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input, as training information, record data of target association records 
including a plurality of disease description entries and gene identifiers of a 

plurality of genes in the plurality of preset information gene association 
databases into a current entry-gene association training matrix, and 

determining predicted association scores corresponding to the training 
information and the plurality of genes in the preset information gene 

association databases respectively

S10

determine predicted degrees of association between the plurality of disease 
description entries and the plurality of genes according to the determined 

predicted association scores

S20

determine errors between the predicted degrees of association and actual 
degrees of association of the plurality of disease description entries and the 

plurality of genes

S30

S40

determine that the current entry-gene association training matrix is the 
entry-gene association matrix

S50

adjusting matrix parameters in the current entry-gene association training 
matrix through a gradient descent algorithm, using the adjusted entry-gene 

association training matrix as the current entry-gene association training 
matrix

S60

determine whether the errors 
are below a preset error threshold

yes

no
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determine a disease description entry in a case description text S100

for a plurality of preset association databases, determine record data 
of target association record(s) in the preset association database 

according to the disease description entry and gene identifiers each 
corresponding to one of a plurality of genes, wherein each of the 
preset association databases stores association records of the 

disease description entry and gene identifiers corresponding to at 
least one of the plurality of genes; and input the record data into a 
preset entry-gene association matrix, to determine an association 

score of the disease description entry with respective to each of the 
plurality of genes in the preset association database

S200

determine degree of association between the disease description 
entry and each of the plurality of genes according to association 
scores of the disease description entry with respect to the gene 

identifiers corresponding to the plurality of genes in the plurality of 
preset association databases

S300

sort the plurality of genes in descending order of the degrees of 
association between the disease description entry and the plurality of 

genes

S400
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disease description entry 
determination unit
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