQ ID NO: 48)
HHHSGGGGSGGGGSGGGGSHHH (SEQ ID NO: 49)
GSGHHHSGGGGSHHHGSGGS (SEQ ID NO: 50)
GSGGGGSHHHHSGGGGSGGS (SEQ ID NO: 51)
HHHSGGGGSHHHHSGGGGSHHH (SEQ ID NO: 52)
GGGGSGHHHGGHHHGGHHHGGS (SEQ ID NO: 53)
GGGGHGHGHGHGHGHGHGHGGS (SEQ ID NO: 54)
GGGGSGGGSGHHHGGHHHGGHHHGSPLGLWAGGS (SEQ ID NO: 55)
GGGGSGHHHGGHDHGGHHHGGS (SEQ ID NO: 56)
GGGGSGHDHGGHHHGGHDHGGS (SEQ ID NO: 57)
GGGGSGHDHGGHDHGGHDHGGS (SEQ ID NO: 58)
GGGGSGHHHGGHHHGGHHHGGS (SEQ ID NO: 59)
GGGGSGHHHGGHHHGGHHHGGS (SEQ ID NO: 60)
GGGGSGHHHGGHHHGGHHHGGS (SEQ ID NO: 61)
GSGGGGSGGGGSGGGGSGGS (SEQ ID NO: 62)
GSGSGGGGSVLVPMAMMASGGS (SEQ ID NO: 63)
GSGSGGGGSGGGGSGGGGSGGS (SEQ ID NO: 64)
GSGGGGSGHHHGGHHHGGHHHGGS (SEQ ID NO: 65)

GGGGSGHHHGGHRHGGHHHGGS (SEQ ID NO: 66)
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Fig. 55

Full-length amino acid sequence recognized by human
CAPN1 and serving as substrate therefor
PLFAAP (SEQ ID NO: 67)
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Fig. 57

Full-length amino acid sequence of MhM1026-M1 light
chain
MVLQTQVFISLLLWISGAYGGNFYHQYPWPLEILGSGGGGSGGGHHHGGHHHGGHH
HGGSDIVMTQSPDSLAVSLGERATINCKSSQSLLYSSNQKNYLAWYQQKPGQPPKL
LIYWASTRESGVPDRFSGSGSGTDFTLTISSLQAEDVAVYYCQRYYGYPWTFGQGT
KVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGN
SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
(SEQ ID NO: 68) signal sequence (1-20), mimotope peptide
(21-36) , pH-responsive linker (37-60), antibody light
chain sequence (61-280)
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Fig. 58

Full-length amino acid sequence of MhM1028-Ml1l light
chain
MVLQTQVFISLLLWISGAYGGNFYHQYPWPLEILGSGGGGSGGGHHHGRHHHGGHH
HGGSDIVMTQSPDSLAVSLGERATINCKSSQSLLYSSNQKNYLAWYQQKPGQPPKL
LIYWASTRESGVPDRFSGSGSGTDFTLTISSLQAEDVAVYYCQRYYGYPWTFGQGT
KVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGN
SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
(SEQ ID NO: 69) signal sequence (1-20), mimotope peptide
(21-36) , pH-responsive linker (37-60), antibody light
chain sequence (61-280)
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Fig. 59

Full-length amino acid sequence of MhM1042-M1l light
chain
MVLQTQVFISLLLWISGAYGGNFYHQYPWPLEILGSGGGGSGGRHHHGGHHHGGHH
HGGSDIVMTQSPDSLAVSLGERATINCKSSQSLLYSSNQKNYLAWYQQKPGQPPKL
LIYWASTRESGVPDRFSGSGSGTDFTLTISSLQAEDVAVYYCQRYYGYPWTFGQGT
KVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGN
SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
(SEQ ID NO: 70) signal sequence (1-20), mimotope peptide
(21-36) , pH-responsive linker (37-60), antibody light
chain sequence (61-280)
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Fig. 60

Full-length amino acid sequence of MhM1043-Ml1l light
chain
MVLQTQVFISLLLWISGAYGGNFYHQYPWPLEILGSGGGGSGGGHHHGGHHHGRHH
HGGSDIVMTQSPDSLAVSLGERATINCKSSQSLLYSSNQKNYLAWYQQKPGQPPKL
LIYWASTRESGVPDRFSGSGSGTDFTLTISSLQAEDVAVYYCQRYYGYPWTFGQGT
KVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGN
SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
(SEQ ID NO: 71) signal sequence (1-20), mimotope peptide
(21-36) , pH-responsive linker (37-60), antibody light
chain sequence (61-280)
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Fig. 61

Full-length amino acid sequence of MhM1044-Ml1l light
chain
MVLQTQVFISLLLWISGAYGGNFYHQYPWPLEILGSGGGGSGGGHHHGKHHHGGHH
HGGSDIVMTQSPDSLAVSLGERATINCKSSQSLLYSSNQKNYLAWYQQKPGQPPKL
LIYWASTRESGVPDRFSGSGSGTDFTLTISSLQAEDVAVYYCQRYYGYPWTFGQGT
KVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGN
SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
(SEQ ID NO: 72) signal sequence (1-20), mimotope peptide
(21-36) , pH-responsive linker (37-60), antibody light
chain sequence (61-280)
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Fig. 62

Full-length amino acid sequence of MhM1045-M1 light
chain
MVLQTQVFISLLLWISGAYGGNFYHQYPWPLEILGSGGGGSGGKHHHGGHHHGGHH
HGGSDIVMTQSPDSLAVSLGERATINCKSSQSLLYSSNQKNYLAWYQQKPGQPPKL
LIYWASTRESGVPDRFSGSGSGTDFTLTISSLQAEDVAVYYCQRYYGYPWTFGQGT
KVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGN
SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
(SEQ ID NO: 73) signal sequence (1-20), mimotope peptide
(21-36) , pH-responsive linker (37-60), antibody light
chain sequence (61-280)
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Fig. 63

Full-length amino acid sequence of MhM1046-M1 light
chain
MVLOQTQVFISLLLWISGAYGGNFYHQYPWPLEILGSGGGGSGGGHHHGGHHHGKHH
HGGSDIVMTQSPDSLAVSLGERATINCKSSQSLLYSSNQKNYLAWYQQKPGQPPKL
LIYWASTRESGVPDRFSGSGSGTDFTLTISSLQAEDVAVYYCQRYYGYPWTFGQGT
KVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGN
SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
(SEQ ID NO: 74) signal sequence (1-20), mimotope peptide
(21-36) , pH-responsive linker (37-60), antibody light
chain sequence (61-280)
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Fig. 64

Full-length amino acid sequence

GGGGSGGGHHHGGHHHGGHHHGGS (SEQ
GGGGSGGGHHHGRHHHGGHHHGGS (SEQ
GGGGSGGRHHHGGHHHGGHHHGGS (SEQ
GGGGSGGGHHHGGHHHGRHHHGGS (SEQ
GGGGSGGGHHHGKHHHGGHHHGGS (SEQ
GGGGSGGKHHHGGHHHGGHHHGGS (SEQ

GGGGSGGGHHHGGHHHGKHHHGGS (SEQ
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