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A1/A2 = TCR constant chain domain comprising connecting peptide (Table 14),
transmembrane (Table 15), and cytosolic domain (Table 16)

B1/B2 = Ig like linker domain (e.g., IgCL, 1IgG1-CH1, TCRa-Ig-Like-C1-Domain-6MD
etc.; see Table 13)

C1/C2 =vL, VH, Va, Vb, Vg, Vd

D1/D2 = AABD

E1/E2 = AABD

F1/F2=AABD
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A1/A2 =TCR constant chain domain comprising connecting peptide (Table 14),
transmembrane (Table 15), and cytosolic domain (Table 16)

B1/B2 =Ig like linker domain (e.g., IgCL, IgG1-CH1, TCRa-Ig-Like-C1-Domain-6MD
etc.; See Table 13)

C1/C2=vL, vH, Va, Vb, Vg, Vd

vHH = AABD

DAR = DARPIN

Cent = Centyrin

AFF = Affibody

FHVH = Fully human vH domain (a SVH)

aVH = autonomous vH domain (a SVH)

CD16 =CD16-V158 mutant

Optional Linkers are represented by Black vertical bars between the different modules
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