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Fig. 1

Wild-type SEB, amino acid sequence

SEQ ID NO:1
ESQPDPKPDELHKSSKFTGLMENMKVLYDDNHVSAINVKSIDQFLYFDLIYSIKDTKLGNYDNVRVEFKNKDLADK
YKDKYVDVFGANYYYQCYFSKKTNDINSHQTDKRKTCMYGGVTEHNGNQLDKYRSITVRVFEDGKNLLSFDVQTNK
KKVTAQELDYLTRHYLVKNKKLYEFNNSPYETGYIKFIENENSEFWYDMMPAPGDKEDQSKYLMMYNDNKMVDSKDV
KIEVYLTTKKK

Wild-type SER, nucleic acid sequence

SEQ ID NO:2
GAGAGTCAACCAGATCCTAAACCAGATGAGTTGCACARATCGAGTAAATTCACTGGTTTGATGGAARATATGAAAG
TTTTGTATGATGATAATCATGTATCAGCAATAARACGTTAAATCTATAGATCAATTTCTATACTTTGACTTAATATA
TTCTATTAAGGACACTAAGTTAGGGAATTATGATAATGTTCGAGTCGAATTTAAAAACAAAGATTTAGCTGATAAA
TACAAAGATAAATACGTAGATGTGTTTGGAGCTAATTATTATTATCAATGTTATTTTTCTAARAAAACGARATGATA
TTAATTCGCATCAAACTGACAAACGAAARAACTTGTATGTATGGTGCGTGTAACTGAGCATAATGGARACCAATTAGA
TAAATATAGAAGTATTACTGTTCGGGTATTTGAAGATGGTAAARAATTTATTATCTTTTGACGTACAAACTAATAAG
AAARAGGTGACTGCTCAAGAATTAGATTACCTAACTCGTCACTATTTGGTGAAAAATAAAAAACTCTATGAATTTA
ACAACTCGCCTTATGAAACGGGATATATTAAATTTATAGARAATGAGAATAGCTTTTGGTATGACATGATGCCTGC
ACCAGGAGATAAATTTGACCAATCTAAATATTTAATGATGTACAATGACAATAAAATGGTTGATTCTARAGATGTG
AAGATTGAAGTTTATCTTACGACAAAGAARAAAG

Mutant SEB del22-24, amino acid sequence

SEQ ID NO:3
ESQPDPKPDELHKSSKFTGLMKVLYDDNHVSAINVKSIDQFLYFDLIYSIKDTKLGNYDNVRVEFKNKDLADKYKD
KYVDVEGANYYYQCYFSKKTNDINSHQTDKRKTCMYGGVTEHNGNQLDKYRSITVRVFEDGKNLLSFDVQTNKKKVY
TAQELDYLTRHYLVKNKKLYEFNNSPYETGY IKFIENENSEWYDMMPAPGDKEDQSKYLMMYNDNKMVDSKDVKIE
VYLTTKKK

Mutant SEB del 22-24, nucleic acid sequence

SEQ ID NO:4
GAGAGTCAACCAGATCCTAAACCAGATGAGTTGCACAAATCGAGTAAATTCACTGGTTTGATGAAAGTTTTGTATG
ATGATAATCATGTATCAGCAATAAACGTTAAATCTATAGATCAATTTCTATACTTTGACTTAATATATTCTATTAA
GGACACTAAGTTAGGGAATTATGATAATGTTCGAGTCGAATTTAAAAACAAAGATTTAGCTGATAAATACAAAGAT
AAATACGTAGATGTGTTTGGAGCTAATTATTATTATCAATGTTATTTTTCTAAAAARACGAATGATATTAATTCGC
ATCAAACTGACAAACGARAAACTTGTATGTATGGTGGTGTAACTGAGCATAATGGAAACCAATTAGATARATATAG
AAGTATTACTGTTCGGGTATTTGAAGATGGTAAAAATTTATTATCTTTTGACGTACAAACTAATAAGAARAAGGTG
ACTGCTCAAGAATTAGATTACCTAACTCGTCACTATTTGGTGAAARAATAARARACTCTATGAATTTAACAACTCGC
CTTATGAAACGGGATATATTAAATTTATAGAAAATGAGAATAGCTTTTGGTATGACATGATGCCTGCACCAGGAGA
TAAATTTGACCAATCTAARATATTTAATGATGTACAATGACAATAAARATGGTTGATTCTAAAGATGTGAAGATTGAA
GTTTATCTTACGACARAGARAANG

Mutant SEB del 22-24, L45R (bold and underlined), amino acid sequence

SEQ ID NO:5
ESQPDPKPDELHKSSKFTGLMKVLYDDNHVSAINVKSIDQFBYFDLIYSIKDTKLGNYDNVRVEFKNKDLADKYKD
KYVDVEGANYYYQCYFSKKTNDINSHQTDKRKTCMYGGVTEHNGNQLDKYRSITVRVFEDGKNLLSFDVQTNKKKV
TAQELDYLTRHYLVKNKKLYEFNNSPYETGYIKFIENENSEWYDMMPAPGDKEFDQSKYLMMYNDNKMVDSKDVKIE
VYLTTKKK
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Fig. 1 {(continued)

Mutant SEB del 22-24, L45R, nucleic acid sequence

SEQ ID NO:6
GAGAGTCAACCAGATCCTAAACCAGATGAGTTGCACAAATCGAGTAAATTCACTGGTTTGATGAAAGTTTTGTATG
ATGATAATCATGTATCAGCAATAAACGTTAAATCTATAGATCAATTTAGATACTTTGACTTAATATATTCTATTAA
GGACACTAAGTTAGGGAATTATGATAATGTTCGAGTCGAATTTAARAAACAAAGATTTAGCTGATAAATACAAAGAT
AAATACGTAGATGTGTTTGGAGCTAATTATTATTATCAATGTTATTTTTCTARAARAARACGAATGATATTAATTCGC
ATCARAACTGACAAACGAAARACTTGTATGTATGGTGETGTAACTGAGCATAATGGAAACCARATTAGATAAATATAG
AAGTATTACTGTTCGGGTATTTGAAGATGGTAARAATTTATTATCTTTTGACGTACAAACTAATAAGAAAAAGGTG
ACTGCTCAAGAATTAGATTACCTAACTCGTCACTATTTGGTGAARAATAARAAACTCTATGAATTTAARCAACTCGC
CTTATGAAACGGGATATATTAAATTTATAGAARATGAGAATAGCTTTTGGTATGACATGATGCCTGCACCAGGAGA
TAAATTTGACCAATCTAAATATTTAATGATGTACAATGACAATAAAATGGTTGATTCTAAAGATGTGAAGATTGAA
GTTTATCTTACGACAAAGAAAAAG

Mutant SEB del 22-24, Q43P (bold and underlined), amino acid sequence

SEQ ID NO:7
ESQPDPKPDELHKSSKFTGLMKVLYDDNHVSAINVKSIDEFLYFDLIYSIKDTKLGNYDNVRVEFKNKDLADKYKD
KYVDVEGANYYYQCYFSKKTNDINSHQTDKRKTCMYGGVTEHNGNQLDKYRSITVRVFEDGKNLLSFDVQTNKKKV
TAQELDYLTRHYLVKNKKLYEFNNSPYETGYIKFIENENSEFWYDMMPAPGDKFDOSKYLMMYNDNKMVDSKDVKIE
VYLTTKKK

Mutant SEB del 22-24, Q43P, nucleic acid sequence

SEQ ID NO:8
GAGAGTCAACCAGATCCTAAACCAGATGAGTTGCACAAATCGAGTAAATTCACTGGTTTGATGAAAGTTTTGTATG
ATGATAATCATGTATCAGCAATAAACGTTARATCTATAGATCCGTTTCTATACTTTGACTTAATATATTCTATTAA
GGACACTAAGTTAGGGAATTATGATAATGTTCGAGTCGAATTTAAAAACAAAGATTTAGCTGATAAATACAAAGAT
ARATACGTAGATGTGTTTGGAGCTAATTATTATTATCAATGTTATTTTTCTAARARARACGAATGATATTAATTCGC
ATCAAACTGACAAACGAARAAACTTGTATGTATGGTGGTGTAACTGAGCATAATGGAAACCAATTAGATAAATATAG
AAGTATTACTGTTCGGGTATTTGAAGATGGTAAAAATTTATTATCTTTTGACGTACAAACTAATAAGAAAAAGGTG
ACTGCTCAAGAATTAGATTACCTAACTCGTCACTATTTGGTGAAAAATAAAARACTCTATGAATTTARCAACTCGC
CTTATGAAACGGGATATATTAAATTTATAGAAAATGAGAATAGCTTTTGGTATGACATGATGCCTGCACCAGGAGA
TAAATTTGACCAATCTAARATATTTAATGATGTACAATGACAATAAAATGGTTGATTCTAAAGATGTGAAGATTGAA
GTTTATCTTACGACARAGARARAAG

Mutant SEB del22-24, F44P (bold and underlined), amino acid sequence

SEQ ID NO:9
ESQPDPKPDELHKSSKFTGLMKVLYDDNHVSAINVKSIDQBLYFDLIYSIKDTKLGNYDNVRVEFKNKDLADKYKD
KYVDVEGANYYYQCYFSKKTNDINSHQTDKRKTCMYGGVTEHNGNQLDKYRSITVRVFEDGKNLLSFDVQTNKKKY
TAQELDYLTRHYLVKNKKLYEFNNSPYETGY IKFIENENSFWYDMMPAPGDKEFDQSKYLMMYNDNKMVDSKDVKIE
VYLTTKKK

Mutant SEB del22-24, F44P, nucleic acid sequence

SEQ ID NO:10

GAGAGTCAACCAGATCCTAARCCAGATGAGT TGCACAAATCGAGTAAATTCACTGGTTTGATGAAAGTTTTGTATG
ATGATAATCATGTATCAGCAATAAACGTTAAATCTATAGATCAACCGCTATACTTTGACTTAATATATTCTATTAA
GGACACTAAGTTAGGGAATTATGATAATGTTCGAGTCGAATTTARARACAAAGATTTAGCTGATAAATACAAAGAT
AAATACGTAGATGTGTTTGGAGCTAATTATTATTATCAATGTTATTTTTCTAAAAAAACGAATGATATTAATTCGC
ATCAAACTGACAAACGARAAACTTGTATGTATGGTGGTGTAACTGAGCATAATGGARAACCAATTAGATARATATAG
AAGTATTACTGTTCGGGTATTTGAAGATGGTAAAAATTTATTATCTTTTGACGTACAAACTAATAAGAAAAAGGTG
ACTGCTCAAGAATTAGATTACCTAACTCGTCACTATTTGGTGAARAATAAAARAACTCTATGAATTTAACAACTCGC
CTTATGAAACGGGATATATTARATTTATAGAARATGAGAATAGCTTTTGGTATGACATGATGCCTGCACCAGGAGA
TAAATTTGACCAATCTARATATTTAATGATGTACAATGACAATAAAATGGTTGATTCTARAGATGTGAAGATTGAA
GTTTATCTTACGACAAAGAARAAARG

Mutant SEB del22-24, F44S (bold and underlined), amino acid sequence

SEQ ID NO:11
ESQPDPKPDELHKSSKFTGLMKVLYDDNHVSAINVKSIDQ§LYFDLIYSIKDTKLGNYDNVRVEFKNKDLADKYKD
KYVDVEGANYYYQCYFSKKTNDINSHQTDKRKTCMYGGVTEHNGNQLDKYRSITVRVFEDGKNLLSFDVQTNKKKV
TAQELDYLTRHYLVKNKKLYEFNNSPYETGYIKFIENENSFWYDMMPAPGDKFDQSKYLMMYNDNKMVDSKDVKIE
VYLTTKKK
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Fig. 1 {(continued)

Mutant SEB del22-24, F44S, nucleic acid sequence

SEQ ID NO:12
GAGAGTCAACCAGATCCTAAACCAGATGAGTTGCACAAATCGAGTARAATTCACTGGTTTGATGAAAGTTTTGTATG
ATGATAATCATGTATCAGCAATAAACGTTAAATCTATAGATCAAAGCCTATACTTTGACTTAATATATTCTATTAA
GGACACTAAGTTAGGGAATTATGATAATGTTCGAGTCGAATTTARAAACAAAGATTTAGCTGATAAATACAAAGAT
AARATACGTAGATGTGTTTGGAGCTAATTATTATTATCAATGTTATTTTTCTAAAAAAACGAATGATATTAATTCGC
ATCAAACTGACAAACGAAAAACTTGTATGTATGGTGGTGTAACTGAGCATAATGGARACCAATTAGATARATATAG
AAGTATTACTGTTCGGGTATTTGAAGATGGTAAAAATTTATTATCTTTTGACGTACAAACTAATAAGARAAAGGTG
ACTGCTCAAGAATTAGATTACCTAACTCGTCACTATTTGGTGAARAATAAAAAACTCTATGAATTTAACAACTCGC
CTTATGAAACGGGATATATTAAATTTATAGAAAATGAGAATAGCTTTTGGTATGACATGATGCCTGCACCAGGAGA
TAAATTTGACCAATCTAAATATTTAATGATGTACAATGACAATARAAATGGTTGATTCTAAAGATGTGAAGATTGAA
GTTTATCTTACGACAAAGARAAAG

Construct 3: Mutant Tandem SEB del22-24, L45R (bold and underlined), amino
acid sequence, comprising linker “KL” (underlined)

SEQ ID NO:13
ESQPDPKPDELHKSSKFTGLMKVLYDDNHVSAINVKSIDQFEYFDLIYSIKDTKLGNYDNVRVEFKNKDLADKYKD
KYVDVEGANYYYQCYFSKKTNDINSHQTDKRKTCMYGGVTEHNGNQLDKYRSITVRVFEDGKNLLSFDVQTNKKKV
TAQELDYLTRHYLVEKNKKLYEFNNSPYETGY IKFIENENSEFWYDMMPAPGDKEDQSKYLMMYNDNKMVDSKDVKIE
VYLTTKKKKLESQPDPKPDELHKSSKETGLMKVLYDDNHVSAINVKSIDQFRYFDLIYSIKDTKLGNYDNVRVEFK
NKDLADKYKDKYVDVEFGANYYYQCYFSKKTNDINSHQTDKRKTCMYGGVTEHNGNQLDKYRSITVRVEFEDGKNLLS
FDVQTNKKKVTAQELDYLTRHYLVKNKKLYEFNNSPYETGYIKFIENENSEWYDMMPAPGDKEDQSKYLMMYNDNK
MVDSKDVKIEVYLTTKKK

Construct 3: Mutant Tandem SEB del22-24, L45R, nucleic acid seqguence

SEQ ID NO:14
GAGAGTCAACCAGATCCTAAACCAGATGAGTTGCACAAATCGAGTAAATTCACTGGTTTGATGARAGTTTTGTATG
ATGATAATCATGTATCAGCAATARACGTTAAATCTATAGATCAATTTAGATACTTTGACTTAATATATTCTATTAA
GGACACTAAGTTAGGGAATTATGATAATGTTCGAGTCGAATTTAAAAACAAAGATTTAGCTGATAAATACAAAGAT
AAATACGTAGATGTGTTTGGAGCTAATTATTATTATCAATGTTATTTTTCTAAAAARAACGAATGATATTAATTCGC
ATCARACTGACAARCGAAARAACTTGTATGTATGGETGGTGTAACTGAGCATAATGGAAACCAATTAGATAAATATAG
AAGTATTACTGTTCGGGTATTTGAAGATGGTAAAAATTTATTATCTTTTGACGTACAAACTAATAAGARAARAGGTG
ACTGCTCAAGAATTAGATTACCTAACTCGTCACTATTTGGTGAAAAATAARAAACTCTATGAATTTAACAACTCGC
CTTATGAAACGGGATATATTARATTTATAGAARATGAGAATAGCTTTTGGTATGACATGATGCCTGCACCAGGAGA
TAAATTTGACCAATCTAARATATTTAATGATGTACAATGACAATAAAATGGTTGATTCTAAAGATGTGAAGATTGAA
GTTTATCTTACGACARAAGAAARAGAAGCTTGAGAGTCAACCAGATCCTARACCAGATGAGTTGCACARATCGAGTA
AATTCACTGGTTTGATGAAAGTTTTGTATGATGATAATCATGTATCAGCAATAAACGTTAAATCTATAGATCAATT
TAGATACTTTGACTTAATATATTCTATTAAGGACACTAAGTTAGGGAATTATGATAATGTTCGAGTCGAATTTAAA
AACAAAGATTTAGCTGATARATACAAAGATAAATACGTAGATGTGTTTGGAGCTAATTATTATTATCAATGTTATT
TTTCTAAAAAAACGAATGATATTAATTCGCATCAAACTGACAAACGAAAAACTTGTATGTATGGTGGTGTAACTGA
GCATAATGGAAACCAATTAGATAAATATAGAAGTATTACTGTTCGGGTATTTGAAGATGGTAAAAATTTATTATCT
TTTGACGTACAAACTAATAAGAAAAAGGTGACTGCTCAAGAATTAGATTACCTAACTCGTCACTATTTGGTGARAAA
ATAAAARACTCTATGAATTTAACAACTCGCCTTATGAAACGGGATATATTAAATTTATAGAAAATGAGAATAGCTT
TTGGTATGACATGATGCCTGCACCAGGAGATAAATTTGACCAATCTAAATATTTAATGATGTACAATGACAATARA
ATGGTTGATTCTAAAGATGTGAAGATTGAAGTTTATCTTACGACAAAGAARAAAG

Mutant SEB L45R (bold and underlined), amino acid sequence

SEQ ID NO:15
ESQPDPKPDELHKSSKFTGLMENMKVLYDDNHVSAINVKSIDQFBYFDLIYSIKDTKLGNYDNVRVEFKNKDLADK
YKDKYVDVFGANYYYQCYFSKKTNDINSHQTDKRKTCMYGGVTEHNGNQLDKYRSITVRVFEDGKNLLSFDVQTNK
KKVTAQELDYLTRHYLVKNKKLYEFNNSPYETGYIKFIENENSEWYDMMPAPGDKEDQSKYLMMYNDNKMVDSKDV
KIEVYLTTKKK
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Fig. 1 (continued)

Mutant SEB L45R, nucleic acid sequence

SEQ ID NO:16

GAGAGTCAACCAGATCCTAAACCAGATGAGT TGCACAAATCGAGTARATTCACTGGTTTGATGGAARATATGARARG
TTTTGTATGATGATAATCATGTATCAGCAATAAACGTTAARATCTATAGATCAATTTAGATACTTTGACTTAATATA
TTCTATTAAGGACACTAAGTTAGGGAATTATGATAATGTTCGAGTCGAATTTARARAACARAGATTTAGCTGATARA
TACARAGATAAATACGTAGATGTGTTTGGAGCTAATTATTATTATCAATGTTATTTTTCTAARAAAACGAATGATA
TTAATTCGCATCARACTGACAARACGAAAAACTTGTATGTATGGTGGTGTAACTGAGCATAATGGARACCAATTAGA
TAAATATAGAAGTATTACTGTTCGGGTATTTGAAGATGGTAAAAATTTATTATCTTTTGACGTACAAACTAATAAG
AAARAGGTGACTGCTCAAGAATTAGATTACCTAACTCGTCACTATTTGGTGAAAAATAARAAACTCTATGAARTTTA
ACAACTCGCCTTATGARACGGGATATATTAAATTTATAGARRATGAGAATAGCTTTTGGTATGACATGATGCCTGC
ACCAGGAGATAAATTTGACCAATCTARATATTTAATGATGTACAATGACAATARAATGEGTTGATTCTAAAGATGTG
AAGATTGRAAGTTTATCTTACGACAARGARAALAG

SEB naturally-occurring variant
SEQ ID NO:17
ESQPDPKPDELHKASKFTGLMENMKVLYDDNHVSAINVKSIDQFLYFDLIYSIKDTKLGNYDNVRVEFK
NKDLADKYKDKYVDVEFGANYYYQCYFSKKTNDINSHQTDKRKTCMYGGVTEHNGNQLDKYRSITVRVFEE
DGKNLLSFDVQTNKKKVTAQELDYLTRHYLVKNKKLYEFNNSPYETGYIKFIENENSFWYDMMPAPGDK
FDOSKYLMMYNDNKMVDSKDVKIEVYLTTKKK

e Comparison of SEQ ID NO:17 with SEQ ID NO:1: S14A (bold and

underlined), 99.6% sequence identity to SEQ ID NO:1

SEB naturally-occurring variant, nucleotide sequence encoding SEQ ID NO:17
SEQ ID NO:18
GAGAGTCAACCAGATCCTAAACCAGATGAGTTGCACAAAGCGAGTAAATTCACTGGTTTGATGGAAAATATGAAAG
TTTTGTATGATGATAATCATGTATCAGCAATAAACGTTAAATCTATAGATCAATTTCTATACTTTGACTTAATATA
TTCTATTAAGGACACTAAGTTAGGGAATTATGATAATGTTCGAGTCGAATTTAAAAACAAAGATTTAGCTGATAAA
TACAAAGATAAATACGTAGATGTGTTTGGAGCTAATTATTACTATCAATGTTATTTTTCTAAAAAAACGAATGATA
TTAATTCACATCAAACTGACAAACGAAAAACTTGTATGTATGGTGCTGTAACTGAGCATAATGGAAACCAATTAGA
TAAATATAGAAGTATTACTGTTCGGGTATTTGAAGATGGTAAAAATTTATTATCTTTTGACGTACAAACTAATAAG
AAARAAGTGACTGCTCAAGAATTAGATTACCTAACTCGTCACTATTTGGTGAARAAAATAAAAAACTCTATGAATTTA
ACAACTCGCCTTATGAAACGGGATATATTAAATTTATAGAAAATGAGAATAGCTTTTGGTATGACATGATGCCTGC
ACCAGGAGATAAATTTGACCAATCTARATATTTAATGATGTACAATGACAATAAAATGGTTGATTCTAAAGATGTG
AAGATTGAAGTTTATCTTACGACAAAGAAAAAG

SEB naturally-occurring variant, amino acid sequence

SEQ ID NO:19

ESQPDPKPDELHKS SKFTGLMENMKVLYDDNHVSAINVKSIDQFLYFDLIYSIKDTKLGNYDNVRVEFK
NKDLADKYKDKYVDVEGANYYYQCYFSKKTNDINSHQTDKRKTCMYGGVTEHNGNQLDKYRSISVRVFEE
DGKNLLSFDVQTNKKKVTAQELDYLTRHYLVKNKKLYEFNNSPYETGYIKFIENENSFWYDMMPAPGDK
FDOSKYLMMYNDNKMVDSKDVKIEVYLTTKKK

e Comparison of SEQ ID NO:19 with SEQ ID NO:1: T133S (bold and
underlined), 99.6% sequence identity to SEQ ID NO:1

SEB naturally-occurring variant, nuclectide sequence encoding SEQ ID NO:19
SEQ ID NO:20
GAGAGTCAACCAGATCCTAAACCAGATGAGTTGCACAAATCGAGTAAATTCACTGGTTTGATGGAAAATATGAAAG
TTTTGTATGATGATAATCATGTATCAGCAATARACGTTAAATCTATAGATCAATTTCTATACTTTGACTTAATATA
TTCTATTAAGGACACTAAGTTAGGGAATTATGATAATGTTCGAGTCGAATTTARAAACARAGATTTAGCTGATAAA
TACRAAGATARATACGTAGATGTGTTTGGAGCTAATTATTATTATCAATGTTATTTTTCTAARARAACGAATGATA
TTAATTCGCATCAAACTGACAAACGARAAACTTGTATGTATGGTGCTGTAACTGAGCATAATGGAAACCAATTAGA
TAAATATAGAAGTATTTCTGTTCGGGTATTTGAAGATGGTAAARATTTATTATCTTTTGACGTACAARACTAATAAG
AAAAAGGTGACTGCTCAAGAATTAGATTACCTAACTCGTCACTATTTGGTGAAAAATAARAARCTCTATGAATTTA
ACAACTCGCCTTATGAAACGGGATATATTAAATTTATAGARAATGAGAATAGCTTTTGGTATGACATGATGCCTGC
ACCAGGAGATAAATTTGACCAATCTAAATATTTAATGATGTACAATGACAATAAAATGGTTGATTCTAAAGATGTG
AAGATTGAAGTTTATCTTACGACARAGAARAAG
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Fig. 1 (continued)

SER naturally-occurring variant

SEQ ID NO:21
ESQPDPKPDELHKSSKETGLMENMKVLYDDNHVSAINVKSIDQFLYEFDLIYSIKDTKLGNYDNVRVEFKNKDLADK
YKDKYEDVFGANYYYQCYFSKKTNDINSHQTDKRKTCMYGGVTEHNGNQLDKYRSITVRVFEDGKNLLSFDVQTNK
KEKVTAQELDYLTRHYLVKNKKLYEFNNSPYETGYIKFIENENSEFWYDMMPAPGDKEDQSKYLMMYNDNKMVDSKDV
KIEVYLTTKKK

e Comparison of SEQ ID NO:21 with SEQ ID NO:1: V82L (bold and
underlined), 99.6% sequence identity to SEQ ID NO:1

SEB naturally-occurring variant, nucleotide sequence encoding SEQ ID NO:21
SEQ ID NO:22
GAGAGTCAACCAGATCCTAAACCAGATGAGTTGCACAAATCGAGTARATTCACTGGTTTGATGGAAAAT
ATGAAAGTTTTGTATGATGATAATCATGTATCAGCAATAAACGTTAAATCTATAGATCAATTTCTATAC
TTTGACTTAATATATTCTATTAAGGACACTAAGTTAGGGAATTATGATAATGTTCGAGTCGAATTTAAA
AACAAAGATTTAGCTGATAAATACAAAGATAAATACTTAGATGTGTTTGGAGCTAATTATTATTATCAA
TGTTATTTTTCTAAAAAAACGAATGATATTAATTCGCATCAAACTGACAAACGAAAAACTTGTATGTAT
GGTGGTGTAACTGAGCATAATGGAAACCAATTAGATAAATATAGAAGTATTACTGTTCGGGTATTTGAA
GATGGTAAAAATTTATTATCTTTTGACGTACAAACTAATAAGAAARAGGTGACTGCTCAAGARTTAGATTAC
CTAACTCGTCACTATTTGGTGAARAAATAAAAAACTCTATGAATTTAACAACTCGCCTTATGARACGGGATATATTA
AATTTATAGAARATGAGAATAGCTTTTGGTATGACATGATGCCTGCACCAGGAGATAAATTTGACCAATCTARAATA
TTTAATGATGTACAATGACAATAAAATGGTTGATTCTAAAGATGTGCGAAGATTGAAGTTTATCTTACGACAAAGAAA
ARG

SEB naturally-occurring variant

SEQ ID NO:23
ESQPDPKPDELHKSSKFTGLMENMKVLYDDNHVSAINVKSIDQFLYFDLIYSIKDTKLGNYDNVRVEFKNKDLADK
YKDKYVDVFGANYYYQCYFSKKTNDINSHQTDKRKTCMYGGVTEHNGNQLDKYRSITVRVFEDGENLLSFDVQTNK
KKVTAQELDYLTRHYLVKNKKLYEFNNSPYETGYIKFIENENSFWYDMMPAPGDKFDQSKYLMMYNDNKMVDSKDV
KIEVYLTTKKK

e Comparison of SEQ ID NO:23 with SEQ ID NO:1: Kl41E (bold and
underlined), 99.6% sequence identity to SEQ ID NO:1

SEB naturally-occurring variant, nucleotide sequence encoding SEQ ID NO:23
SEQ ID NO:24
GAGAGTCAACCAGATCCTAAACCAGATGAGTTGCACARATCGAGTAAATTCACTGGTTTGATGGARAATATGAAAG
TTTTGTATGATGATAATCATGTATCAGCAATAAACGTTARATCTATAGATCAATTTCTATACTTTGACTTAATATA
TTCTATTAAGGACACTAAGTTAGGGAATTATGATAATGTTCGAGTCGAATTTAARAACAAAGATTTAGCTGATAAA
TACAAAGATARATACGTAGATGTGTTTGGAGCTAATTATTATTATCAATGTTATTTTTCTAARARAAACGAATGATA
TTAATTCGCATCAAACTGACAAACGAARARAACTTGTATGTATGGTGCGTGTAACTGAGCATAATGGAAACCAATTAGA
TAARTATAGAARGTATTACTGTTCGGGTATTTGAAGATGGTGAARATTTATTATCTTTTGACGTACAAACTARATAAG
AAAAAGGTGACTGCTCAAGAATTAGATTACCTAACTCGTCACTATTTGGTGAAAAATAAAAAACTCTATGAATTTA
ACAACTCGCCTTATGAAACGGGATATATTAAATTTATAGAAAATGAGAATAGCTTTTGGTATGACATGATGCCTGC
ACCAGGAGATAAATTTGACCAATCTAAATATTTAATGATGTACAATGACAATAAAATGGTTGATTCTAAARGATGTG
AAGATTGAAGTTTATCTTACGACAAAGAARAAG

SEB naturally-occurring variant

SEQ ID NO:25
ESQPDPKPDELHKSSKFTGLMENMKVLYDDNHVSAINVKSIDQFLYFDLIYSIKDTKLGNYDNVRVEFKNKDLADK
YKDKYVDVEGANYYYQCYFSKKTNDINSHQTDKRKTCMYGGVTEHNGNQLDKYRSITVRVFEDGKNLLSFDVQINK
KKVTAQELDYLTRHYLVKNKKLYEFNNSPYETGYIKFIENENSEFWYDMMPAPGDKEFDQSKYLMMYNDNKMVDSKDV
KIEVYLTTKKK

o Comparison of SEQ ID NO:25 with SEQ ID NO:1: T150I (bold and
underlined), 99.6% sequence identity to SEQ ID NO:1



WO 2022/128243 PCT/EP2021/080540
6/15
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SEB naturally-occurring variant, nucleotide sequence encoding SEQ ID NO:25
SEQ ID NO:26
GAGAGTCAACCAGATCCTAAACCAGATGAGTTGCACAAATCGAGTAAATTCACTGGTTTGATGGAAAATATGAAAG
TTTTGTATGATGATAATCATGTATCAGCAATARACGTTAAATCTATAGATCAATTTCTATACTTTGACTTARTATA
TTCTATTAAGGACACTAAGTTAGGGAATTATGATAATGTTCGAGTCGAATTTAAAAACARAGATTTAGCTGATAAA
TACAAAGATAAATACGTAGATGTGTTTGGAGCTAATTATTATTATCAATGTTATTTTTCTAAAARRACGAATGATA
TTAATTCGCATCAAACTGACAAACGAAAAACTTGTATGTATGGTGGTGTAACTGAGCATAATGGAAACCAATTAGA
TAAATATAGAAGTATTACTGTTCGGGTATTTGAAGATGGTAAAAATTTATTATCTTTTGACGTACAAATTAATAAG
AARRAGGTGACTGCTCAAGAATTAGATTACCTAACTCGTCACTATTTGGTGAAAAATAAAAAACTCTATGAATTTA
ACAACTCGCCTTATGAAACGGGATATATTAAATTTATAGAAAATGAGAATAGCTTTTGGTATGACATGATGCCTGC
ACCAGGAGATAAATTTGACCAATCTAAATATTTAATGATGTACAATGACAATAARAAATGGTTGATTCTARARGATGTG
AAGATTGAAGTTTATCTTACGACAAAGAARARNG

SEB naturally-occurring variant

SEQ ID NO:27
ESQPDPNPDELHKSSKFTGLMENMKVLYDDNHVSAINVKSIDQFLYFDLIYSIKDTKLGNYDNVRVEFKNKDLADK
YKDKYVDVFGANYYYQCYFSKKTNDINSHQTDKRKTCMYGGVTEHNGNQLDKYRSITVRVFEDGKNLLSFDVQTNK
KKVTAQELDYLTRHYLVKNKKLYEFNNSPYETGYIKFIENENSFWYDMMPAPGDKEFDQSKYLMMYNDNKMVDSKDV
KIEVYLTTKKK

e Comparison of SEQ ID NC:27 with SEQ ID NO:1: K7N (bold and
underlined), 99.6% sequence identity to SEQ ID NO:1

SEB naturally-occurring variant, nucleotide sequence encoding SEQ ID NO:27
SEQ ID NO:28
GAGAGTCAACCAGATCCTAATCCAGATGAGTTGCACAAATCGAGTAAATTCACTGGTTTGATGGAAAATATGAAAG
TTTTGTATGATGATAATCATGTATCAGCAATAAACGTTAAATCTATAGATCAATTTCTATACTTTGACTTAATATA
TTCTATTAAGGACACTAAGTTAGGGAATTATGATAATGTTCGAGTCGAATTTAAAAACAAAGATTTAGCTGATAAA
TACRAAGATARAATACGTAGATGTGTTTGGAGCTAATTATTATTATCAATGTTATTTTTCTAARARAACGAATGATA
TTAATTCGCATCAAACTGACAAACGAAAAACTTGTATGTATGGTGGTGTAACTGAGCATAATGGAAACCAATTAGA
TAAATATAGAAGTATTACTGTTCGGGTATTTGAAGATGGTAAAAATTTATTATCTTTTGATGTACAAACTAATAAG
ARARAGGTGACTGCTCAAGAATTAGATTACCTAACTCGTCACTATTTGGTGAAAAATAAAAANCTCTATGAATTTA
ACAACTCGCCTTATGAAACGGGATATATTAAATTTATAGARAATGAGAATAGCTTTTGGTATGACATGATGCCTGC
ACCAGGAGATAAATTTGACCAATCTAAATATTTAATGATGTACAATGACAATAAAATGGTTGATTCTAAAGATGTG
AAGATTGAAGTTTATCTTACGACAAAGAAAAAG

SEBR naturally-occurring variant

SEQ ID NO:29
ESQPDPKPDELHKSSKFTGLMENMKVLYDDNHVSAINVKSIDQFLYFDLIYSIKDTKLGNYDNVRVEFKNKDLADK
YKDKYVDVFGANYYYQCYFSKKTNDINSHQTDKRKTCMYGGVTEHNGNQLDKYRSITVRVEFEDGKNLLSFDVQTNK
KKVTAQELDYLTRHEHYLVKNKKLYEFNNSPYETGYIKFIENENSFWYDMMPAPGDKEDQSKYLMMYNDNKMVDEKDV
KIEVYLTTKKK

o Comparison of SEQ ID NO:29 with SEQ ID NO:1: S225F (bold and
underlined), 99.6% sequence identity to SEQ ID NO:1

SEB naturally-occurring variant, nucleotide sequence encoding SEQ ID NO:29
SEQ ID NO:30
GAGAGTCAACCAGATCCTAAACCAGATGAGTTGCACAAATCGAGTAAATTCACTGGTTTGATGGAARATATGAAAG
TTTTGTATGATGATAATCATGTATCAGCAATARACGTTAAATCTATAGATCAATTTCTATACTTTGACTTAATATA
TTCTATTAAGGACACTAAGTTAGGGAATTATGATAATGTTCGAGTCGAATTTAAAAACARAGATTTAGCTGATAAA
TACAAAGATAAATACGTAGATGTGTTTGGAGCTAATTATTATTATCAATGTTATTTTTCTAARARAACGAATGATA
TTAATTCGCATCAAACTGACAAACGAAAAACTTGTATGTATGGTGGTGTAACTGAGCATAATGGAAACCAATTAGA
TAAATATAGAAGTATTACTGTTCGGGTATTTGAAGATGGTAAAAATTTATTATCTTTTGACGTACAAACTAATAAG
AARARAGGTGACTGCTCAAGAATTAGATTACCTAACTCGTCACTATTTGGTGAAAAATAAAAAACTCTATGAATTTA
ACAACTCGCCTTATGAAACGGGATATATTAAATTTATAGAAAATGAGAATAGCTTTTGGTATGACATGATGCCTGC
ACCAGGAGATARATTTGACCAATCTARATATTTAATGATGTACAATGACAATAAAATGGTTGATTTTAAAGATGTG
ARGATTGAAGTTTATCTTACGACAAAGARAAAAG
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Fig. 1 {(continued)

Construct 2: Mutant Tandem SEB del22-24, L45R, amino acid sequence,
comprising linker “HM” (underlined)

SEQ ID NO:31
ESQPDPKPDELHKSSKFTGLMKVLYDDNHVSAINVKSIDQFRYFDLIYSIKDTKLGNYDNVRVEFKNKDLADKYKD
KYVDVEGANYYYQCYFSKKTNDINSHQTDKRKTCMYGGVTEHNGNQLDKYRSITVRVFEDGKNLLSFDVQTNKKKY
TAQELDYLTRHYLVKNKKLYEFNNSPYETGYIKFIENENSEWYDMMPAPGDKEDQSKYLMMYNDNKMVDSKDVKIE
VYLTTKKKHMESQPDPKPDELHKS SKFTGLMKVLYDDNHVSAINVKSIDQFRYFDLIYSIKDTKLGNYDNVRVEFK
NKDLADKYKDKYVDVFGANYYYQCYFSKKTNDINSHQTDKRKTCMYGGVTEHNGNQLDKYRSITVRVEFEDGKNLLS
FDVQTNKKKVTAQELDYLTRHYLVKNKKLYEFNNSPYETGYIKFIENENSEWYDMMPAPGDKFDQSKYLMMYNDNK
MVDSKDVKIEVYLTTKKK

Construct 2: Mutant Tandem SEB del22-24, L45R, nucleic acid sequence
encoding SEQ ID NO:31 (linker underlined)

SEQ ID NO:32
ATGATGATAATCATGTATCAGCAATARACGTTAAATCTATAGATCAATTTAGATACTTTGACTTAATATATTCTAG
AGAGTCAACCAGATCCTAAACCAGATGAGTTGCACAAATCGAGTAAATTCACTGGTTTGATGAAAGTTTTGTTTAA
GGACACTAAGTTAGGGAATTATGATAATGTTCGAGTCGAATTTAAAAACAAAGATTTAGCTGATARATACAAAGAT
AAATACGTAGATGTGTTTGGAGCTAATTATTATTATCAATGTTATTTTTCTAAAAAAACGAATGATATTAATTCGC
ATCAAACTGACAAACGAAAAACTTGTATGTATGGTGGTGTAACTGAGCATAATGGAAACCAATTAGATAARATATAG
AAGTATTACTGTTCGGGTATTTGAAGATGGTAAAAATTTATTATCTTTTGACGTACAAACTAATAAGARARARAGGTG
ACTGCTCAAGAATTAGATTACCTAACTCGTCACTATTTGGTGAAAAATARAAAAACTCTATGAATTTAACAACTCGC
CTTATGAAACGGGATATATTAAATTTATAGAAAATGAGAATAGCTTTTGGTATGACATGATGCCTGCACCAGGAGA
TAAATTTGACCAATCTARATATTTAATGATGTACAATGACAATAAAATGGTTGATTCTAAAGATGTGAAGATTGAA
GTTTATCTTACGACARAAGARARAGCATATGGAGAGTCAACCAGATCCTAAACCAGATGAGTTGCACARATCGAGTA
AATTCACTGGTTTGATGAAAGTTTTGTATGATGATAATCATGTATCAGCAATAAACGTTAAATCTATAGATCAATT
TAGATACTTTGACTTAATATATTCTATTAAGGACACTAAGTTAGGGAATTATGATAATGTTCGAGTCGAATTTAAA
AACARAAGATTTAGCTGATAARATACAARAGATAAATACGTAGATGTGTTTGGAGCTAATTATTATTATCAATGTTATT
TTTCTAARAARACGAATGATATTAATTCGCATCAAACTGACAAACGAAARAACTTGTATGTATGGTGGTGTAACTGA
GCATAATGGAAACCAATTAGATAAATATAGAAGTATTACTGTTCGGGTATTTGAAGATGGTAARAATTTATTATCT
TTTGACGTACAAACTAATAAGAAAAAGGTGACTGCTCAAGAATTAGATTACCTAACTCGTCACTATTTGGTGARAA
ATARAAAACTCTATGAATTTAACAACTCGCCTTATGARAACGGGATATATTAAATTTATAGAAAATGAGAATAGCTT
TTGGTATGACATGATGCCTGCACCAGGAGATAAATTTGACCAATCTAAATATTTAATGATGTACAATGACAATAAA
ATGGTTGATTCTAAAGATGTGAAGATTGAAGTTTATCTTACGACAAAGARARAAG

Construct 4: Mutant Tandem SEB del22-24, L45R, amino acid sequence
comprising linker “GT” (underlined)

SEQ ID NO:33
ESQPDPKPDELHKSSKEFTGLMKVLYDDNHVSAINVKSIDQFRYEFDLIYSIKDTKLGNYDNVRVEFKNKDLADKYKD
KYVDVFGANYYYQCYFSKKTNDINSHQTDKRKTCMYGGVTEHNGNQLDKYRSITVRVFEDGKNLLSFDVQTNKKKY
TAQELDYLTRHYLVKNKKLYEFNNSPYETGY IKFIENENSEFWYDMMPAPGDKEDQSKYLMMYNDNKMVDSKDVKIE
VYLTTKKKGTESQPDPKPDELHKSSKFTGLMKVLYDDNHVSAINVKSIDQFRYFDLIYSIKDTKLGNYDNVRVEFK
NKDLADKYKDKYVDVFGANYYYQCYFSKKTNDINSHOTDKRKTCMYGGVTEHNGNQLDKYRSITVRVEEDGKNLLS
FDVOQTNKKKVTAQELDYLTRHYLVKNKKLYEFNNSPYETGYIKFIENENSFWYDMMPAPGDKFDQSKYLMMYNDNK
MVDSKDVKIEVYLTTKKK



WO 2022/128243 PCT/EP2021/080540
8/15

Fig. 1 (continued)

Construct 4: Mutant Tandem SEB del22-24, L45R, nucleic acid sequence
encoding SEQ ID NO:33 (linker underlined)

SEQ ID NO:34
GAGAGTCAACCAGATCCTAAACCAGATGAGTTGCACAAATCGAGTAAATTCACTGGTTTGATGAAAGTTTTGTATG
ATGATAATCATGTATCAGCAATAAACGTTAAATCTATAGATCAATTTAGATACTTTGACTTAATATATTCTATTAA
GGACACTAAGTTAGGGAATTATGATAATGTTCGAGTCGAATTTARAAAACAAAGATTTAGCTGATAAATACAAAGAT
AAATACGTAGATGTGTTTGGAGCTAATTATTATTATCAATGTTATTTTTCTAAARARAACGAATGATATTAATTCGC
ATCARACTGACAARCGAAAAACTTGTATGTATGGTGGTGTAACTGAGCATAATGGAAACCAATTAGATAARATATAG
AAGTATTACTGTTCGGGTATTTGAAGATGGTARAAATTTATTATCTTTTGACGTACAAACTAATAAGAAAARAGGTG
ACTGCTCAAGAATTAGATTACCTAACTCGTCACTATTTGGTGAARAATAARAAAAACTCTATGAATTTAACAACTCGC
CTTATGAAACGGGATATATTAAATTTATAGAAAATGAGAATAGCTTTTGGTATGACATGATGCCTGCACCAGGAGA
TAAATTTGACCAATCTARATATTTAATGATGTACAATGACAATAAAATGGTTGATTCTARAGATGTGAAGATTGAA
GTTTATCTTACGACAARAGAAARAGGGTACCGAGAGTCAACCAGATCCTAAACCAGATGAGTTGCACARATCGAGTA
AATTCACTGGTTTGATGAAAGTTTTGTATGATGATAATCATGTATCAGCAATAAACGTTAAATCTATAGATCAATT
TAGATACTTTGACTTAATATATTCTATTAAGGACACTAAGTTAGGGAATTATGATAATGTTCGAGTCGAATTTAAA
AACAAAGATTTAGCTGATARATACAAAGATAAATACGTAGATGTGTTTGGAGCTAATTATTATTATCAATGTTATT
TTTCTAAAAAAACGAATGATATTAATTCGCATCAAACTGACAAACGAAAAACTTGTATGTATGGTGGTGTAACTGA
GCATAATGGAAACCAATTAGATAAATATAGAAGTATTACTGTTCGGGTATTTGAAGATGGTAAAAATTTATTATCT
TTTGACGTACAAACTAATAAGAAAAAGGTGACTGCTCAAGAATTAGATTACCTAACTCGTCACTATTTGGTGARAA
ATAARAAAACTCTATGAATTTAACAACTCGCCTTATGAAACGGGATATATTAAATTTATAGAAAATGAGAATAGCTT
TTGGTATGACATGATGCCTGCACCAGGAGATAAATTTGACCAATCTAAATATTTAATGATGTACAATGACAATAAA
ATGGTTGATTCTAAAGATGTGAAGATTGAAGTTTATCTTACGACAAAGARAARAG

Construct 1: Mutant Tandem SEB del22-24, L45R, amino acid sequence
comprising linker “GGG” (underlined)

SEQ ID NO:35
ESQPDPKPDELHKSSKFTGLMKVLYDDNHVSAINVKSIDQFRYFDLIYSIKDTKLGNYDNVRVEFKNKDLADKYKD
KYVDVEGANYYYQCYFSKKTNDINSHQTDKRKTCMYGGVTEHNGNQLDKYRSITVRVFEDGKNLLSFDVQTNKKKY
TAQELDYLTRHYLVKNKKLYEFNNSPYETGYIKFIENENSFWYDMMPAPGDKEFDQSKYLMMYNDNKMVDSKDVKIE
VYLTTKKKEQQSESQPDPKPDELHKSSKFTGLMKVLYDDNHVSAINVKSIDQFRYFDLIYSIKDTKLGNYDNVRVE
FKNKDLADKYKDKYVDVFGANYYYQCYFSKKTNDINSHQTDKRKTCMYGGVTEHNGNQLDKYRSITVRVFEDGKNL
LSFDVQTNKKKVTAQELDYLTRHYLVKNKKLYEFNNSPYETGYIKFIENENSFWYDMMPAPGDKEDQSKYLMMYND
NKMVDSKDVKIEVYLTTKKK

Construct 1: Mutant Tandem SEB del22-24, L45R, nucleic acid sequence
encoding SEQ ID NO:35 (linker underlined)

SEQ ID NO:36

GAGAGTCAACCAGATCCTAAACCAGATGAGT TGCACAAATCGAGTAAATTCACCGGTTTGATGARAGTTTTGTATG
ATGATAATCATGTATCAGCAATAAACGTTAAATCTATAGATCAATTTAGATACTTTGACTTAATATATTCTATTAA
GGACACTAAGTTAGGGAATTATGATAATGTTCGAGTCGAATTTAAAAACAAAGATTTAGCTGATAARATACAAAGAT
ARATACGTAGATGTGTTTGGAGCTAATTATTATTATCAATGTTATTTTTCTAARAAAACGAATGATATTAATTCGC
ATCAAACTGACAAACGARAAACTTGTATGTATGGTGGTGTAACTGAGCATAATGGARACCAATTAGATAAATATAG
AAGTATTACTGTTCGGGTATTTGAAGATGGTAARAAAATTTATTATCTTTTGACGTACAAACTAATAAGAARAAGGTG
ACTGCTCAAGAATTAGATTACCTAACTCGTCACTATTTGGTGAAAAATAARAAAACTCTATGAATTTAACAACTCGC
CTTATGAAACGGGATATATTAAATTTATAGAARAATGAGAATAGCTTTTGGTATGACATGATGCCTGCACCAGGAGA
TAAATTTGACCAATCTARATATTTAATGATGTACAATGACAATAAAATGGTTGATTCTAAAGATGTGAAGATTGAA
GTTTATCTTACGACARAGARAAAGGGCGGTGGATCCGAGAGTCAACCAGATCCTARACCAGATGAGTTGCACARAAT
CGAGTAAATTCACTGGTTTGATGAAAGTTTTGTATGATGATAATCATGTATCAGCAATAAACGTTAAATCTATAGA
TCAATTTAGATACTTTGACTTAATATATTCTATTAAGGACACTAAGTTAGGGAATTATGATAATGTTCGAGTCGAA
TTTAAAARCAAAGATTTAGCTGATARATACARAGATARATACGTAGATGTGTTTGGAGCTAATTATTATTATCAAT
GTTATTTTTCTAARAARAACGAATGATATTAATTCGCATCAAACTGACAAACCGAAARAACTTGTATGTATGGTGGTGT
AACTGAGCATAATGGAAACCAATTAGATAAATATAGAAGTATTACTGTTCGGGTATTTGAAGATGGTAAAAATTTA
TTATCTTTTGACGTACAAACTAATAAGAAAAAGGTGACTGCTCAAGAATTAGATTACCTAACTCGTCACTATTTGG
TGAARAAATAAARAACTCTATGAATTTAACARACTCGCCTTATGARACGGGATATATTAAATTTATAGAARATGAGAA
TAGCTTTTGGTATGACATGATGCCTGCACCAGGAGATAAATTTGACCAATCTAAATATTTAATGATGTACAATGAC
AATARAATGGTTGATTCTARAGATGTGAAGATTGAAGTTTATCTTACGACARAAGAAAARNG
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Fig. 2
Proliferation of human PMNCs stimulated with SEB wildtype
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Fig. 3
Proliferation of human PMNCs stimulated with SEB del
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Fig. 4

IL-2 protein concentration in supernatant of PBMs stimulated with
SEB and SEB mutants: T-cell dependent mediator
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Fig. 5

IL-6 Protein concentration in supernatant of PBMCs stimulated with
SEB and SEB mutants: inflammatory mediator
450

400
350
300
1250
200
150
100

0 - ! | - L

100ng SEB 100ng L45R 100ngdel 10ng SEBwt 10ng L45R 10ng del 22- Medium
wt 22-24 24




WO 2022/128243 PCT/EP2021/080540
11/15

Fig. 6

TNF alpha protein concentration in supernatant of PBMCs
stimulated with SEB and SEB mutants
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Fig. 7

Inhibition of T-cell activation with rabbit serum after four
200000 immunizations
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Fig. 8
Inhibition of T-cell activation of PBMCswith rabbit serum
after four immunizations two experiments
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Fig. 9

Inhibition of T-cell activation with rabbit serum after four

160000 immunizations
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Fig. 10

Proliferation of human PBMCs stimulated with SEB del 22-24 L45R
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Fig. 11
IL-2 gene activation
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Fig. 12
ELISA Titer (mean n= 8) after Immunization with 100 ug rSEB
tandem mutant + Tmg AL(OH)3
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