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SEQUENCE LISTING

AnaptysBio, Inc.
ANTIBODIES DIRECTED AGAINST LYMPHOCYTE ACTIVATION GENE 3 (LAG-3)
723163

uUs 62/111,486
2015-02-03

200
PatentIn version 3.5

1

114

PRT

Artificial Sequence

Synthetic Sequence

MISC_FEATURE
(28)..(28)
Xaal is asparagine (Asn) or serine (Ser)

MISC_FEATURE
(30)..Q30)
Xaa2 is lysine (Lys), tyrosine (Tyr), or asparagine (Asn)

MISC_FEATURE
(38)..(38)
Xaa3 is lysine (Lys) or glutamine (G1n)

MISC_FEATURE
(48)..(48)
Xaad4 is isoleucine (I1e) or methionine (Met)

MISC_FEATURE
(53)..(53)

Xaa5 is alanine (Ala) or proline (Pro)

MISC_FEATURE
(56)..(56)
Xaa6 is glycine (Gly), asparagine (Asn), or aspartic acid (Asp)

MISC_FEATURE
(61)..(61)
Xaa7 is alanine (Ala) or serine (Ser)

MISC_FEATURE
(65)..(65)
Xaa8 is glutamine (GIn) or arginine (Arg)

MISC_FEATURE

77)..(77)

Xaa9 is aspartic acid (Asp) or asparagine (Asn)
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723163_ST25
<400> 1
Glu val Gln Leu val GIn ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Phe Xaa Ile Xaa Asp Asp
20 25 30

Tyr Ile His Trp val Xaa GIn Ala Pro Gly Lys Gly Leu Glu Trp Xaa
35 40 45

Gly Trp Ile Asp Xaa Glu Asn Xaa Asp Ser Glu Tyr Xaa Ser Lys Phe
50 55 60

Xaa Gly Arg val Thr Ile Thr val Asp Thr Ser Thr Xaa Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val
100 105 110

Ser Ser

<210> 2

<211> 114

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 2
Glu val Gln Leu val GIn ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Asp
20 25 30

Tyr Ile His Trp val Lys GIn Ala Pro Gly Lys Gly Leu Glu Trp Ile
35 40 45

Gly Trp Ile Asp Pro Glu Asn Gly Asp Ser Glu Tyr Ala Ser Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr val Asp Thr Ser Thr Asn Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95
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723163_ST25
Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val
100 105

110
Ser Ser
<210> 3
<211> 114
<212> PRT
<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 3

Glu val Gln Leu val GIn ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Phe Ser Ile Lys Asp Asp
20 25 30

Tyr Ile His Trp val Lys GIn Ala Pro Gly Lys Gly Leu Glu Trp Ile
35 40 45

Gly Trp Ile Asp Pro Glu Asn Gly Asp Ser Glu Tyr Ala Ser Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr val Asp Thr Ser Thr Asn Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val
100 105 110

Ser Ser

<210> 4

<211> 114

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 4

Glu val Gln Leu val GIn ser Gly Ala Glu val Lys Lys Pro Gly Ala

1 5 10 15

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Asp
20 25 30
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723163_ST25

Tyr Ile His Trp val Lys GIn Ala Pro Gly Lys Gly Leu Glu Trp Ile
35 40 45

Gly Trp Ile Asp Pro Glu Asn Asn Asp Ser Glu Tyr Ala Ser Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr val Asp Thr Ser Thr Asn Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val

100 105 110
Ser Ser
<210> 5
<211> 114
<212> PRT
<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 5

Glu val Gln Leu val GIn ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Asp
20 25 30

Tyr Ile His Trp val Lys GIn Ala Pro Gly Lys Gly Leu Glu Trp Ile
35 40 45

Gly Trp Ile Asp Pro Glu Asn Gly Asp Ser Glu Tyr Ser Ser Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr val Asp Thr Ser Thr Asn Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val
100 105 110

Ser Ser

<210> 6
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<211>
<212>
<213>

<220>
<223>

<400>

Glu val
1

Thr val
Tyr Ile

Gly Trp
50

Gln Gly
65

Met Glu
Thr Tyr
ser ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu val
1

Thr val
Tyr Ile

Gly Trp
50

Gln Gly

723163_ST25
114
PRT
Artificial Sequence

Synthetic Sequence
6
Gln Leu val GIn Ser Gly Ala Glu val

5 10

Lys Ile Ser Cys Lys Ala Ser Gly Phe
20 25

His Trp val GIn Gln Ala Pro Gly Lys
35 40

ITe Asp Pro Glu Asn Gly Asp Ser Glu
55

Arg val Thr Ile Thr val Asp Thr Ser
70 75

Leu Ser Ser Leu Arg Ser Glu Asp Thr
85 90

Ala Phe Gly Gly Tyr Trp Gly Gln Gly
100 105

7

114

PRT

Artificial Sequence

Synthetic Sequence
7
Gln Leu val GIn Ser Gly Ala Glu val

5 10

Lys Ile Ser Cys Lys Ala Ser Gly Phe
20 25

His Trp val Lys Gln Ala Pro Gly Lys
35 40

ITe Asp Pro Glu Asn Asp Asp Ser Glu
55

Arg val Thr Ile Thr val Asp Thr Ser
Page 5

Lys

Asn

Gly

Tyr

Thr

Ala

Thr

Lys

Asn

Gly

Tyr

Thr

Lys

Ile

Leu

45

Ala

Asn

val

Thr

Lys

Ile

Leu

45

Ala

Asn

Pro

Ser

Thr

Tyr

val
110

Pro

Ser

Thr

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Thr

Gly

15

Asp

Trp

Lys

Ala

Asp

Met

Phe

Tyr

80

Cys

val

Phe

Tyr



723163_ST25
75

65 70 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val
100 105 110

Ser Ser

<210> 8

<211> 114

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 8

Glu val Gln Leu val GIn ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Phe Asn Ile Tyr Asp Asp
20 25 30

Tyr Ile His Trp val Gln GIn Ala Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asp Pro Glu Asn Gly Asp Ser Glu Tyr Ala Ser Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr val Asp Thr Ser Thr Asn Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val
100 105 110

Ser Ser

<210> 9

<211> 114

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 9

Glu val Gln Leu val GIn ser Gly Ala Glu val Lys Lys Pro Gly Ala
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Thr val
Tyr Ile

Gly Trp
50

Gln Gly
65

Met Glu
Thr Tyr
ser Sser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu val

1

Thr val

Tyr Ile

Gly Trp
50

Gln Gly
65

Met Glu

Thr Tyr

Lys Ile
20

His Trp
35

Ile Asp

Arg val

Leu Ser

Ala Phe

100

10
114
PRT

Ser

val

Pro

Thr

Ser

85

Gly

Cys

Gln

Glu

Ile

70

Leu

Gly

Lys

Gln

Asn

55

Thr

Arg

Tyr

Artificial Sequence

Synthetic Sequence

10

Gln Leu

Lys Ile
20

His Trp

35

Ile Asp

Arg val

Leu Ser

Ala Phe
100

val Gln ser
5

Ser

val

Pro

Thr

Ser

85

Gly

Cys

Gln

Glu

Ile

70

Leu

Gly

Lys

Gln

Asn

55

Thr

Arg

Tyr

723163_ST25
10

Ala Ser Gly Phe

Ala

40

Gly

val

Ser

Trp

Gly

Ala

Ala

40

Gly

val

Ser

Trp

25

Pro

Asp

Asp

Glu

Ala

Ser

25

Pro

Asp

Asp

Glu

Gly

Ser

Thr

Asp

90

Gln

Glu

10

Gly

Gly

Ser

Thr

Asp
90

Lys

Glu

Ser

75

Thr

Gly

val

Phe

Lys

Glu

Ser

75

Thr

Gly GIn Gly

105

Page 7

Ser

Gly

Tyr

Thr

Ala

Thr

Lys

Ser

Gly

Tyr

Thr

Ala

Thr

Ile

Leu

45

Ala

Asn

val

Thr

Lys

Ile

Leu

45

Ala

Asn

val

Thr

Tyr

30

Glu

Ser

Thr

Tyr

val
110

Pro

Ser

Thr

Tyr

val
110

15

Asp

Trp

Lys

Ala

Tyr

95

Thr

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Thr

Asp

Met

Phe

Tyr

80

Cys

val

Ala

Asp

Met

Phe

Tyr

80

Cys

val



Ser Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu val
1

Thr val
Tyr Ile

Gly Trp
50

Gln Gly
65

Met Glu
Thr Tyr
ser Sser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

11
114
PRT

Artificial Sequence

Synthetic Sequence

11

Gln Leu

Lys Ile
20

His Trp
35

Ile Asp

Arg val

Leu Ser

Ala Phe

100

12
114
PRT

val

5

Ser

val

Pro

Thr

Ser

85

Gly

Gln

Cys

Gln

Glu

Ile

70

Leu

Gly

Ser

Lys

Gln

Asn

55

Thr

Arg

Tyr

Artificial Sequence

Synthetic Sequence

12

Glu val GIn Leu val Gln Ser
1

5

Thr val Lys Ile Ser Cys Lys
20

Tyr Ile His Trp val Gln Gln
35

723163_ST25

Gly Ala Ggu val Lys Lys
1

Ala Ser Gly Phe Ser Ile
25

Ala Pro Gly Lys Gly Leu
40 45

Gly Asp Ser Glu Tyr Ala

val Asp Thr Ser Thr Asn
75

Ser Glu Sgp Thr Ala val

Trp Gly GIn Gly Thr Thr

Gly Ala Ggu val Lys Lys
1

Ala Ser Gly Phe Asn Ile
25

Pro

Asn

30

Glu

Ser

Thr

Tyr

val
110

Pro

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Thr

Gly
15

Ala

Asp

Met

Phe

Tyr

80

Cys

val

Ala

Lys Asp Asp
30

Ala Pro Gly Lys Gly Leu Glu Trp Met
40 45
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723163_ST25

Gly Trp Ile Asp Pro Glu Asn Asn Asp Ser Glu Tyr Ser Ser Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr val Asp Thr Ser Thr Asn Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val
100 105 110

Ser Ser

<210> 13

<211> 114

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 13
Glu val Gln Leu val GIn ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Phe Asn Ile Tyr Asp Asp
20 25 30

Tyr Ile His Trp val Gln GIn Ala Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asp Pro Glu Asn Asn Asp Ser Glu Tyr Ala Ser Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr val Asp Thr Ser Thr Asn Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val
100 105 110

Ser Ser

<210> 14

<211> 114

<212> PRT

<213> Artificial Sequence
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723163_ST25
<220>
<223> Synthetic Sequence
<400> 14

Glu val Gln Leu val GIn Ser Gly Ala Glu val
1 5 10

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Phe
20 25

Tyr Ile His Trp val Gln GIn Ala Pro Gly Lys
35 40

Gly Trp Ile Asp Pro Glu Ash Asn Asp Ser Glu

50 55
Gln Gly Arg val Thr Ile Thr val Asp Thr Ser
65 70 75
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr
85 90
Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly
100 105
Ser Ser
<210> 15
<211> 114
<212> PRT
<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 15

Glu val Gln Leu val GIn Ser Gly Ala Glu val
1 5 10

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Phe
20 25

Tyr Ile His Trp val Gln GIn Ala Pro Gly Lys
35 40

Gly Trp Ile Asp Pro Glu Asn Gly Asp Ser Glu
50 55

Arg Gly Arg val Thr Ile Thr val Asp Thr Ser
65 70 75

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr
Page 10

Lys

Asn

Gly

Tyr

Thr

Ala

Thr

Lys

Asn

Gly

Tyr

Thr

Ala

Lys

Ile

Leu

45

Ala

Asn

val

Thr

Lys

Ile

Leu

45

Ala

Asn

val

Pro

Ser

Thr

Tyr

val
110

Pro

Ser

Thr

Tyr

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Thr

Gly

15

Asp

Trp

Lys

Ala

Tyr

Asp

Met

Phe

Tyr

80

Cys

val

Asp

Met

Phe

Tyr

80

Cys



723163_ST25
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val
100 105 1
ser ser

<210> 16

<211> 114

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 16

Glu val Gln Leu val GIn ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Asp
20 25 30

Tyr Ile His Trp val Gln GIn Ala Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asp Pro Glu Asn Gly Asp Ser Glu Tyr Ser Ser Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr val Asp Thr Ser Thr Asn Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val
100 105 110

Ser Ser

<210> 17

<211> 114

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 17
Glu val Gln Leu val GIn ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Asp
Page 11



723163_ST25
20 25 30

Tyr Ile His Trp val Gln GIn Ala Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asp Pro Glu Asn Asn Asp Ser Glu Tyr Ser Ser Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr val Asp Thr Ser Thr Asn Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val
100 105 110

Ser Ser

<210> 18

<211> 114

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 18

Glu val Gln Leu val GIn Sser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Phe Ser Ile Tyr Asp Asp
20 25 30

Tyr Ile His Trp val Gln GIn Ala Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asp Pro Glu Asn Asn Asp Ser Glu Tyr Ser Ser Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr val Asp Thr Ser Thr Asn Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val
100 105 110

Ser Ser

Page 12



<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu val
1

Thr val
Tyr Ile

Gly Trp
50

Gln Gly
65

Met Glu
Thr Tyr
ser Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

19
114
PRT

Artificial Sequence

Synthetic Sequence

19

Gln Leu

Lys Ile
20

His Trp
35

Ile Asp

Arg val

Leu Ser

Ala Phe

100

20
114
PRT

val
5

Ser
val
Pro
Thr
Ser

85

Gly

Gln

Cys

Gln

Glu

Ile

70

Leu

Gly

Ser

Lys

Gln

Asn

55

Thr

Arg

Tyr

Artificial Sequence

Synthetic Sequence

20

Glu val GIn Leu val Gln Ser
1 5

Thr val Lys Ile Ser Cys Lys
20

Tyr Ile His Trp val Gln Gln
35

Gly Trp Ile Asp Pro Glu Asn
50

55

Gly

Ala

Ala

40

Gly

val

Ser

Trp

Gly

Ala

Ala

40

Gly

723163_ST25

Ala Glu
10

Ser Gly
25

Pro Gly

Asp Ser

Asp Thr

Glu Asp
90

Gly Gln

Ala Glu
10

Ser Gly
25

Pro Gly

Asp Ser

val

Phe

Lys

Glu

Ser

75

Thr

Gly

val

Phe

Lys

Glu

Page 13

Lys

Ser

Gly

Tyr

Thr

Ala

Thr

Lys

Asn

Lys

Ile

Leu

45

Ser

Asn

val

Thr

Lys

Ile

Leu

45

Ser

Pro

Tyr

30

Glu

Ser

Thr

Tyr

val
110

Pro

Tyr

30

Glu

Ser

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Thr

Gly
15
Asp

Trp

Lys

Ala

Asp

Met

Phe

Tyr

80

Cys

val

Ala

Asp

Met

Phe



723163_ST25

Gln Gly Arg val Thr Ile Thr val Asp Thr Ser Thr Asn Thr

65 70 75

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr

85 90

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val
100 105 110

Ser Ser

<210> 21

<211> 114

<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic Sequence

<400> 21

Glu val Gln Leu val GIn Ser Gly Ala Glu val Lys Lys Pro
1 5 10

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Phe Ser Ile Lys
20 25 30

Tyr Ile His Trp val Gln GIn Ala Pro Gly Lys Gly Leu Glu
35 40 45

Gly Trp Ile Asp Pro Glu Asn Gly Asp Ser Glu Tyr Ser Ser
50 55 60

Gln Gly Arg val Thr Ile Thr val Asp Thr Ser Thr Asn Thr
65 70 75

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr
85 90

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val
100 105 110

Ser Ser

<210> 22

<211> 114

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 22
Page 14

Ala
Tyr

95

Thr

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Thr

Tyr
80
Cys

val

Ala

Asp

Met

Phe

Tyr

80

Cys

val



Glu

Thr

Tyr

Gly

Arg

65

Met

Thr

Ser

val

val

Trp

50

Gly

Glu

Tyr

Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Gln Leu

Lys Ile
20

His Trp
35

Ile Asp

Arg val

Leu Ser

Ala Phe

100

23
114
PRT

val

Ser

val

Pro

Thr

Ser

85

Gly

Gln

Cys

Gln

Glu

Ile

70

Leu

Gly

Ser

Lys

Gln

Asn

55

Thr

Arg

Tyr

Artificial Sequence

Synthetic Sequence

23

Glu val Gln Leu

1

Thr

Tyr

Gly

Arg

65

Met

Thr

val

Trp
50
Gly

Glu

Tyr

Lys Ile
20

His Trp

35

Ile Asp

Arg val

Leu Ser

Ala Phe

val

5

Ser

val

Pro

Thr

Ser

85

Gly

Gln

Cys

Gln

Glu

Ile

70

Leu

Gly

Ser

Lys

Gln

Asn

55

Thr

Arg

Tyr

723163_ST25

Gly Ala Glu val

Ala

Ala

40

Asn

val

Ser

Trp

Gly

Ala

Ala

40

Gly

val

Ser

Trp

Ser

25

Pro

Asp

Asp

Glu

Ala

Ser

25

Pro

Asp

Asp

Glu

10

Gly

Gly

Ser

Thr

Asp

90

Gln

Glu

10

Gly

Gly

Ser

Thr

Asp
90

Phe

Lys

Glu

Ser

75

Thr

Gly

val

Phe

Lys

Glu

Ser

75

Thr

Gly GIn Gly
Page 15

Lys

Asn

Gly

Tyr

Thr

Ala

Thr

Lys

Ser

Gly

Tyr

Thr

Ala

Thr

Lys

Ile

Leu

45

Ala

Asn

val

Thr

Lys

Ile

Leu

45

Ala

Asn

val

Thr

Pro

Ser

Thr

Tyr

val
110

Pro

Tyr

30

Glu

Ser

Thr

Tyr

val

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Thr

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Thr

Asp

Met

Phe

Tyr

80

Cys

val

Asp

Met

Phe

Tyr

80

Cys

val



723163_ST25
100 105 110

Ser Ser

<210> 24

<211> 114

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 24

Glu val Gln Leu val GIn ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Phe Asn Ile Tyr Asp Asp
20 25 30

Tyr Ile His Trp val Gln GIn Ala Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asp Pro Glu Asn Asn Asp Ser Glu Tyr Ser Ser Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr val Asp Thr Ser Thr Asn Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val
100 105 110

Ser Ser

<210> 25

<211> 114

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 25
Glu val Gln Leu val GIn ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Phe Ser Ile Lys Asp Asp
20 25 30

Tyr Ile His Trp val Gln GIn Ala Pro Gly Lys Gly Leu Glu Trp Met
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35 40 45

Gly Trp Ile Asp Pro Glu Asn Asn Asp Ser Glu Tyr Ala Ser Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr val Asp Thr Ser Thr Asn Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val
100 105 110

Ser Ser

<210> 26

<211> 114

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 26

Glu val Gln Leu val GIn ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Phe Ser Ile Lys Asp Asp
20 25 30

Tyr Ile His Trp val Gln GIn Ala Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asp Pro Glu Asn Gly Asp Ser Glu Tyr Ala Ser Lys Phe
50 55 60

Arg Gly Arg val Thr Ile Thr val Asp Thr Ser Thr Asn Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val
100 105 110

Ser Ser

<210> 27
<211> 114
<212> PRT
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Artificial Sequence

Synthetic Sequence

val

5

Ser

val

Pro

Thr

Ser

85

Gly

Gln

Cys

Gln

Glu

Ile

70

Leu

Gly

Ser

Lys

Gln

Asn

55

Thr

Arg

Tyr

Artificial Sequence

Synthetic Sequence

5

Ser

val

Pro

Thr

Cys

Gln

Glu

Ile

<213>
<220>
<223>
<400> 27
Glu val Gln Leu
1
Thr val Lys Ile
20
Tyr Ile His Trp
35
Gly Trp Ile Asp
50
Gln Gly Arg val
65
Met Glu Leu Ser
Thr Tyr Ala Phe
100
Ser Ser
<210> 28
<211> 114
<212> PRT
<213>
<220>
<223>
<400> 28
Glu val Gln Leu val Gln
1
Thr val Lys Ile
20
Tyr Ile His Trp
35
Gly Trp Ile Asp
50
Gln Gly Arg val
65

70

Ser

Lys

Gln

Asn

55

Thr

Gly

Ala

Ala

40

Asn

val

Ser

Trp

Gly

Ala

Ala

40

Asn

val

723163_ST25

Ala

Ser

25

Pro

Asp

Asp

Glu

Ala

Ser

25

Pro

Asp

Glu

10

Gly

Gly

Ser

Thr

Asp

90

Gln

Glu
10
Gly

Gly

Ser

val

Phe

Lys

Glu

Ser

75

Thr

Gly

val

Phe

Lys

Glu

Asp Thr Ser
75

Page 18

Lys

Ser

Gly

Tyr

Thr

Ala

Thr

Lys

Asn

Gly

Tyr

Thr

Lys

Ile

Leu

45

Ser

Asn

val

Thr

Lys

Ile

Leu

45

Ser

Asn

Pro

Lys

Glu

Ser

Thr

Tyr

val
110

Pro

Tyr

30

Glu

Ser

Thr

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Thr

Gly

15

Asp

Trp

Lys

Ala

Asp

Met

Phe

Tyr

80

Cys

val

Asp

Met

Phe

Tyr
80



723163_ST25
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val
100 105 110
ser Sser

<210> 29

<211> 114

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 29
Glu val Gln Leu val GIn ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Phe Ser Ile Lys Asp Asp
20 25 30

Tyr Ile His Trp val Gln GIn Ala Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asp Ala Glu Asn Asn Asp Ser Glu Tyr Ser Ser Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr val Asp Thr Ser Thr Asn Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val

100 105 110
Ser Ser
<210> 30
<211> 114
<212> PRT
<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 30

Glu val Gln Leu val GIn Ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15
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Thr val Lys Ile Ser Cys Lys Ala Ser Gly Phe Ser Ile Tyr Asp Asp
20 25 30

Tyr Ile His Trp val Gln GIn Ala Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asp Ala Glu Asn Asn Asp Ser Glu Tyr Ser Ser Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr val Asp Thr Ser Thr Asn Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val

100 105 110
Ser Ser
<210> 31
<211> 114
<212> PRT
<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 31

Glu val Gln Leu val GIn ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Phe Ser Ile Lys Asp Asp
20 25 30

Tyr Ile His Trp val Gln GIn Ala Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asp Ala Glu Asn Asp Asp Ser Glu Tyr Ser Ser Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr val Asp Thr Ser Thr Asn Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val
100 105 110

Ser Ser
Page 20



<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu val
1

Thr val

Tyr Ile

Gly Trp
50

Gln Gly
65

Met Glu

Thr Tyr

Ser Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

32
114
PRT

Artificial Sequence

Synthetic Sequence

32

Gln Leu

Lys Ile
20

His Trp
35

Ile Asp

Arg val

Leu Ser

Ala Phe

100

33
114
PRT

val

5

Ser

val

Ala

Thr

Ser

85

Gly

Gln

Cys

Gln

Glu

Ile

70

Leu

Gly

Ser

Lys

Gln

Asn

55

Thr

Arg

Tyr

Artificial Sequence

Synthetic Sequence

33

Glu val GIn Leu val Gln Ser

1

5

Thr val Lys Ile Ser Cys Lys
20

Tyr Ile His Trp val Gln Gln
35

Gly Trp Ile Asp Ala Glu Asn

Gly

Ala

Ala

40

Asp

val

Ser

Trp

Gly

Ala

Ala

40

Asp

723163_ST25

Ala
Ser
25

Pro
Asp

Asp

Glu

Ala
Ser
25

Pro

Asp

Glu val
10

Gly Phe

Gly Lys

Ser Glu

Thr Ser

75

Asp Thr
90

Gln Gly

Glu val
10
Gly Phe

Gly Lys

Ser Glu

Page 21

Lys

Ser

Gly

Ala

Thr

Lys

Ser

Tyr

Lys

Ile

Leu

45

Ser

Asn

val

Thr

Lys

Ile

Leu

45

Ser

Pro

Tyr

30

Glu

Ser

Thr

Tyr

val
110

Pro

Ser

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Thr

Gly
15
Asp

Trp

Lys

Ala

Asp

Met

Phe

Tyr

80

Cys

val

Ala

Asp

Met

Phe



723163_ST25
50 55

Gln Gly Arg val Thr Ile Thr val Asp Thr Ser Thr Asp Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp ggy Gln Gly Thr Thr val Thr val
5

100 110
Ser Ser
<210> 34
<211> 114
<212> PRT
<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 34

Glu val Gln Leu val GIn ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Phe Ser Ile Tyr Asp Asp
20 25 30

Tyr Ile His Trp val Gln GIn Ala Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asp Ala Glu Asn Asp Asp Ser Glu Tyr Ser Ser Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr val Asp Thr Ser Thr Asp Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val

100 105 110
Ser Ser
<210> 35
<211> 117
<212> PRT
<213> Artificial Sequence
<220>

<223> Synthetic Sequence
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

723163_ST25

MISC_FEATURE
(10)..(10)
Xaal is arginine (Arg) or glycine (Gly)

MISC_FEATURE
QL..2D
Xaa2 is threonine (Thr) or isoleucine (Ile)

MISC_FEATURE
(23)..023)

Xaa3 is threonine (Thr) or alanine (Ala)

MISC_FEATURE
(28)..(28)
Xaa4d 1is serine (Ser) or phenylalanine (Phe)

MISC_FEATURE
(30)..(30)
Xaa5 is serine (Ser) or phenylalanine (Phe)

MISC_FEATURE
(35)..035)
Xaab is serine (Ser) or isoleucine (Ile)

MISC_FEATURE
(42)..(42)
Xaa7 is glycine (Gly) or arginine (Arg)

MISC_FEATURE
(56)..(56)
Xaa8 is serine (Ser) or asparagine (Asn)

MISC_FEATURE
(78)..(78)
Xaa9 is phenylalanine (Phe) or leucine (Leu)

MISC_FEATURE
(83)..(83)
Xaal0 is asparagine (Asn) or serine (Ser)

MISC_FEATURE
(84)..(84)
Xaall is serine (Ser) or phenylalanine (Phe)

MISC_FEATURE
(96)..(096)
Xaal2 1is alanine (Ala) or valine (val)

MISC_FEATURE
(100) .. (100)
Xaal3 is aspartic acid (Asp) or asparagine (Asn)

35
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Gln

Thr

Tyr

Gly

Ser

65

Lys

Arg

val

val

Leu

Trp

Glu

50

Arg

Leu

Glu

Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Gln

Ser

Xaa

35

Ile

val

Xaa

Gly

val

115

36
117
PRT

Leu

Leu

20

Trp

Asn

Thr

Xaa

Xaa

100

Ser

Gln

Xaa

Ile

His

Ile

val

85

Tyr

Ser

Gln

Cys

Arg

Ser

Ser

70

Thr

Gly

Trp

Xaa

Gln

Gly

55

val

Ala

Asp

Artificial Sequence

Synthetic Sequence

36

GIln val Gln Leu

1

Thr

Tyr

Gly

Ser

65

Lys

Arg

Leu

Trp

Glu

50

Arg

Leu

Glu

Ser

Ser

35

Ile

val

Ser

Gly

Leu

20

Trp

Asn

Thr

Ser

Asp

Gln

5

Thr

Ile

His

Ile

val

85

Tyr

Gln

Cys

Arg

Ser

Ser

70

Thr

Gly

Trp

Ala

Gln

Gly

55

val

Ala

Asp

723163_ST25

Gly Ala Xaa Leu

val

Pro

40

Xaa

Asp

Ala

Tyr

Gly

val

Pro

40

Ser

Asp

Ala

Tyr

Tyr

25

Pro

Thr

Thr

Asp

105

Ala

Tyr

Pro

Thr

Thr

Asp

10

Gly

Xaa

Asn

Ser

Thr

90

Tyr

Gly

10

Gly

Gly

Asn

Ser

Thr
90

Gly

Lys

Tyr

Lys

75

Ala

Trp

Leu

Gly

Lys

Tyr

Lys

Ala

Asp Tyr Trp
Page 24

Leu

Xaa

Gly

Asn

60

Asn

val

Gly

Leu

Ser

Gly

Asn

60

Asn

val

Gly

Lys

Phe

Leu

45

Pro

Gln

Tyr

Gln

Lys

Phe

Leu

45

Pro

Gln

Tyr

Gln

Pro

Xaa

30

Glu

Ser

Xaa

Tyr

Gly

Pro

Ser

30

Glu

Ser

Phe

Tyr

Gly

Ser

15

Gly

Trp

Leu

Ser

Cys

95

Thr

Ser

15

Gly

Trp

Leu

Ser

Cys

95

Thr

Glu

Tyr

Ile

Lys

Leu

80

Xaa

Leu

Glu

Tyr

Ile

Lys

Leu

80

Leu



723163_ST25
100 105 110

val Thr val Ser Ser

115
<210> 37
<211> 117
<212> PRT
<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 37

Gln val Gln Leu Gln GIn Trp Gly Ala Gly Leu Leu Lys Pro Ser Glu
1 5 10 15

Thr Leu Ser Leu Thr Cys Ala val Tyr Gly Gly Ser Phe Ser Gly Tyr
20 25 30

Tyr Trp Ser Trp Ile Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Asn His Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys
50 55 60

Ser Arg val Thr Ile Ser val Asp Thr Ser Lys Asn Gln Phe Ser Leu
65 70 75 80

Lys Leu Ser Ser val Thr Ala Ala Asp Thr Ala val Tyr Tyr Cys val
85 90 95

Arg Glu Gly Asp Tyr Gly Asp Tyr Asp Tyr Trp Gly GIn Gly Thr Leu
100 105 110

val Thr val Ser Ser
115

<210> 38

<211> 117

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 38
Gln val Gln Leu Gln GIn Trp Gly Ala Gly Leu Leu Lys Pro Ser Glu
1 5 10 15

Thr Leu Ser Leu Thr Cys Ala val Tyr Gly Gly Ser Phe Ser Gly Tyr
20 25 30

Tyr Trp Ser Trp Ile Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp Ile
Page 25



723163_ST25
35 40 45

Gly Glu Ile Asn His Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys
50 55 60

Ser Arg val Thr Ile Ser val Asp Thr Ser Lys Asn Gln Phe Ser Leu
65 70 75 80

Lys Leu Asn Ser val Thr Ala Ala Asp Thr Ala val Tyr Tyr Cys Ala
90 95

Arg Glu Gly Asp Tyr Gly Asp Tyr Asp Tyr Trp Gly GIn Gly Thr Leu
100 105 110

val Thr val Ser Ser
115

<210> 39

<211> 117

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 39

Gln val Gln Leu Gln GIn Trp Gly Ala Arg Leu Leu Lys Pro Ser Glu
1 5 10 15

Thr Leu Ser Leu Thr Cys Ala val Tyr Gly Gly Ser Phe Ser Gly Tyr
20 25 30

Tyr Trp Ser Trp Ile Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Asn His Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys
50 55 60

Ser Arg val Thr Ile Ser val Asp Thr Ser Lys Asn Gln Phe Ser Leu
65 70 75 80

Lys Leu Ser Ser val Thr Ala Ala Asp Thr Ala val Tyr Tyr Cys val
85 90 95

Arg Glu Gly Asp Tyr Gly Asp Tyr Asp Tyr Trp Gly GIn Gly Thr Leu
100 105 110

val Thr val Ser Ser
115

<210> 40
<211> 117
<212> PRT
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<213> Artificial Sequence

<220>
<223>

<400> 40
GIln val Gln Leu
1

Thr Leu Ser Leu
20

Tyr Trp Ser Trp
35

Gly Glu Ile Asn
50

Ser Arg val Thr
65

Gln Gln
5

Thr Cys

Ile Arg

His Ser

Ile Ser

70

val Thr
85

Tyr Gly

Ser

Synthetic Sequence

Trp

Ala

Gln

Gly

55

val

Ala

Asp

<213> Artificial Sequence

Lys Leu Ser Ser
Arg Glu Gly Asp
100

val Thr val Ser
115

<210> 41

<211> 117

<212> PRT

<220>

<223>

<400> 41

GIln val Gln Leu
1

Thr Leu Ser Leu
20

Tyr Trp Ser Trp
35

Gly Glu Ile Asn
50

Ser Arg val Thr
65

GIln Gln

5

Ile Cys

Ile Arg

His Ser

Ile Ser
70

Synthetic Sequence

Trp

Ala

Gln

Gly
55

Gly

val

Pro

40

Asn

Asp

Ala

Tyr

Gly

val

Pro

40

Asn

Asp

723163_ST25

Ala

Tyr

Pro

Thr

Thr

Asp

105

Ala

Tyr

Pro

Thr

Gly

10

Gly

Gly

Asn

Ser

Thr

90

Tyr

Gly
10
Gly

Gly

Asn

Leu

Gly

Lys

Tyr

Lys

Ala

Trp

Leu

Gly

Lys

Tyr

Thr Ser Lys
75

Page 27

Leu

Ser

Gly

Asn

60

Asn

val

Gly

Leu

Ser

Gly

Asn

60

Asn

Lys

Phe

Leu

45

Pro

Gln

Tyr

Gln

Lys

Phe

Leu

45

Pro

Gln

Pro

Ser

30

Glu

Ser

Phe

Tyr

Gly

Pro

Ser

30

Glu

Ser

Phe

Ser

15

Gly

Trp

Leu

Ser

Cys

95

Thr

Ser

15

Gly

Trp

Leu

Ser

Lys

Leu

80

val

Leu

Lys

Leu
80



723163_ST25

Lys Leu Ser Ser val Thr Ala Ala Asp Thr Ala val Tyr Tyr Cys val
85 90 95

Arg Glu Gly Asp Tyr Gly Asp Tyr Asp Tyr Trp Gly GIn Gly Thr Leu
100 105 110

val Thr val Ser Ser
115

<210> 42

<211> 117

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 42

Gln val Gln Leu Gln GIn Trp Gly Ala Arg Leu Leu Lys Pro Ser Glu
1 5 10 15

Thr Leu Ser Leu Ile Cys Ala val Tyr Gly Gly Ser Phe Ser Gly Tyr
20 25 30

Tyr Trp Ser Trp Ile Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Asn His Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys
50 55 60

Ser Arg val Thr Ile Ser val Asp Thr Ser Lys Asn Gln Phe Ser Leu
65 70 75 80

Lys Leu Ser Ser val Thr Ala Ala Asp Thr Ala val Tyr Tyr Cys val
85 90 95

Arg Glu Gly Asp Tyr Gly Asp Tyr Asp Tyr Trp Gly GIn Gly Thr Leu
100 105 110

val Thr val Ser Ser
115

<210> 43

<211> 117

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 43

Gln val Gln Leu Gln GIn Trp Gly Ala Gly Leu Leu Lys Pro Ser Glu
1 5 10 15
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Thr

Tyr

Gly

Ser

65

Lys

Arg

val

Leu

Trp

Glu

50

Arg

Leu

Glu

Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ser

Ser
35

Ile

val

Ser

Gly

val

115

44
117
PRT

Leu

20

Trp

Asn

Thr

Ser

Thr Cys

Ile Arg

His Ser

Ile Ser

70

val Thr
85

Tyr Gly

Ser

Ala

Gln

Gly

55

val

Ala

Asp

Artificial Sequence

Synthetic Sequence

44

GIln val Gln Leu
1

Thr

Tyr

Gly

Ser

65

Lys

Arg

val

Leu

Trp

Glu

50

Arg

Leu

Glu

Thr

Ser

Ser

35

Ile

val

Ser

Gly

val

Leu

20

Trp

Asn

Thr

Ser

Gln Gln
5

Thr Cys

Ile Arg

His Ser

Ile Ser

70

val Thr
85

Tyr Gly

Ser

Trp

Ala

Gln

Gly

55

val

Ala

Asp

val

Pro

40

Asn

Asp

Ala

Tyr

Gly

val

Pro

40

Ser

Asp

Ala

Tyr

723163_ST25

Tyr Gly Gly
25

Pro

Thr

Thr

Asp

Asp
105

Ala

Tyr

Pro

Thr

Thr

Asp

Asp
105

Gly

Asn

Ser

Thr

90

Tyr

Arg

10

Gly

Arg

Asn

Ser

Thr

90

Tyr

Lys

Tyr

Lys

75

Ala

Trp

Leu

Gly

Lys

Tyr

Lys

Ala

Trp

Page 29

Ser

Gly

Asn

60

Asn

val

Gly

Leu

Ser

Gly

Asn

60

Asn

val

Gly

Phe

Leu

45

Pro

Gln

Tyr

Gln

Lys

Phe

Leu

45

Pro

Gln

Tyr

Gln

Ser

30

Glu

Ser

Phe

Tyr

Gly

Pro

Ser

30

Glu

Ser

Phe

Tyr

Gly

Gly

Trp

Leu

Ser

Cys

95

Thr

Ser

15

Gly

Trp

Leu

Ser

Cys

95

Thr

Tyr

Ile

Lys

Leu

80

val

Leu

Glu

Tyr

Ile

Lys

Leu

80

val

Leu



<210>
<211>
<212>
<213>

<220>
<223>

<400>

GIn val
1

Thr Leu

Tyr Trp

Gly Glu
50

Ser Arg
65

Lys Leu

Arg Glu

val Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>
GIn val
1

Thr Leu

Tyr Trp

Gly Glu

115

45

117

PRT

Artificial Sequence

Synthetic Sequence

45

Gln Leu Gln GIn Trp
5

Ser Leu Thr Cys Ala
20

Ser Trp Ile Arg Gln
35

ITe Asn His Ser Gly
55
val Thr Ile Ser val
70
Ser Phe val Thr Ala
85
Gly Asp Tyr Gly Asp
100

val Ser Ser

115
46

117

PRT

Artificial Sequence

Synthetic Sequence

46

Gln Leu Gln GIn Trp
5

Ser Leu Thr Cys Ala
20

Ser Trp Ile Arg Gln

35

ITe Asn His Ser Gly

Gly

val

Pro

40

Asn

Asp

Ala

Tyr

Gly

val

Pro

40

Ser

723163_ST25

Ala

Tyr

Pro

Thr

Thr

Asp

105

Ala

Tyr

25

Pro

Thr

Gly Leu

10

Gly Gly

Gly Lys

Asn Tyr

ser Lys

Thr Ala

90

Tyr Trp

Arg Leu
10
Gly Gly

Gly Lys

Asn Tyr
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Leu

Ser

Gly

Asn

60

Asn

val

Gly

Leu

Ser

Gly

Asn

Lys

Phe

Leu

45

Pro

Gln

Tyr

Gln

Lys

Phe

Leu

45

Pro

Pro

Ser

30

Glu

Ser

Phe

Tyr

Gly

Pro
ser
30

Glu

Ser

Ser

15

Gly

Trp

Leu

Ser

Cys

95

Thr

ser
15
Gly

Trp

Leu

Glu

Tyr

Ile

Lys

Leu

80

val

Leu

Glu

Tyr

Ile

Lys



723163_ST25
50 55

Ser Arg val Thr Ile Ser val Asp Thr Ser Lys Asn Gln Phe Ser Leu
65 70 75 80

Lys Leu Ser Phe val Thr Ala Ala Asp Thr Ala val Tyr Tyr Cys val
85 90 95

Arg Glu Gly Asp Tyr Gly Asp Tyr Asp Tyr Trp Gly GIn Gly Thr Leu
100 105 110

val Thr val Ser Ser
115

<210> 47

<211> 117

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 47

Gln val Gln Leu Gln GIn Trp Gly Ala Arg Leu Leu Lys Pro Ser Glu
1 5 10 15

Thr Leu Ser Leu Thr Cys Ala val Tyr Gly Gly Ser Phe Ser Gly Tyr
20 25 30

Tyr Trp Ser Trp Ile Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Asn His Ser Gly Asn Thr Asn Tyr Asn Pro Ser Leu Lys
50 55 60

Ser Arg val Thr Ile Ser val Asp Thr Ser Lys Asn Gln Phe Ser Leu
65 70 75 80

Lys Leu Ser Ser val Thr Ala Ala Asp Thr Ala val Tyr Tyr Cys val
85 90 95

Arg Glu Gly Asp Tyr Gly Asp Tyr Asp Tyr Trp Gly GIn Gly Thr Leu
100 105 110

val Thr val Ser Ser
115

<210> 48

<211> 117

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence
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<400> 48

Gln val Gln Leu Gln GIn Trp Gly Ala Gly Leu Leu Lys Pro Ser Glu
1 10

Thr Leu Ser Leu Thr Cys Thr val Tyr Gly Gly Ser Phe Ser Gly Tyr
20 25 30

Tyr Trp Ser Trp Ile Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Asn His Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys
50 55 60

Ser Arg val Thr Ile Ser val Asp Thr Ser Lys Asn Gln Phe Ser Leu
65 70 75 80

Lys Leu Asn Ser val Thr Ala Ala Asp Thr Ala val Tyr Tyr Cys Ala
85 90 95

Arg Glu Gly Asp Tyr Gly Asp Tyr Asp Tyr Trp Gly GIn Gly Thr Leu
100 105 110

val Thr val Ser Ser
115

<210> 49

<211> 117

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 49
Gln val Gln Leu Gln GIn Trp Gly Ala Gly Leu Leu Lys Pro Ser Glu
1 5 10 15

Thr Leu Ser Leu Thr Cys Ala val Tyr Gly Gly Ser Phe Ser Gly Tyr
20 25 30

Tyr Trp Ser Trp Ile Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Asn His Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys
50 55 60

Ser Arg val Thr Ile Ser val Asp Thr Ser Lys Asn Gln Leu Ser Leu
65 70 75 80

Lys Leu Asn Ser val Thr Ala Ala Asp Thr Ala val Tyr Tyr Cys Ala
85 90 95
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Arg Glu Gly Asp Tyr Gly Asp Tyr Asp Tyr Trp Gly GIn Gly Thr Leu
100 105

val Thr val Ser Ser

Artificial Sequence

Synthetic Sequence

Gln Gln
5

Thr Cys

Ile Arg

His Ser

Ile Ser

70

val Thr
85

Tyr Gly

Ser

Trp

Ala

Gln

Gly

55

val

Ala

Asp

Artificial Sequence

Synthetic Sequence

115
<210> 50
<211> 117
<212> PRT
<213>
<220>
<223>
<400> 50
GIln val Gln Leu
1
Thr Leu Ser Leu
20
Tyr Trp Ser Trp
35
Gly Glu Ile Asn
50
Ser Arg val Thr
65
Lys Leu Ser Ser
Arg Glu Gly Asp
100
val Thr val Ser
115
<210> 51
<211> 117
<212> PRT
<213>
<220>
<223>
<400> 51

1

5

Gly

val

Pro

40

Ser

Asp

Ala

Tyr

Ala

Tyr

Pro

Thr

Thr

Asp

105

Gly

10

Gly

Gly

Asn

Ser

Thr

90

Tyr

Leu

Gly

Lys

Tyr

Lys

Ala

Trp

Leu

Phe

Gly

Asn

60

Asn

val

Gly

Lys

Phe

Leu

45

Pro

Gln

Tyr

Gln

110

Pro

Ser

30

Glu

Ser

Phe

Tyr

Gly

Ser

15

Gly

Trp

Leu

Ser

Cys

95

Thr

15

Glu

Tyr

Ile

Lys

Leu

80

val

Leu

Gln val Gln Leu Gln GIn Trp Gly Ala Gly Leu Leu Lys Pro Ser Glu
10

Thr Leu Ser Leu Thr Cys Ala val Tyr Gly Gly Ser Phe Ser Gly Tyr
20 25 30

Page 33



Tyr Trp

Gly Glu
50

ser Arg
65

Lys Leu

Arg Glu

val Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ser
35

Ile

val

Ser

Gly

val

115

52
117
PRT

Trp

Asn

Thr

Ser

Asn

100

Ser

Ile Arg

His Ser

Ile Ser
70

val Thr
85

Tyr Gly

Ser

Gln

Gly

55

val

Ala

Asp

Artificial Sequence

Synthetic Sequence

52

GIln val Gln Leu
1

Thr Leu

Tyr Trp

Gly Glu

50

ser Arg

65

Lys Leu

Arg Glu

val Thr

<210>

Ser

Ile

35

Ile

val

Ser

Gly

val

115

53

Leu

20

Trp

Asn

Thr

Ser

Gln Gln
5

Thr Cys
Ile Arg
His Ser
Ile Ser

70

val Thr
85

Tyr Gly

Ser

Trp

Ala

Gln

Gly

55

val

Ala

Asp

723163_ST25

Pro Pro Gly Lys

40

Ser

Asp

Ala

Tyr

Gly

val

Pro

40

Ser

Asp

Ala

Tyr

Thr

Thr

Asp

105

Ala

Tyr

Pro

Thr

Thr

Asp

105

Asn

Ser

Thr

90

Tyr

Gly

10

Gly

Gly

Asn

Ser

Thr

90

Tyr

Tyr
Lys
75

Ala

Trp

Leu

Gly

Lys

Tyr

Lys

Ala

Trp

Page 34

Gly

Asn

60

Asn

val

Gly

Leu

Ser

Gly

Asn

60

Asn

val

Gly

Leu

45

Pro

Gln

Tyr

Gln

Lys

Phe

Leu

45

Pro

Gln

Tyr

Gln

Glu

Ser

Phe

Tyr

Gly

Pro

Ser

30

Glu

Ser

Phe

Tyr

Gly

Trp

Leu

Ser

Cys

95

Thr

Ser

15

Gly

Trp

Leu

Ser

Cys

95

Thr

Ile

Lys

Leu

80

val

Leu

Glu

Tyr

Ile

Lys

Leu

80

val

Leu



<213> Artificial Sequence

<211> 117
<212> PRT
<220>
<223>
<400> 53

GIln val Gln Leu
1

Thr Leu Ser Leu
20

Tyr Trp Ile Trp
35

Gly Glu Ile Asn
50

Ser Arg val Thr
65

Gln Gln
5

Thr Cys

Ile Arg

His Ser

Ile Ser

70

val Thr
85

Tyr Gly

Ser

Synthetic Sequence

Trp

Ala

Gln

Gly

55

val

Ala

Asp

<213> Artificial Sequence

Lys Leu Asn Ser
Arg Glu Gly Asp
100

val Thr val Ser
115

<210> 54

<211> 117

<212> PRT

<220>

<223>

<400> 54

GIln val Gln Leu
1

Thr Leu Ser Leu
20

Tyr Trp Ile Trp
35

Gly Glu Ile Asn
50

Ser Arg val Thr

GIln Gln

5

Thr Cys

Ile Arg

His Ser

Ile Ser

Synthetic Sequence

Trp

Ala

Gln

Gly

55

val

Gly

val

Pro

40

Ser

Asp

Ala

Tyr

Gly

val

Pro

40

Ser

Asp

723163_ST25

Ala

Tyr

Pro

Thr

Thr

Asp

105

Ala

Tyr

Pro

Thr

Gly

10

Gly

Gly

Asn

Ser

Thr

90

Tyr

Gly
10
Gly

Gly

Asn

Leu

Gly

Lys

Tyr

Lys

Ala

Trp

Leu

Gly

Lys

Tyr

Thr Ser Lys
Page 35

Leu

Ser

Gly

Asn

60

Asn

val

Gly

Leu

Ser

Gly

Asn

60

Asn

Lys

Phe

Leu

45

Pro

Gln

Tyr

Gln

Lys

Phe

Leu

45

Pro

Gln

Pro

Ser

30

Glu

Ser

Phe

Tyr

Gly

Pro

Phe

30

Glu

Ser

Phe

Ser

15

Gly

Trp

Leu

Ser

Cys

95

Thr

Ser

15

Gly

Trp

Leu

Ser

Lys

Leu

80

val

Leu

Lys

Leu



65

70

723163_ST25
75

80

Lys Leu Asn Ser val Thr Ala Ala Asp Thr Ala val Tyr Tyr Cys val
90 95

85

Arg Glu Gly Asn Tyr Gly Asp Tyr Asp Tyr Trp Gly GIn Gly Thr Leu
100 105

val Thr val Ser Ser

Artificial Sequence

Synthetic Sequence

Gln Gln
5

Thr Cys

Ile Arg

His Ser

Ile Ser

70

val Thr
85

Tyr Gly

Ser

Trp

Ala

Gln

Gly

55

val

Ala

Asp

Artificial Sequence

Synthetic Sequence

115
<210> 55
<211> 117
<212> PRT
<213>
<220>
<223>
<400> 55
GIln val Gln Leu
1
Thr Leu Ser Leu
20
Tyr Trp Ile Trp
35
Gly Glu Ile Asn
50
Ser Arg val Thr
65
Lys Leu Asn Ser
Arg Glu Gly Asp
100
val Thr val Ser
115
<210> 56
<211> 117
<212> PRT
<213>
<220>
<223>
<400> 56

Gly

val

Pro

40

Ser

Asp

Ala

Tyr

Ala

Tyr

Pro

Thr

Thr

Asp

105

Gly

10

Gly

Gly

Asn

Ser

Thr

90

Tyr

Leu

Gly

Lys

Tyr

Lys

Ala

Trp

Leu

Ser

Gly

Asn

60

Asn

val

Gly

Lys

Phe

Leu

45

Pro

Gln

Tyr

Gln

110

Pro

Phe

30

Glu

Ser

Phe

Tyr

Gly

Ser

15

Gly

Trp

Leu

Ser

Cys

95

Thr

Lys

Leu

80

val

Leu

Gln val Gln Leu Gln GIn Trp Gly Ala Gly Leu Leu Lys Pro Ser Glu
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Thr Leu Ser Leu Thr Cys Ala val Tyr Gly Gly Ser Phe Ser Gly Tyr
20 25 30

Tyr Trp Ser Trp Ile Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Asn His Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys
50 55 60

Ser Arg val Thr Ile Ser val Asp Thr Ser Lys Asn Gln Phe Ser Leu
65 70 75 80

Lys Leu Asn Ser val Thr Ala Ala Asp Thr Ala val Tyr Tyr Cys val
85 90 95

Arg Glu Gly Asn Tyr Gly Asp Tyr Asp Tyr Trp Gly GIn Gly Thr Leu
100 105 110

val Thr val Ser Ser

115
<210> 57
<211> 114
<212> PRT
<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<220>

<221> MISC_FEATURE

<222> (2)..(2)

<223> Xaal 1is valine (val) or isoleucine (Ile)

<220>

<221> MISC_FEATURE

<222> (25)..(25)

<223> Xaa2 is cysteine (Cys) or serine (Ser)

<220>

<221> MISC_FEATURE

<222> (34)..(034)

<223> Xaa3 is glycine (Gly) or serine (Ser)

<220>

<221> MISC_FEATURE

<222> (35)..(35)

<223> Xaa4d 1is asparagine (Asn) or aspartic acid (Asp)

<220>

<221> MISC_FEATURE

<222> (55)..(55)

<223> Xaa5 is lysine (Lys), glycine (Gly), asparagine (Asn), serine
(ser), or Tleucine (Leu)

<220>
<221> MISC_FEATURE
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<222>
<223>

<220>
<221>
<222>
<223>
<220>
<221>
<222>
<223>
<400>

Asp Xaa
1

Gln Pro
Asp Xaa

Pro Gln
50

Asp Arg
65

Ser Arg
Thr Xaa
Arg Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

(56)..(56)
Xaab is valine (val) or isoleucine (Ile)

MISC_FEATURE
(94)..(094)
Xaa7 is serine (Ser), alanine (Ala), or glycine (Gly)

MISC_FEATURE
.. (98)

(98)
Xaa8

57

val

Ala

Xaa

35

Leu

Phe

val

val

58
114
PRT

is histidine (His) or tyrosine (Tyr)

Met

Ser

20

Thr

Leu

Ser

Glu

Pro
100

Thr

5

Ile

Tyr

Ile

Gly

Ala

85

Tyr

Gln

Ser

Leu

Tyr

Ser

70

Glu

Ala

Thr

Cys

His

Xaa

55

Gly

Asp

Phe

Artificial Sequence

Synthetic Sequence

58

Asp val val Met Thr Gln Thr
1

5

Gln Pro Ala Ser Ile Ser Cys

20

Asp Gly Asn Thr Tyr Leu His
35

Pro

Arg

Trp

40

Xaa

Ser

val

Gly

Pro

Arg

723163_ST25

Leu Ser
10

Xaa Ser
25

Tyr Leu

Ser Asn

Gly Thr

Gly val

90

Gly Gly

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr

Ser val Thr Pro Gly

Ser

Lys

Phe

60

Phe

Phe

Lys

Leu Ser Leu Ser

10

Cys Ser Gln Ser

25

Trp Tyr Leu Gln Lys
40

Page 38

Leu
Pro
45

Ser
Thr

Cys

val

val
Leu

Pro
45

15

val His Ser
30

Gly GIn ser

Gly val Pro

Leu Lys Ile
80

Xaa Gln Ser
95

Glu ITe Lys
110

Thr Pro Gly
15

val His Ser
30

Gly GIn ser



Pro Gln
50

Asp Arg
65

ser Arg
Thr His
Arg Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Leu

Phe

val

val

59
114
PRT

Leu Ile Tyr Lys

55

Ser Gly Ser Gly
70

Glu Ala Glu Asp
85

Pro Tyr Ala Phe

100

Artificial Sequence

Synthetic Sequence

59

Asp val val Met

1

Gln Pro

Asp Ser

Pro Gln
50

Asp Arg
65

ser Arg

Thr His

Arg Thr

<210>
<211>
<212>
<213>

Ala

Asn

35

Leu

Phe

val

val

60
114
PRT

Ser

20

Thr

Leu

Ser

Glu

Pro
100

Thr

5

Ile

Tyr

Ile

Gly

Ala

85

Tyr

Gln

Ser

Leu

Tyr

Ser

70

Glu

Ala

Thr

Cys

His

Lys

Gly

Asp

Phe

Artificial Sequence

723163_ST25

val Ser Asn Arg

Ser

val

Gly

Pro

Arg

Trp

40

val

Ser

val

Gly

Gly

Gly

Leu

Cys

Tyr

Ser

Gly

Gly

Thr
val

90

Gly

Ser

10

Ser

Leu

Asn

Thr

val

90

Gly

Asp
75
Tyr

Thr

Leu
Gln
Gln
Arg
Asp
75

Tyr

Thr

Page 39

Phe

60

Phe

Phe

Lys

Ser

Ser

Lys

Phe

60

Phe

Phe

Lys

Ser

Thr

Cys

val

val

Leu

Pro

45

Ser

Thr

Cys

val

Gly

Leu

Ser

Glu
110

Thr

val

30

Gly

Gly

Leu

Ser

Glu
110

val

Lys

Gln

95

Ile

Pro

15

His

Gln

val

Lys

Gln

95

Ile

Pro
Ile
80

Ser

Lys

Gly

Ser

Ser

Pro

Ile

80

Ser

Lys



723163_ST25

<220>
<223> Synthetic Sequence
<400> 60

Asp val val Met Thr Gln Thr Pro Leu Ser Leu Ser val Thr Pro Gly
1 5 10 15

Gln Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu val His Ser
20 25 30

Asp Gly Asn Thr Tyr Leu His Trp Tyr Leu GIn Lys Pro Gly Gln Ser
35 40 45

Pro GIn Leu Leu ITe Tyr Lys val Ser Asn Arg Phe Ser Gly val Pro
50 55 60

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile
65 70 75 80

Ser Arg val Glu Ala Glu Asp val Gly val Tyr Phe Cys Ser Gln Ser
85 90 95

Thr His val Pro Tyr Ala Phe Gly Gly Gly Thr Lys val Glu Ile Lys

100 105 110
Arg Thr
<210> 61
<211> 114
<212> PRT
<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 61

Asp val val Met Thr Gln Thr Pro Leu Ser Leu Ser val Thr Pro Gly
1 5 10 15

Gln Pro Ala Ser Ile Ser Cys Arg Cys Ser Gln Ser Leu Vval His Ser
20 25 30

Asp Gly Asn Thr Tyr Leu His Trp Tyr Leu GIn Lys Pro Gly Gln Ser
35 40 45

Pro GIn Leu Leu ITe Tyr Gly val Ser Asn Arg Phe Ser Gly val Pro
50 55 60

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile
65 70 75 80

Ser Arg val Glu Ala Glu Asp val Gly val Tyr Phe Cys Ser Gln Ser
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85 90 95

Thr His val 568 Tyr Ala Phe Gly Gly Gly Thr Lys val Glu Ile Lys

105 110
Arg Thr
<210> 62
<211> 114
<212> PRT
<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 62

Asp val val Met Thr Gln Thr Pro Leu Ser Leu Ser val Thr Pro Gly
1 5 10 15

Gln Pro Ala Ser Ile Ser Cys Arg Cys Ser Gln Ser Leu Vval His Ser
20 25 30

Asp Gly Asn Thr Tyr Leu His Trp Tyr Leu GIn Lys Pro Gly Gln Ser
35 40 45

Pro GIn Leu Leu ITe Tyr Asn val Ser Asn Arg Phe Ser Gly val Pro
50 55 60

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile
65 70 75 80

Ser Arg val Glu Ala Glu Asp val Gly val Tyr Phe Cys Ser Gln Ser
85 90 95

Thr His val Pro Tyr Ala Phe Gly Gly Gly Thr Lys val Glu Ile Lys

100 105 110
Arg Thr
<210> 63
<211> 114
<212> PRT
<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 63

Asp val val Met Thr Gln Thr Pro Leu Ser Leu Ser val Thr Pro Gly
1 5 10 15

Gln Pro Ala Ser Ile Ser Cys Arg Cys Ser Gln Ser Leu Vval His Ser
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Asp

Pro

Asp

65

Ser

Thr

Arg

Gly

Gln

50

Arg

Arg

His

Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Asn

35

Leu

Phe

val

val

64
114
PRT

20

Thr

Leu

Ser

Glu

Pro
100

Tyr

Ile

Gly

Ala

85

Tyr

Leu

Tyr

Ser

70

Glu

Ala

His

Ser

55

Gly

Asp

Phe

Artificial Sequence

Synthetic Sequence

64

Asp val val Met

1

Gln

Asp

Pro

Asp

65

Ser

Thr

Arg

Pro

Gly

Gln

50

Arg

Arg

His

Thr

Ala

Asp

35

Leu

Phe

val

val

Ser

20

Thr

Leu

Ser

Glu

Pro
100

Thr

5

Ile

Tyr

Ile

Gly

Ala

85

Tyr

Gln

Ser

Leu

Tyr

Ser

70

Glu

Ala

Thr

Cys

His

Lys

Gly

Asp

Phe

723163_ST25
25

Trp Tyr Leu Gln
40

val

Ser

val

Gly

Pro

Arg

Trp

40

val

Ser

val

Gly

Ser

Gly

Gly

Leu

Cys

Tyr

Ser

Gly

Gly

Asn

Thr

val

90

Gly

Ser

10

Ser

Leu

Asn

Thr

val

90

Gly

Arg

Asp

75

Tyr

Thr

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr

Page 42

Lys

Phe

60

Phe

Phe

Lys

Ser

Ser

Lys

Phe

60

Phe

Phe

Lys

Pro

45

Ser

Thr

Cys

val

val

Leu

Pro

45

Ser

Thr

Cys

val

30

Gly

Gly

Leu

Ser

Glu
110

Thr

val

30

Gly

Gly

Leu

Ser

Glu
110

Gln

val

Lys

Gln

95

Ile

Pro

15

His

Gln

val

Lys

Gln

95

Ile

Ser

Pro

Ile

80

Ser

Lys

Gly

Ser

Ser

Pro

Ile

80

Ser

Lys



<210>
<211>
<212>
<213>

<220>
<223>

<400>

65
114
PRT

Artificial Sequence

Synthetic Sequence

65

Asp val val Met
1

Gln

Asp

Pro

Asp

65

Ser

Thr

Arg

Pro

Gly

Gln

50

Arg

Arg

His

Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ala

Asn

35

Leu

Phe

val

val

66
114
PRT

Ser

20

Thr

Leu

Ser

Glu

Pro
100

Thr
5

Ile
Tyr
Ile
Gly
Ala

85

Tyr

Gln

Ser

Leu

Tyr

Ser

70

Glu

Ala

Thr

Cys

His

Lys

Gly

Asp

Phe

Artificial Sequence

Synthetic Sequence

66

Asp val val Met Thr Gln Thr
1 5

Gln Pro Ala Ser Ile Ser Cys

Asp Gly Asn Thr Tyr Leu His
35

Pro GIn Leu Leu ITe Tyr Lys
55

Pro

Arg

Trp

40

val

Ser

val

Gly

Pro

Arg

Trp

40

val

723163_ST25

Leu

Cys

Tyr

Ser

Gly

Gly

Leu
Cys
25

Tyr

Ser

Ser Leu
10

Ser Gln

Leu GIn

Asn Arg

Thr Asp

75

val Tyr
90

Gly Thr

Ser Leu
10
ser Gln

Leu GIn

Asn Arg

Page 43

Ser

Ser

Lys

Phe

60

Phe

Phe

Lys

Ser

Ser

Lys

Phe
60

val

Leu

Pro

45

Ser

Thr

Cys

val

val

Leu

Pro

45

Ser

Thr

val

30

Gly

Gly

Leu

Ala

Glu
110

Thr
val
30

Gly

Gly

Pro

15

His

Gln

val

Lys

Gln

95

Ile

Pro

15

His

Gln

val

Gly

Ser

Ser

Pro

Ile

80

Ser

Lys

Gly

Ser

Ser

Pro



723163_ST25

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile
65 70 75 80

Ser Arg val Glu g]a Glu Asp val Gly g81 Tyr Phe Cys Gly g1n Ser
5 5

Thr His val Pro Tyr Ala Phe Gly Gly Gly Thr Lys val Glu Ile Lys
100 105 110

Arg Thr

<210> 67

<211> 114

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 67

Asp val val Met Thr Gln Thr Pro Leu Ser Leu Ser val Thr Pro Gly
1 5 10 15

Gln Pro Ala Ser Ile Ser Cys Arg Cys Ser Gln Ser Leu Vval His Ser
20 25 30

Asp Gly Asn Thr Tyr Leu His Trp Tyr Leu GIn Lys Pro Gly Gln Ser
35 40 45

Pro GIn Leu Leu ITe Tyr Lys val Ser Asn Arg Phe Ser Gly val Pro
50 55 60

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile
65 70 75 80

Ser Arg val Glu Ala Glu Asp val Gly val Tyr Phe Cys Ser Gln Ser
85 90 95

Thr Tyr val Pro Tyr Ala Phe Gly Gly Gly Thr Lys val Glu Ile Lys
100 105 110

Arg Thr

<210> 68

<211> 114

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 68
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Asp

Gln

Asp

Pro

Asp

65

Ser

Thr

Arg

val

Pro

Gly

Gln

50

Arg

Arg

His

Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

val

Ala

Asn

35

Leu

Phe

val

val

69
114
PRT

Met

Ser

20

Thr

Leu

Ser

Glu

Pro
100

Gly

Ala
85

Tyr

Gln

Ser

Leu

Tyr

Ser

70

Glu

Ala

Thr

Cys

His

Asp

Phe

Artificial Sequence

Synthetic Sequence

69

Asp val val Met

1

Gln

Asp

Pro

Asp

65

Ser

Thr

Pro

Ser

Gln

50

Arg

Arg

His

Ala

Asn

35

Leu

Phe

val

val

Ser

20

Thr

Leu

Ser

Glu

Pro

Thr
5

Ile

Gly

Ala
85

Tyr

Gln

Ser

Leu

Tyr

Ser

70

Glu

Ala

Thr

Cys

His

Leu

55

Gly

Asp

Phe

723163_ST25

Pro Leu Ser Leu

Arg

Trp

40

Ser

val

Gly

Pro

Arg

Trp

40

val

Ser

val

Gly

Cys

25

Tyr

Ser

Gly

Gly

Leu

Ser

25

Tyr

Ser

Gly

Gly

10

Ser

Leu

Asn

Thr

val

90

Gly

Ser

10

Ser

Leu

Asn

Thr

val
90

Arg

Asp

75

Tyr

Thr

Leu

Gln

Gln

Arg

Asp

75

Tyr

Gly Gly Thr
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Ser

Ser

Lys

Phe

60

Phe

Phe

Lys

Ser

Ser

Lys

Phe

60

Phe

Phe

Lys

val

Leu

Pro

45

Ser

Thr

Cys

val

val

Leu

Pro

45

Ser

Thr

Cys

val

Thr

val

30

Gly

Gly

Leu

Ser

Glu
110

Thr

val

30

Gly

Gly

Leu

Gly

Glu

Pro

15

His

Gln

val

Lys

Gln

95

Ile

Pro

15

His

Gln

val

Lys

Gln

95

Ile

Gly

Ser

Ser

Pro

Ile

80

Ser

Lys

Gly

Ser

Ser

Pro

Ile

80

Ser

Lys



723163_ST25

100 105 110
Arg Thr
<210> 70
<211> 114
<212> PRT
<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 70

Asp val val Met Thr Gln Thr Pro Leu Ser Leu Ser val Thr Pro Gly
1 5 10 15

Gln Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu val His Ser
20 25 30

Asp Ser Asn Thr Tyr Leu His Trp Tyr Leu GIn Lys Pro Gly Gln Ser
35 40 45

Pro GIn Leu Leu ITe Tyr Lys val Ser Asn Arg Phe Ser Gly val Pro
50 55 60

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile
65 70 75 80

Ser Arg val Glu g]a Glu Asp val Gly g81 Tyr Phe Cys Gly g1n Ser
5 5

Thr His val Pro Tyr Ala Phe Gly Gly Gly Thr Lys val Glu Ile Lys

100 105 110
Arg Thr
<210> 71
<211> 114
<212> PRT
<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 71

Asp val val Met Thr Gln Thr Pro Leu Ser Leu Ser val Thr Pro Gly
1 5 15

Gln Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu Vval His Ser
25 30

Asp Gly Asn Thr Tyr Leu His Trp Tyr Leu GIn Lys Pro Gly Gln Ser
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Pro

Asp

65

Ser

Thr

Arg

Gln

50

Arg

Arg

His

Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

35

Leu

Phe

val

val

72
114
PRT

Leu Ile Tyr Lys

55

Ser Gly Ser Gly
70

Glu Ala Glu Asp
85

Pro Tyr Ala Phe

100

Artificial Sequence

Synthetic Sequence

72

Asp val val Met
1

Gln

Asp

Pro

Asp

65

Ser

Thr

Arg

Pro

Ser

Gln

50

Arg

Arg

His

Thr

<210>
<211>
<212>

Ala

Asn

35

Leu

Phe

val

val

73
114
PRT

Ser

20

Thr

Leu

Ser

Glu

Pro
100

Thr

5

Ile

Tyr

Ile

Gly

Ala

85

Tyr

Gln

Ser

Leu

Tyr

Ser

70

Glu

Ala

Thr

Cys

His

Leu

55

Gly

Asp

Phe

723163_ST25

val Ser Asn Arg

Ser

val

Gly

Pro

Arg

Trp

40

val

Ser

val

Gly

Gly

Gly

Gly
105

Leu

Ser

25

Tyr

Ser

Gly

Gly

Thr
val

90

Gly

Ser

10

Ser

Leu

Asn

Thr

val

90

Gly

Asp
75
Tyr

Thr

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr
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Phe

60

Phe

Phe

Lys

Ser

Ser

Lys

Phe

60

Phe

Phe

Lys

45

Ser

Thr

Cys

val

val

Leu

Pro

45

Ser

Thr

Cys

val

Gly

Leu

Gly

Glu
110

Thr

val

30

Gly

Gly

Leu

Ser

Glu
110

val

Lys

Gln

95

Ile

Pro

15

His

Gln

val

Lys

Gln

95

Ile

Pro
Ile
80

Ser

Lys

Gly

Ser

Ser

Pro

Ile

80

Ser

Lys



Artificial Sequence

Synthetic Sequence

Thr Gln Thr
5

Ile Ser Cys

Tyr Leu His

Ile Tyr Leu
55

Gly Ser Gly
70

Ala Glu Asp
85

Tyr Ala Phe

Artificial Sequence

Synthetic Sequence

<213>
<220>
<223>
<400> 73
Asp val val Met
1
GIn Pro Ala Ser
20
Asp Gly Asn Thr
35
Pro Gln Leu Leu
50
Asp Arg Phe Ser
65
Ser Arg val Glu
Thr His val Pro
100
Arg Thr
<210> 74
<211> 114
<212> PRT
<213>
<220>
<223>
<400> 74

Asp val val Met

1

GIln Pro Ala Ser

20

Asp Gly Asn Thr
35

Pro Gln Leu Leu

50

Asp Arg Phe Ser
65

Thr GlIn Thr
5

Ile Ser Cys

Tyr Leu His

Ile Tyr Leu
55

Gly Ser Gly
70

Pro

Arg

Trp

40

val

Ser

val

Gly

Pro

Arg

Trp

40

Ile

Ser

723163_ST25

Leu

Ser

25

Tyr

Ser

Gly

Gly

Leu
ser
25

Tyr

Ser

Ser

10

Ser

Leu

Asn

Thr

val

90

Gly

ser
10
ser

Leu

Asn

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr

Leu

Gln

Gln

Arg

Gly Thr Asp
75

Page 48

Ser

Ser

Lys

Phe

60

Phe

Phe

Lys

Ser

Ser

Lys

Phe

60

Phe

val

Leu

Pro

45

Ser

Thr

Cys

val

val

Leu

Pro

45

Ser

Thr

Thr

val

30

Gly

Gly

Leu

Gly

Glu
110

Thr

val

30

Gly

Gly

Leu

Pro

15

His

Gln

val

Lys

Gln

95

Ile

Pro

15

His

Gln

val

Lys

Gly

Ser

Ser

Pro

Ile

80

Ser

Lys

Gly

Ser

Ser

Pro

Ile
80



723163_ST25

Ser Arg val Glu Ala Glu Asp val Gly val Tyr Phe Cys Gly GlIn Ser
90

85

95

Thr His val Pro Tyr Ala Phe Gly Gly Gly Thr Lys val Glu Ile Lys
100 105 110

Arg Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Asp val
1

Gln Pro
Asp Gly

Pro Gln
50

Asp Arg
65

ser Arg
Thr His
Arg Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

75

114

PRT

Artificial Sequence

Synthetic Sequence

75

val Met Thr Gln Thr
5

Ala Ser Ile Ser Cys
20

Asn Thr Tyr Leu His
35

Leu Leu ITe Tyr Leu
55

Phe Ser Gly Ser Gly
70

val Glu Ala Glu Asp
85

val Pro Tyr Ala Phe
100

76

114

PRT

Artificial Sequence

Synthetic Sequence

76

Pro

Arg

Trp

40

val

Ser

val

Gly

Leu

Ser

25

Tyr

Ser

Gly

Gly

Gly

Ser

10

Ser

Leu

Asn

Thr

val

90

Gly

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr

Ser

Ser

Lys

Phe

60

Phe

Phe

Lys

val

Leu

Pro

45

Ser

Thr

Cys

val

Thr

val

30

Gly

Gly

Leu

Ser

Glu
110

Pro

15

His

Gln

val

Lys

Gln

95

Ile

Gly

Ser

Ser

Pro

Ile

80

Ser

Lys

Asp val val Met Thr Gln Thr Pro Leu Ser Leu Ser val Thr Pro Gly
1 5 15
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Gln

Asp

Pro

Asp

65

Ser

Thr

Arg

Pro

Ser

Gln

50

Arg

Arg

His

Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ala

Asn

35

Leu

Phe

val

val

77
114
PRT

Ser

20

Thr

Leu

Ser

Glu

Pro
100

Ile

Tyr

Ile

Gly

Ala

85

Tyr

Ser

Leu

Tyr

Ser

70

Glu

Ala

Cys

His

Lys

Gly

Asp

Phe

Artificial Sequence

Synthetic Sequence

77

Asp val val Met
1

Gln

Asp

Pro

Asp

65

Ser

Thr

Arg

Pro

Ser

Gln

50

Arg

Arg

His

Thr

Ala

Asn

35

Leu

Phe

val

val

Ser

20

Thr

Leu

Ser

Glu

Pro
100

Thr

5

Ile

Tyr

Ile

Gly

Ala

85

Tyr

Gln

Ser

Leu

Tyr

Ser

70

Glu

Ala

Thr

Cys

His

Lys

Gly

Asp

Phe

723163_ST25

Arg Ser Ser Gln

Trp

40

Ile

Ser

val

Gly

Pro

Arg

Trp

40

Ile

Ser

val

Gly

25

Tyr

Ser

Gly

Gly

Leu

Ser

25

Tyr

Ser

Gly

Gly

Leu

Asn

Thr

val

90

Gly

Ser

10

Ser

Leu

Asn

Thr

val

90

Gly

Gln

Arg

Asp

75

Tyr

Thr

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr
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Ser

Lys

Phe

60

Phe

Phe

Lys

Ser

Ser

Lys

Phe

60

Phe

Phe

Lys

Leu

Pro

45

Ser

Thr

Cys

val

val

Leu

Pro

45

Ser

Thr

Cys

val

val

30

Gly

Gly

Leu

Ser

Glu
110

Thr

val

30

Gly

Gly

Leu

Gly

Glu
110

His

Gln

val

Lys

Gln

95

Ile

Pro

15

His

Gln

val

Lys

Gln

95

Ile

Ser

Ser

Pro

Ile

80

Ser

Lys

Gly

Ser

Ser

Pro

Ile

80

Ser

Lys



Artificial Sequence

Synthetic Sequence

Thr
5

Ile

Gly

Ala
85

Tyr

Gln

Ser

Leu

Tyr

Ser

70

Glu

Ala

Thr

Cys

His

Asp

Phe

Artificial Sequence

Synthetic Sequence

<210> 78

<211> 114

<212> PRT

<213>

<220>

<223>

<400> 78

Asp val val Met

1

GIln Pro Ala Ser
20

Asp Gly Asn Thr

35
Pro Gln Leu Leu
50

Asp Arg Phe Ser

65

Ser Arg val Glu

Thr Tyr val Pro
100

Arg Thr

<210> 79

<211> 114

<212> PRT

<213>

<220>

<223>

<400> 79

Asp val val Met Thr Gln Thr

1

5

Gln Pro Ala Ser Ile Ser Cys

Asp Ser Asn Thr Tyr Leu His
35

Pro GIn Leu Leu ITe Tyr Leu

Pro

Arg

Trp

40

val

Ser

val

Gly

Pro

Arg

Trp
40

723163_ST25

Leu
ser
25

Tyr
ser

Gly

Gly

Leu
ser
2

Tyr

Ser

ser Leu
10

Ser Gln

Leu GIn

Asn Arg

Thr Asp

75

val Tyr
90

Gly Thr

Ser Leu
10
Ser Gln

Leu GIn

Asn Arg

Page 51

Ser

Ser

Lys

Phe

60

Phe

Phe

Lys

Ser

Ser

Lys

Phe

val

Leu

Pro

45

Ser

Thr

Cys

val

val

Leu

Pro

45

Ser

Thr

val

30

Gly

Gly

Leu

Ser

Glu
110

Thr
val
30

Gly

Gly

Pro

15

His

Gln

val

Lys

Gln

95

Ile

Pro

15

His

Gln

val

Gly

Ser

Ser

Pro

Ile

80

Ser

Lys

Gly

Ser

Ser

Pro



723163_ST25
50 55

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile
65 70 75 80

Ser Arg val Glu g]a Glu Asp val Gly g81 Tyr Phe Cys Gly g1n Ser
5 5

Thr His val Pro Tyr Ala Phe Gly Gly Gly Thr Lys val Glu Ile Lys
100 105 110

Arg Thr

<210> 80

<211> 114

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 80

Asp val val Met Thr Gln Thr Pro Leu Ser Leu Ser val Thr Pro Gly
1 5 10 15

Gln Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu val His Ser
20 25 30

Asp Ser Asn Thr Tyr Leu His Trp Tyr Leu GIn Lys Pro Gly Gln Ser
35 40 45

Pro GIn Leu Leu ITe Tyr Leu val Ser Asn Arg Phe Ser Gly val Pro
50 55 60

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile
65 70 75 80

Ser Arg val Glu g]a Glu Asp val Gly g81 Tyr Phe Cys Gly g1n Ser
5 5

Thr Tyr val Pro Tyr Ala Phe Gly Gly Gly Thr Lys val Glu Ile Lys
100 105 110

Arg Thr

<210> 81

<211> 114

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence
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<400> 81
Asp val val Met Thr Gln Thr Pro Leu Ser Leu Ser val Thr Pro Gly
1 5 10 15

Gln Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu val His Ser
20 25 30

Asp Ser Asn Thr Tyr Leu His Trp Tyr Leu GIn Lys Pro Gly Gln Ser
35 40 45

Pro GIn Leu Leu ITe Tyr Leu Ile Ser Asn Arg Phe Ser Gly val Pro
50 55 60

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile
65 70 75 80

Ser Arg val Glu g]a Glu Asp val Gly g81 Tyr Phe Cys Gly g1n Ser
5 5

Thr Tyr val Pro Tyr Ala Phe Gly Gly Gly Thr Lys val Glu Ile Lys

100 105 110
Arg Thr
<210> 82
<211> 114
<212> PRT
<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 82

Asp val val Met Thr Gln Thr Pro Leu Ser Leu Ser val Thr Pro Gly
1 5 10 15

Gln Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu val His Ser
20 25 30

Asp Ser Asn Thr Tyr Leu His Trp Tyr Leu GIn Lys Pro Gly Gln Ser
35 40 45

Pro GIn Leu Leu ITe Tyr Leu val Ser Asn Arg Phe Ser Gly val Pro
50 55 60

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile
65 70 75 80

Ser Arg val Glu g]a Glu Asp val Gly g81 Tyr Phe Cys Gly g1n Ser
5 5
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Thr Tyr val Pro Tyr Ala Phe Gly Gly Gly Thr Lys val Glu Ile Lys

Arg Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

83
114
PRT

100

Artificial Sequence

Synthetic Sequence

83

Asp val val Met

1

Gln Pro

Asp Ser

Pro Gln
50

Asp Arg
65

ser Arg

Thr His

Arg Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ala

Asn

35

Leu

Phe

val

val

84
114
PRT

Ser

20

Thr

Leu

Ser

Glu

Pro
100

Thr

5

Ile

Tyr

Ile

Gly

Ala

85

Tyr

Gln

Ser

Leu

Tyr

Ser

70

Glu

Ala

Thr

Cys

His

Leu

55

Gly

Asp

Phe

Artificial Sequence

Synthetic Sequence

84

Pro

Arg

Trp

40

val

Ser

val

Gly

105

Leu

Ser

25

Tyr

Ser

Gly

Gly

Ser

10

Ser

Leu

Asn

Thr

val

90

Gly

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr

Ser

Ser

Lys

Phe

60

Phe

Phe

Lys

val

Leu

Pro

45

Ser

Thr

Cys

val

110

Thr Pro
15

val His
30

Gly GlIn

Gly val

Leu Lys

Gly GlIn

95

Glu Ile
110

Gly

Ser

Ser

Pro

Ile

80

Ser

Lys

Asp val val Met Thr Gln Thr Pro Leu Ser Leu Ser val Thr Pro Gly

1

5

10

15

Gln Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu val His Ser
25
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Asp

Pro

Asp

65

Ser

Thr

Arg

Ser

Gln

50

Arg

Arg

His

Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Asn

35

Leu

Phe

val

val

85
114
PRT

Thr

Leu

Ser

Glu

Pro
100

Tyr

Ile

Gly

Ala

85

Tyr

Leu His

Tyr Lys

Ser Gly

70

Glu Asp

Ala Phe

Artificial Sequence

Synthetic Sequence

85

Asp val val Met
1

Gln

Asp

Pro

Asp

65

Ser

Thr

Arg

Pro

Ser

Gln

50

Arg

Arg

His

Thr

<210>

Ala

Asn

35

Leu

Phe

val

val

86

Ser

20

Thr

Leu

Ser

Glu

Pro
100

Thr
5

Ile
Tyr
Ile
Gly
Ala

85

Tyr

Gln Thr

Ser Cys

Leu His

Tyr Leu

55

Ser Gly
70

Glu Asp

Ala Phe

723163_ST25

Trp Tyr Leu Gln
40

val

Ser

val

Gly

Pro

Arg

Trp

40

val

Ser

val

Gly

Ser

Gly

Gly

Leu

Ser

25

Tyr

Ser

Gly

Gly

Asn

Thr

val

90

Gly

Ser

10

Ser

Leu

Asn

Thr

val

90

Gly

Arg

Asp

75

Tyr

Thr

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr
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Lys

Phe

60

Phe

Phe

Lys

Ser

Ser

Lys

Phe

60

Phe

Phe

Lys

Pro

45

Ser

Thr

Cys

val

val

Leu

Pro

45

Ser

Thr

Cys

val

Gly

Gly

Leu

Gly

Glu
110

Thr

val

30

Gly

Gly

Leu

Ser

Glu
110

Gln

val

Lys

Gln

95

Ile

Pro

15

His

Gln

val

Lys

Gln

95

Ile

Ser

Pro

Ile

80

Ser

Lys

Gly

Ser

Ser

Pro

Ile

80

Ser

Lys



<211>
<212>
<213>

<220>
<223>

<400>

114
PRT

Artificial Sequence

Synthetic Sequence

86

Asp val val Met
1

Gln

Asp

Pro

Asp

65

Ser

Thr

Arg

Pro

Ser

Gln

50

Arg

Arg

His

Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ala

Asn

35

Leu

Phe

val

val

87
114
PRT

Ser

20

Thr

Leu

Ser

Glu

Pro
100

Thr Gln Thr
5

Ile Ser Cys

Tyr Leu His

Ile Tyr Leu
55

Gly Ser Gly
70

Ala Glu Asp
85

Tyr Ala Phe

Artificial Sequence

Synthetic Sequence

87

Asp Ile val Met
1

GIln Pro Ala Ser

20

Asp Ser Asn Thr
35

Pro Gln Leu Leu

50

Asp Arg Phe Ser

Thr GlIn Thr

5

Ile Ser Cys

Tyr Leu His

Ile Tyr Lys

Gly Ser Gly

Pro

Arg

Trp

40

val

Ser

val

Gly

Pro

Arg

Trp

40

val

Ser

723163_ST25

Leu

Ser

25

Tyr

Ser

Gly

Gly

Leu
ser
25

Tyr

Ser

Ser

10

Ser

Leu

Asn

Thr

val

90

Gly

ser
10
ser

Leu

Asn

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr

Leu

Gln

Gln

Arg

Gly Thr Asp
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Ser

Ser

Lys

Phe

60

Phe

Phe

Lys

Ser

Ser

Lys

Phe

60

Phe

val

Leu

Pro

45

Ser

Thr

Cys

val

val

Leu

Pro

45

Ser

Thr

Thr

val

30

Gly

Gly

Leu

Gly

Glu
110

Thr

val

30

Gly

Gly

Leu

Pro

15

His

Gln

val

Lys

Gln

95

Ile

Pro

15

His

Gln

val

Lys

Gly

Ser

Ser

Pro

Ile

80

Ser

Lys

Gly

Ser

Ser

Pro



65

70

723163_ST25
75

80

Ser Arg val Glu g]a Glu Asp val Gly g81 Tyr Phe Cys Gly g1n Ser
5 5

Thr His val Pro Tyr Ala Phe Gly Gly Gly Thr Lys val Glu Ile Lys

Arg

Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

100

88

114

PRT

Artificial Sequence

Synthetic Sequence

88

Asp Ile val Met Thr Gln Thr

1

Gln

Asp

Pro

Asp

65

Ser

Thr

Arg

Pro

Ser

Gln

50

Arg

Arg

His

Thr

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>

5

Ala Ser Ile Ser Cys
20

Asn Thr Tyr Leu His
35

Leu Leu ITe Tyr Leu
55

Phe Ser Gly Ser Gly
70

val Glu Ala Glu Asp
85

val Pro Tyr Ala Phe
100

89

115

PRT

Artificial Sequence

Synthetic Sequence

MISC_FEATURE

Pro

Arg

Trp

40

val

Ser

val

Gly

105

Leu Ser
10

Ser Ser

25

Tyr Leu

Ser Asn

Gly Thr

Gly val
90

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr

Page 57

Ser

Ser

Lys

Phe

60

Phe

Phe

Lys

val

Leu

Pro

45

Ser

Thr

Cys

val

110

Thr

val

30

Gly

Gly

Leu

Gly

Glu
110

Pro

15

His

Gln

val

Lys

Gln

95

Ile

Gly

Ser

Ser

Pro

Ile

80

Ser

Lys



723163_ST25
<222> (49)..(53)
<223> the subsequence Xaal Xaa2 Xaa3 Xaa4 Xaab5 is deleted or is
Tyr-Asp-Ala-Ser-Asn

<220>

<221> MISC_FEATURE

<222> (94)..094)

<223> Xaab is threonine (Thr) or isoleucine (Ile)

<400> 89
Asp Ile GIn Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser val Gly
1 5 10 15

Asp Arg val Thr ITe Thr Cys Gln Ala Ser GIn Asp Ile Ser Asn Tyr
20 25 30

Leu Asn Trp Tyr GIn Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Xaa Xaa Xaa Xaa Xaa Leu Glu Thr Gly val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu GIn Pro
65 70 75 80

Glu Asp Ile Ala val Tyr Tyr Cys Gln GIn Ser Tyr Ser Xaa Leu Ile
85 90 95

Thr Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg Thr val Ala Ala
100 105 110

Pro Ser val

115
<210> 90
<211> 115
<212> PRT
<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 90

Asp Ile GIn Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser val Gly
1 5 10 15

Asp Arg val Thr ITe Thr Cys Gln Ala Ser GIn Asp Ile Ser Asn Tyr
20 25 30

Leu Asn Trp Tyr GIn Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Asp Ala Ser Asn Leu Glu Thr Gly val Pro Ser Arg Phe Ser Gly
50 55 60
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Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu GIn Pro
65 70 75 80

Glu Asp Ile Ala val Tyr Tyr Cys Gln GIn Ser Tyr Ser Thr Leu Ile
8 90 95

Thr Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg Thr val Ala Ala
100 105 110

Pro Ser val
115

<210> 91

<211> 110

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 91

Asp Ile GIn Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser val Gly
1 5 10 15

Asp Arg val Thr ITe Thr Cys Gln Ala Ser GIn Asp Ile Ser Asn Tyr
20 25 30

Leu Asn Trp Tyr GIn Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Leu Glu Thr Gly val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr
50 55 60

Asp Phe Thr Phe Thr Ile Ser Ser Leu Gln Pro Glu Asp Ile Ala val
65 70 75 80

Tyr Tyr Cys Gln GIn Ser Tyr Ser Thr Leu ITle Thr Phe Gly GIn Gly
85 90 95

Thr Arg Leu Glu ITe Lys Arg Thr val Ala Ala Pro Ser val
100 105 110

<210> 92

<211> 110

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 92

Asp Ile GIn Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser val Gly
1 5 15
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Asp Arg val Thr ITe Thr Cys Gln Ala Ser GIn
20 25
Leu Asn Trp Tyr GIn Gln Lys Pro Gly Lys Ala
35 40
Leu Glu Thr Gly val Pro Ser Arg Phe Ser Gly
50 55
Asp Phe Thr Phe Thr Ile Ser Ser Leu Gln Pro
65 70 75
Tyr Tyr Cys Gln GIn Ser Tyr Ser Ile Leu Ile
85 90
Thr Arg Leu Glu ITle Lys Arg Thr val Ala Ala
100 105
<210> 93
<211> 344
<212> DNA
<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 93
gaggtccagc tggtacagtc tggggctgag gtgaagaagc
60
tcctgcaagg cttctggatt taacattaaa gacgactata
120
cctggaaaag ggcttgagtg gattggatgg attgatcctg
180
gcctcgaagt tccagggcag agtcaccata accgtggaca
240
atggagctga gcagcctgag atctgaggac acggccgtgt
300
gaccacggtc accgtctcct

gggggctact gggggcaagg
344

<210>
<211>
<212>
<213>

<220>
<223>

<400>

94
344
DNA

Artificial Sequence

Synthetic Sequence

94

Asp Ile

Pro Lys

Ser Gly

60

Glu Asp

Thr Phe

Pro Ser

ser
30

Leu

Ser

Gly

val
110

ctggggctac

tacactgggt

agaatggtga

cgtctacaaa

attactgtac

cagc

Asn Tyr

Leu Ile

Gly Thr

Ala val
80

Gln Gly
95

agtgaaaatc

gaaacaggcc

tagtgaatat

cacagcctac

gtacgctttc

%gggtccagc tggtacagtc tggggctgag gtgaagaagc ctggggctac agtgaaaatc

tcctgcaagg cttctggatt ttccattaaa gacgactata tacactgggt gaaacaggcc
120
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iggggaaaag ggcttgagtg gattggatgg attgatcctg

gcctcgaagt tccagggcag agtcaccata accgtggaca
240

ggggagctga gcagcctgag atctgaggac acggccgtgt

gggggctact gggggcaagg gaccacggtc accgtctcct
344

<210> 95

<211> 344

<212> DNA

<213> Artificial Sequence
<220>

<223> Synthetic Sequence
<400> 95

%Sggtccagc tggtacagtc

tcctgcaagg cttctggatt
120

cctggaaaag ggcttgagtg
180

gcctcgaagt tccagggcag
240

atggagctga gcagcctgag
300

gggggctact gggggcaagg
344

tggggctgag

taacattaaa

gattggatgg

agtcaccata

atctgaggac

gaccacggtc

<210> 96

<211> 344

<212> DNA

<213> Artificial Sequence
<220>

<223> Synthetic Sequence
<400> 96

gaggtccagc tggtacagtc
60
tcctgcaagg cttctggatt
120
cctggaaaag ggcttgagtg
180
tcctcgaagt tccagggcag
240
atggagctga gcagcctgag
300

gggggctact gggggcaagg
344

tggggctgag

taacattaaa

gattggatgg

agtcaccata

atctgaggac

gaccacggtc

gtgaagaagc

gacgactata

attgatcctg

accgtggaca

acggccgtgt

accgtctcct

gtgaagaagc

gacgactata

attgatcctg

accgtggaca

acggccgtgt

accgtctcct
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agaatggtga

cgtctacaaa

attactgtac

cagc

ctggggctac

tacactgggt

agaataacga

cgtctacaaa

attactgtac

cagc

ctggggctac

tacactgggt

agaatggtga

cgtctacaaa

attactgtac

cagc

tagtgaatat

cacagcctac

gtacgctttc

agtgaaaatc

gaaacaggcc

tagtgaatat

cacagcctac

gtacgctttc

agtgaaaatc

gaaacaggcc

tagtgaatat

cacagcctac

gtacgctttc



<210> 97
<211> 344
<212> DNA
<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 97
gaggtccagc tggtacagtc tggggctgag gtgaagaagc
60
tcctgcaagg cttctggatt taacattaaa gacgactata
120
cctggaaaag ggcttgagtg gatgggatgg attgatcctg
180
gcctcgaagt tccagggcag agtcaccata accgtggaca
240
atggagctga gcagcctgag atctgaggac acggccgtgt
300
gggggctact gggggcaagg gaccacggtc accgtctcct
344
<210> 98
<211> 344
<212> DNA
<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 98
gaggtccagc tggtacagtc tggggctgag gtgaagaagc
60
tcctgcaagg cttctggatt taacattaaa gacgactata
120
cctggaaaag ggcttgagtg gattggatgg attgatcctg
180
gcctcgaagt tccagggcag agtcaccata accgtggaca
240
atggagctga gcagcctgag atctgaggac acggccgtgt
300

gaccacggtc accgtctcct

gggggctact gggggcaagg
344

<210>
<211>
<212>
<213>

<220>
<223>

<400>

99

344

DNA

Artificial Sequence

Synthetic Sequence

99

723163_ST25

ctggggctac

tacactgggt

agaatggtga

cgtctacaaa

attactgtac

cagc

ctggggctac

tacactgggt

agaatgacga

cgtctacaaa

attactgtac

cagc

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc

agtgaaaatc

gaaacaggcc

tagtgaatat

cacagcctac

gtacgctttc

%gggtccagc tggtacagtc tggggctgag gtgaagaagc ctggggctac agtgaaaatc
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tcctgcaagg cttctggatt taacatttat

120

cctggaaaag ggcttgagty gatgggatgg

gcctcgaagt tccagggcag
240

agtcaccata

ggggagctga gcagcctgag atctgaggac

gggggctact gggggcaagg gaccacggtc
344

<210>
<211>
<212>
<213>

<220>
<223>

100
344
DNA
Artificial Sequence

Synthetic Sequence

<400> 100
%gggtccagc tggtacagtc tggggctgag

tcctgcaagg cttctggatt ttccattaaa
120

cctggaaaag ggcttgagty gatgggatgg
gcctcgaagt tccagggcag agtcaccata
240

ggggagctga gcagcctgag atctgaggac

gggggctact gggggcaagg gaccacggtc
344

<210> 101

<211> 344

<212> DNA

<213> Artificial Sequence
<220>

<223> Synthetic Sequence
<400> 101

gaggtccagc tggtacagtc tggggctgag
60
tcctgcaagg cttctggatt ttccattaat
120
cctggaaaag ggcttgagtg gatgggatgg
180
gcctcgaagt tccagggcag agtcaccata
240

ggggagctga gcagcctgag atctgaggac

gacgactata

attgatcctg

accgtggaca

acggccgtgt

accgtctcct

gtgaagaagc

gacgactata

attgatcctg

accgtggaca

acggccgtgt

accgtctcct

gtgaagaagc

gacgactata

attgatcctg

accgtggaca

acggccgtgt
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tacactgggt

agaatggtga

cgtctacaaa

attactgtac

cagc

ctggggctac

tacactgggt

agaatggtga

cgtctacaaa

attactgtac

cagc

ctggggctac

tacactgggt

agaatggtga

cgtctacaaa

attactgtac

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc



999

344

<210> 102
<211> 344
<212> DNA
<213>
<220>
<223>
<400> 102
gaggtccagc
60
tcctgcaagg
120
cctggaaaag
180
gcctcgaagt
240
atggagctga
300
gggggctact
344

<210> 103
<211> 344
<212> DNA
<213>
<220>
<223>
<400> 103
gaggtccagc
60
tcctgcaagg
120
cctggaaaag
180
tcctcgaagt
240
atggagctga
300
gggggctact
344

<210> 104
<211> 344
<212> DNA
<213>
<220>
<223>

tggtacagtc

cttctggatt

ggcttgagtg

tccagggcag

gcagcctgag

gggggcaagg

tggtacagtc

cttctggatt

ggcttgagtg

tccagggcag

gcagcctgag

gggggcaagg

723163_ST25

Artificial Sequence

Synthetic Sequence

tggggctgag

ttccattaat

gatgggatgg

agtcaccata

atctgaggac

gaccacggtc

Artificial Sequence

Synthetic Sequence

tggggctgag

taacattaaa

gatgggatgg

agtcaccata

atctgaggac

gaccacggtc

Artificial Sequence

Synthetic Sequence

gtgaagaagc

gacgactata

attgatcctg

accgtggaca

acggccgtgt

accgtctcct

gtgaagaagc

gacgactata

attgatcctg

accgtggaca

acggccgtgt

accgtctcct

Page 64

ggctact gggggcaagg gaccacggtc accgtctcct cagc

ctggggctac

tacactgggt

agaatggtga

cgtctacaaa

attactgtac

cagc

ctggggctac

tacactgggt

agaataatga

cgtctacaaa

attactgtac

cagc

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc



<400> 104
gaggtccagc
60
tcctgcaagg
120
cctggaaaag
180
gcctcgaagt
240
atggagctga
300
gggggctact
344

<210> 105
<211> 344
<212> DNA
<213>
<220>
<223>
<400> 105
gaggtccagc
60
tcctgcaagg
120
cctggaaaag
180
gcctcgaagt
240
atggagctga
300
gggggctact
344

<210> 106
<211> 344
<212> DNA
<213>
<220>
<223>
<400> 106

tggtacagtc

cttctggatt

ggcttgagtg

tccagggcag

gcagcctgag

gggggcaagg

tggtacagtc

cttctggatt

ggcttgagtg

tccagggcag

gcagcctgag

gggggcaagg

723163_ST25

tggggctgag

taacatttat

gatgggatgg

agtcaccata

atctgaggac

gaccacggtc

Artificial Sequence

Synthetic Sequence

tggggctgag

taacattaaa

gatgggatgg

agtcaccata

atctgaggac

gaccacggtc

Artificial Sequence

Synthetic Sequence

%gggtccagc tggtacagtc tggggctgag

tcctgcaagg cttctggatt taacattaaa

120

cctggaaaag ggcttgagty gatgggatgg

gcctcgaagt tccggggcag agtcaccata

gtgaagaagc

gacgactata

attgatcctg

accgtggaca

acggccgtgt

accgtctcct

gtgaagaagc

gacgactata

attgatcctg

accgtggaca

acggccgtgt

accgtctcct

gtgaagaagc

gacgactata

attgatcctg

accgtggaca
Page 65

ctggggctac

tacactgggt

agaataatga

cgtctacaaa

attactgtac

cagc

ctggggctac

tacactgggt

agaataatga

cgtctacaaa

attactgtac

cagc

ctggggctac

tacactgggt

agaatggtga

cgtctacaaa

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac



240

723163_ST25

ggggagctga gcagcctgag atctgaggac acggccgtgt attactgtac gtacgctttc

gggggctact gggggcaagg gaccacggtc accgtctcct cagc
344

<210> 107
<211> 344
<212> DNA
<213>
<220>
<223>
<400> 107
gaggtccagc
60
tcctgcaagg
120
cctggaaaag
180
tcctcgaagt
240
atggagctga
300
gggggctact
344

<210> 108
<211> 344
<212> DNA
<213>
<220>
<223>
<400> 108
gaggtccagc
60
tcctgcaagg
120
cctggaaaag
180
tcctcgaagt
240
atggagctga
300
gggggctact
344

<210> 109
<211> 344
<212> DNA

tggtacagtc

cttctggatt

ggcttgagtg

tccagggcag

gcagcctgag

gggggcaagg

tggtacagtc

cttctggatt

ggcttgagtg

tccggggcag

gcagcctgag

gggggcaagg

Artificial Sequence

Synthetic Sequence

tggggctgag

taacattaaa

gatgggatgg

agtcaccata

atctgaggac

gaccacggtc

Artificial Sequence

Synthetic Sequence

tggggctgag

taacattaaa

gatgggatgg

agtcaccata

atctgaggac

gaccacggtc

gtgaagaagc

gacgactata

attgatcctg

accgtggaca

acggccgtgt

accgtctcct

gtgaagaagc

gacgactata

attgatcctg

accgtggaca

acggccgtgt

accgtctcct

Page 66

ctggggctac

tacactgggt

agaatggtga

cgtctacaaa

attactgtac

cagc

ctggggctac

tacactgggt

agaataatga

cgtctacaaa

attactgtac

cagc

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc



<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 109
gaggtccagc tggtacagtc tggggctgag gtgaagaagc
60
tcctgcaagg cttctggatt ttccatttat gacgactata
120
cctggaaaag ggcttgagtg gatgggatgg attgatcctg
180
tcctcgaagt tccggggcag agtcaccata accgtggaca
240
atggagctga gcagcctgag atctgaggac acggccgtgt
300
gggggctact gggggcaagg gaccacggtc accgtctcct
344
<210> 110
<211> 344
<212> DNA
<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 110
gaggtccagc tggtacagtc tggggctgag gtgaagaagc
60
tcctgcaagg cttctggatt ttccatttat gacgactata
120
cctggaaaag ggcttgagtg gatgggatgg attgatcctg
180
tcctcgaagt tccagggcag agtcaccata accgtggaca
240
atggagctga gcagcctgag atctgaggac acggccgtgt
300

gaccacggtc accgtctcct

gggggctact gggggcaagg
344

<210>
<211>
<212>
<213>

<220>
<223>

<400>

111
344
DNA
Artificial Sequence

Synthetic Sequence

111

723163_ST25

ctggggctac

tacactgggt

agaataatga

cgtctacaaa

attactgtac

cagc

ctggggctac

tacactgggt

agaatggtga

cgtctacaaa

attactgtac

cagc

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc

%gggtccagc tggtacagtc tggggctgag gtgaagaagc ctggggctac agtgaaaatc

tcctgcaagg cttctggatt taacatttat gacgactata tacactgggt gcagcaggcc
120
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iggggaaaag ggcttgagtg gatgggatgg attgatcctg

tcctcgaagt tccagggcag agtcaccata accgtggaca

240

ggggagctga gcagcctgag atctgaggac acggccgtgt

gggggctact gggggcaagg gaccacggtc accgtctcct
344

<210> 112
<211> 344
<212> DNA
<213>
<220>
<223>
<400> 112

Artificial Sequence

Synthetic Sequence

gaggtccagc tggtacagtc tggggctgag
60

tcctgcaagg cttctggatt ttccattaaa
120

cctggaaaag ggcttgagtg gatgggatgg
180

tcctcgaagt tccagggcag agtcaccata
240

atggagctga gcagcctgag atctgaggac
300

gggggctact gggggcaagg gaccacggtc
344

<210> 113

<211> 344

<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic Sequence

<400> 113

%gggtccagc tggtacagtc tggggctgag

tcctgcaagg
120
cctggaaaag
180
gcctcgaagt
240
atggagctga
300

gggggctact
344

cttctggatt

ggcttgagtg

tccggggcag

gcagcctgag

gggggcaagg

taacattaaa

gatgggatgg

agtcaccata

atctgaggac

gaccacggtc

gtgaagaagc

gacgactata

attgatcctg

accgtggaca

acggccgtgt

accgtctcct

gtgaagaagc

gacgactata

attgatcctg

accgtggaca

acggccgtgt

accgtctcct
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agaatggtga

cgtctacaaa

attactgtac

cagc

ctggggctac

tacactgggt

agaatggtga

cgtctacaaa

attactgtac

cagc

ctggggctac

tacactgggt

agaataatga

cgtctacaaa

attactgtac

cagc

tagtgaatat

cacagcctac

gtacgctttc

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc



<210> 114
<211> 344
<212> DNA
<213>
<220>
<223>
<400> 114

723163_ST25

Artificial Sequence

Synthetic Sequence

gaggtccagc tggtacagtc tggggctgag
60

tcctgcaagg cttctggatt ttccatttat
120

cctggaaaag ggcttgagtg gatgggatgg
180

gcctcgaagt tccggggcag agtcaccata
240

atggagctga gcagcctgag atctgaggac
300

gggggctact gggggcaagg gaccacggtc
344

<210> 115

<211> 344

<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic Sequence

<400> 115

%gggtccagc tggtacagtc tggggctgag

tcctgcaagg
120
cctggaaaag
180
tcctcgaagt
240
atggagctga
300
gggggctact
344

<210> 116
<211> 344
<212> DNA
<213>
<220>
<223>
<400> 116

cttctggatt

ggcttgagtg

tccagggcag

gcagcctgag

gggggcaagg

taacatttat

gatgggatgg

agtcaccata

atctgaggac

gaccacggtc

Artificial Sequence

Synthetic Sequence

gtgaagaagc

gacgactata

attgatcctg

accgtggaca

acggccgtgt

accgtctcct

gtgaagaagc

gacgactata

attgatcctg

accgtggaca

acggccgtgt

accgtctcct

ctggggctac

tacactgggt

agaatggtga

cgtctacaaa

attactgtac

cagc

ctggggctac

tacactgggt

agaataatga

cgtctacaaa

attactgtac

cagc

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc

%gggtccagc tggtacagtc tggggctgag gtgaagaagc ctggggctac agtgaaaatc
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723163_ST25

tcctgcaagg cttctggatt ttccattaaa

120

cctggaaaag ggcttgagty gatgggatgg

gcctcgaagt tccagggcag
240

agtcaccata
ggggagctga gcagcctgag atctgaggac

gggggctact gggggcaagg gaccacggtc
344

<210> 117
<211> 344
<212> DNA
<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 117
gaggtccagc tggtacagtc tggggctgag
60
tcctgcaagg cttctggatt ttccattaaa
120
cctggaaaag ggcttgagtg gatgggatgg
180
gcctcgaagt tccggggcag agtcaccata
240
atggagctga gcagcctgag atctgaggac
300
gaccacggtc

gggggctact gggggcaagg
344

<210> 118

<211> 344

<212> DNA

<213> Artificial Sequence
<220>

<223> Synthetic Sequence
<400> 118

gaggtccagc tggtacagtc tggggctgag
60
tcctgcaagg cttctggatt ttccattaaa
120
cctggaaaag ggcttgagtg gatgggatgg
180
tcctcgaagt tccagggcag agtcaccata

240

ggggagctga gcagcctgag atctgaggac

gacgactata

attgatcctg

accgtggaca

acggccgtgt

accgtctcct

gtgaagaagc

gacgactata

attgatcctg

accgtggaca

acggccgtgt

accgtctcct

gtgaagaagc

gacgactata

attgatcctg

accgtggaca

acggccgtgt
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tacactgggt

agaataatga

cgtctacaaa

attactgtac

cagc

ctggggctac

tacactgggt

agaatggtga

cgtctacaaa

attactgtac

cagc

ctggggctac

tacactgggt

agaataatga

cgtctacaaa

attactgtac

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc



999

344

<210> 119
<211> 344
<212> DNA
<213>
<220>
<223>
<400> 119
gaggtccagc
60
tcctgcaagg
120
cctggaaaag
180
tcctcgaagt
240
atggagctga
300
gggggctact
344

<210> 120
<211> 344
<212> DNA
<213>
<220>
<223>
<400> 120
gaggtccagc
60
tcctgcaagg
120
cctggaaaag
180
tcctcgaagt
240
atggagctga
300
gggggctact
344

<210> 121
<211> 344
<212> DNA
<213>
<220>
<223>

tggtacagtc

cttctggatt

ggcttgagtg

tccggggcag

gcagcctgag

gggggcaagg

tggtacagtc

cttctggatt

ggcttgagtg

tccagggcag

gcagcctgag

gggggcaagg

723163_ST25

Artificial Sequence

Synthetic Sequence

tggggctgag

taacatttat

gatgggatgg

agtcaccata

atctgaggac

gaccacggtc

Artificial Sequence

Synthetic Sequence

tggggctgag

ttccattaaa

gatgggatgg

agtcaccata

atctgaggac

gaccacggtc

Artificial Sequence

Synthetic Sequence

gtgaagaagc

gacgactata

attgatcctg

accgtggaca

acggccgtgt

accgtctcct

gtgaagaagc

gacgactata

attgatgccg

accgtggaca

acggccgtgt

accgtctcct
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ggctact gggggcaagg gaccacggtc accgtctcct cagc

ctggggctac

tacactgggt

agaataatga

cgtctacaaa

attactgtac

cagc

ctggggctac

tacactgggt

agaataatga

cgtctacaaa

attactgtac

cagc

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc



<400> 121
gaggtccagc
60
tcctgcaagg
120
cctggaaaag
180
tcctcgaagt
240
atggagctga
300
gggggctact
344

<210> 122
<211> 344
<212> DNA
<213>
<220>
<223>
<400> 122
gaggtccagc
60
tcctgcaagg
120
cctggaaaag
180
tcctcgaagt
240
atggagctga
300
gggggctact
344

<210> 123
<211> 344
<212> DNA
<213>
<220>
<223>
<400> 123

tggtacagtc

cttctggatt

ggcttgagtg

tccagggcag

gcagcctgag

gggggcaagg

tggtacagtc

cttctggatt

ggcttgagtg

tccagggcag

gcagcctgag

gggggcaagg

723163_ST25

tggggctgag

ttccatttac

gatgggatgg

agtcaccata

atctgaggac

gaccacggtc

Artificial Sequence

Synthetic Sequence

tggggctgag

ttccattaaa

gatgggatgg

agtcaccata

atctgaggac

gaccacggtc

Artificial Sequence

Synthetic Sequence

%gggtccagc tggtacagtc tggggctgag

tcctgcaagg cttctggatt ttccatttac

120

cctggaaaag ggcttgagty gatgggatgg

tcctcgaagt tccagggcag agtcaccata

gtgaagaagc

gacgactata

attgatgccg

accgtggaca

acggccgtgt

accgtctcct

gtgaagaagc

gacgactata

attgatgccg

accgtggaca

acggccgtgt

accgtctcct

gtgaagaagc

gacgactata

attgatgccg

accgtggaca
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ctggggctac

tacactgggt

agaataatga

cgtctacaaa

attactgtac

cagc

ctggggctac

tacactgggt

agaatgatga

cgtctacaaa

attactgtac

cagc

ctggggctac

tacactgggt

agaatgatga

cgtctacaaa

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac



240

723163_ST25

ggggagctga gcagcctgag atctgaggac acggccgtgt attactgtac gtacgctttc

gggggctact gggggcaagg gaccacggtc accgtctcct cagc
344

<210> 124
<211> 344
<212> DNA
<213>
<220>
<223>
<400> 124
gaggtccagc
60
tcctgcaagg
120
cctggaaaag
180
tcctcgaagt
240
atggagctga
300
gggggctact
344

<210> 125
<211> 344
<212> DNA
<213>
<220>
<223>
<400> 125
gaggtccagc
60
tcctgcaagg
120
cctggaaaag
180
tcctcgaagt
240
atggagctga
300
gggggctact
344

<210> 126
<211> 353
<212> DNA

tggtacagtc

cttctggatt

ggcttgagtg

tccagggcag

gcagcctgag

gggggcaagg

tggtacagtc

cttctggatt

ggcttgagtg

tccagggcag

gcagcctgag

gggggcaagg

Artificial Sequence

Synthetic Sequence

tggggctgag

ttccattaaa

gatgggatgg

agtcaccata

atctgaggac

gaccacggtc

Artificial Sequence

Synthetic Sequence

tggggctgag

ttccatttac

gatgggatgg

agtcaccata

atctgaggac

gaccacggtc

gtgaagaagc

gacgactata

attgatgccg

accgtggaca

acggccgtgt

accgtctcct

gtgaagaagc

gacgactata

attgatgccg

accgtggaca

acggccgtgt

accgtctcct
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ctggggctac

tacactgggt

agaatgatga

cgtctacaga

attactgtac

cagc

ctggggctac

tacactgggt

agaatgatga

cgtctacaga

attactgtac

cagc

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc

agtgaaaatc

gcagcaggcc

tagtgaatat

cacagcctac

gtacgctttc



<213>
<220>
<223>
<400> 126
caggtgcagc
60
acctgcgctg
120
ccagggaagg
180
ccgtccctca
240
aagctgagtt
300
tacggtgact
353

<210> 127
<211> 353
<212> DNA
<213>
<220>
<223>
<400> 127
caggtgcagc
60
acctgcgctg
120
ccagggaagg
180
ccgtccctca
240
aagctgagtt
300
tacggtgact
353

<210> 128
<211> 353
<212> DNA
<213>
<220>
<223>
<400> 128

tacaacagtg

tctatggtgg

ggctggagtg

agagtcgagt

ctgtgaccgc

acgactactg

tacaacagtg

tctatggtgg

ggctggagtg

agagtcgagt

ctgtgaccgc

acgactactg

723163_ST25

Artificial Sequence

Synthetic Sequence

gggcgcagga

gtccttcagt

gattggggaa

caccatatca

tgcggacacg

gggccaggga

Artificial Sequence

Synthetic Sequence

gggcgcagga

gtccttcagt

gattggggaa

caccatatca

tgcggacacg

gggccaggga

Artificial Sequence

Synthetic Sequence

ctgttgaagc

ggttactact

atcaatcata

gtagacacgt

gccgtgtatt

accctggtca

ctgttgaagc

ggttactact

atcaatcata

gtagacacgt

gccgtgtatt

accctggtca

cttcggagac

ggagctggat

gtggaagcac

cCaagaacca

actgtgcgag

ccgtctcctc

cttcggagac

ggagctggat

gtggaagcac

cCaagaacca

actgtgtgag

ccgtctcctc

cctgtccctg

ccgccagecc

Caactacaac

gttctccctg

agagggggac

agc

cctgtccctg

ccgccagecc

Caactacaac

gttctccctg

agagggggac

agc

ggggtgcagc tacaacagtg gggcgcagga ctgttgaagc cttcggagac cctgtccctg

acctgcgctg tctatggtgg gtccttcagt ggttactact ggagctggat ccgccagccc
120
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723163_ST25
igggggaagg ggctggagtg gattggggaa atcaatcata

ccgtccctca agagtcgagt caccatatca gtagacacgt

240

aagctgaatt ctgtgaccgc tgcggacacg gccgtgtatt

300

tacggtgact acgactactg gggccaggga accctggtca
353

<210> 129
<211> 353
<212> DNA
<213>
<220>
<223>
<400> 129
caggtgcagc
60
acctgcgctg
120
ccagggaagg
180
ccgtccctca
240
aagctgagtt
300
tacggtgact
353

<210> 130
<211> 353
<212> DNA
<213>
<220>
<223>
<400> 130
caggtgcagc
60
acctgcgctg
120
ccagggaagg
180
ccgtccctca
240
aagctgagtt
300
tacggtgact
353

tacaacagtg

tctatggtgg

ggctggagtg

agagtcgagt

ctgtgaccgc

acgactactg

tacaacagtg

tctatggtgg

ggctggagtg

agagtcgagt

ctgtgaccgc

acgactactg

Artificial Sequence

Synthetic Sequence

gggcgcaaga

gtccttcagt

gattggggaa

caccatatca

tgcggacacg

gggccaggga

Artificial Sequence

Synthetic Sequence

gggcgcagga

gtccttcagt

gattggggaa

caccatatca

tgcggacacg

gggccaggga

ctgttgaagc

ggttactact

atcaatcata

gtagacacgt

gccgtgtatt

accctggtca

ctgttgaagc

ggttactact

atcaatcata

gtagacacgt

gccgtgtatt

accctggtca
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gtggaagcac

ccaagaacca

actgtgcgag

ccgtctcctc

cttcggagac

ggagctggat

gtggaagcac

ccaagaacca

actgtgtgag

ccgtctcctc

cttcggagac

ggagctggat

gtggaaacac

cCaagaacca

actgtgtgag

ccgtctcctc

Caactacaac

gttctccctg

agagggggac

agc

cctgtccctg

ccgccagecc

Caactacaac

gttctccctg

agagggggac

agc

cctgtccctg

ccgccagecc

Caactacaac

gttctccctg

agagggggac

agc



<210> 131
<211> 353
<212> DNA
<213>
<220>
<223>
<400> 131
caggtgcagc
60
atctgcgctg
120
ccagggaagg
180
ccgtccctca
240
aagctgagtt
300
tacggtgact
353

<210> 132
<211> 353
<212> DNA
<213>
<220>
<223>
<400> 132
caggtgcagc
60
atctgcgctg
120
ccagggaagg
180
ccgtccctca
240
aagctgagtt
300
tacggtgact
353

<210> 133
<211> 353
<212> DNA
<213>
<220>
<223>
<400> 133

tacaacagtg

tctatggtgg

ggctggagtg

agagtcgagt

ctgtgaccgc

acgactactg

tacaacagtg

tctatggtgg

ggctggagtg

agagtcgagt

ctgtgaccgc

acgactactg

723163_ST25

Artificial Sequence

Synthetic Sequence

gggcgcagga

gtccttcagt

gattggggaa

caccatatca

tgcggacacg

gggccaggga

Artificial Sequence

Synthetic Sequence

gggcgcaaga

gtccttcagt

gattggggaa

caccatatca

tgcggacacg

gggccaggga

Artificial Sequence

Synthetic Sequence

ctgttgaagc

ggttactact

atcaatcata

gtagacacgt

gccgtgtatt

accctggtca

ctgttgaagc

ggttactact

atcaatcata

gtagacacgt

gccgtgtatt

accctggtca

cttcggagac

ggagctggat

gtggaaacac

ccCaagaacca

actgtgtgag

ccgtctcctc

cttcggagac

ggagctggat

gtggaagcac

cCaagaacca

actgtgtgag

ccgtctcctc

cctgtccctg

ccgccagecc

Caactacaac

gttctccctg

agagggggac

agc

cctgtccctg

ccgccagecc

Caactacaac

gttctccctg

agagggggac

agc

ggggtgcagc tacaacagtg gggcgcagga ctgttgaagc cttcggagac cctgtccctg
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723163_ST25

acctgcgctg tctatggtgg gtccttcagt
120

ccacggaagg ggctggagtg gattggggaa
180

ccgtccctca agagtcgagt caccatatca
240

aagctgagtt ctgtgaccgc tgcggacacg
300

tacggtgact acgactactg gggccaggga
353

<210> 134

<211> 353

<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic Sequence

<400> 134

caggtgcagc tacaacagtg gggcgcaaga
60

acctgcgctg tctatggtgg gtccttcagt
120

ccacggaagg ggctggagtg gattggggaa
180

ccgtccctca agagtcgagt caccatatca
240

aagctgagtt ctgtgaccgc tgcggacacg
300

tacggtgact acgactactg gggccaggga
353

<210> 135

<211> 353

<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic Sequence

<400> 135

ggggtgcagc tacaacagtg gggcgcaaga

acctgcgctg tctatggtgg gtccttcagt
120

igggggaagg ggctggagtg gattggggaa

ccgtccctca agagtcgagt caccatatca

240

gggctgagtt ttgtgaccgc tgcggacacg

ggttactact

atcaatcata

gtagacacgt

gccgtgtatt

accctggtca

ctgttgaagc

ggttactact

atcaatcata

gtagacacgt

gccgtgtatt

accctggtca

ctgttgaagc

ggttactact

atcaatcata

gtagacacgt

gccgtgtatt

Page 77

ggagctggat

gtggaaacac

cCaagaacca

actgtgtgag

ccgtctcctc

cttcggagac

ggagctggat

gtggaagcac

cCaagaacca

actgtgtgag

ccgtctcctc

cttcggagac

ggagctggat

gtggaagcac

cCaagaacca

actgtgtgag

ccgccagecc

Caactacaac

gttctccctg

agagggggac

agc

cctgtccctg

ccgccagecc

Caactacaac

gttctccctg

agagggggac

agc

cctgtccctg

ccgccagecc

Caactacaac

gttctccctg

agagggggac



723163_ST25

tacggtgact acgactactg gggccaggga accctggtca ccgtctcctc agc

353

<210> 136
<211> 353
<212> DNA
<213>
<220>
<223>
<400> 136
caggtgcagc
60
acctgcgctg
120
ccagggaagg
180
ccgtccctca
240
aagctgagtt
300
tacggtgact
353

<210> 137
<211> 353
<212> DNA
<213>
<220>
<223>
<400> 137
caggtgcagc
60
acctgcgctg
120
ccagggaagg
180
ccgtccctca
240
aagctgagtt
300
tacggtgact
353

<210> 138
<211> 353
<212> DNA
<213>
<220>
<223>

tacaacagtg

tctatggtgg

ggctggagtg

agagtcgagt

ttgtgaccgc

acgactactg

tacaacagtg

tctatggtgg

ggctggagtg

agagtcgagt

ctgtgaccgc

acgactactg

Artificial Sequence

Synthetic Sequence

gggcgcagga

gtccttcagt

gattggggaa

caccatatca

tgcggacacg

gggccaggga

Artificial Sequence

Synthetic Sequence

gggcgcaaga

gtccttcagt

gattggggaa

caccatatca

tgcggacacg

gggccaggga

Artificial Sequence

Synthetic Sequence

ctgttgaagc

ggttactact

atcaatcata

gtagacacgt

gccgtgtatt

accctggtca

ctgttgaagc

ggttactact

atcaatcata

gtagacacgt

gccgtgtatt

accctggtca
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cttcggagac

ggagctggat

gtggaaacac

cCaagaacca

actgtgtgag

ccgtctcctc

cttcggagac

ggagctggat

gtggaaacac

cCaagaacca

actgtgtgag

ccgtctcctc

cctgtccctg

ccgccagecc

Caactacaac

gttctccctg

agagggggac

agc

cctgtccctg

ccgccagecc

Caactacaac

gttctccctg

agagggggac

agc



<400> 138
caggtgcagc
60
acctgcactg
ccagggaagg
180
ccgtccctca
240
aagctgaatt
300
tacggtgact
353

<210> 139
<211> 353
<212> DNA
<213>
<220>
<223>
<400> 139
caggtgcagc
60
acctgcgctg
120
ccagggaagg
180
ccgtccctca
240
aagctgaatt
300
tacggtgact
353

<210> 140
<211> 353
<212> DNA
<213>
<220>
<223>
<400> 140

tacaacagtg

tctatggtgg

ggctggagtg

agagtcgagt

ctgtgaccgc

acgactactg

tacaacagtg

tctatggtgg

ggctggagtg

agagtcgagt

ctgtgaccgc

acgactactg

723163_ST25

gggcgcagga

gtccttcagt

gattggggaa

caccatatca

tgcggacacg

gggccaggga

Artificial Sequence

Synthetic Sequence

gggcgcagga

gtccttcagt

gattggggaa

caccatatca

tgcggacacg

gggccaggga

Artificial Sequence

Synthetic Sequence

ggggtgcagc tacaacagtg gggcgcagga

acctgcgctg tctatggtgg gttcttcagt

120

igggggaagg ggctggagtg gattggggaa

ccgtccctca agagtcgagt caccatatca

ctgttgaagc

ggttactact

atcaatcata

gtagacacgt

gccgtgtatt

accctggtca

ctgttgaagc

ggttactact

atcaatcata

gtagacacgt

gccgtgtatt

accctggtca

ctgttgaagc

ggttactact

atcaatcata

gtagacacgt
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cttcggagac

ggagctggat

gtggaagcac

cCcaagaacca

actgtgcgag

ccgtctcctc

cttcggagac

ggagctggat

gtggaagcac

cCaagaacca

actgtgcgag

ccgtctcctc

cttcggagac

ggagctggat

gtggaagcac

cCaagaacca

cctgtccctg

ccgccagecc

Caactacaac

gttctccctg

agagggggac

agc

cctgtccctg

ccgccagecc

Caactacaac

gttgtccctg

agagggggac

agc

cctgtccctg

ccgccagecc

Caactacaac

gttctccctg



240

3

723163_ST25

aggctgagtt ctgtgaccgc tgcggacacg gccgtgtatt actgtgtgag agagggggac

tacggtgact acgactactg gggccaggga accctggtca ccgtctcctc agc
353

<210> 141
<211> 353
<212> DNA
<213>
<220>
<223>
<400> 141
caggtgcagc
60
acctgcgctg
120
ccagggaagg
180
ccgtccctca
240
aagctgagtt
300
tacggtgact
353

<210> 142
<211> 353
<212> DNA
<213>
<220>
<223>
<400> 142
caggtgcagc
60
acctgcgctg
120
ccagggaagg
180
ccgtccctca
240
aagctgagtt
300
tacggtgact
353

<210> 143
<211> 353
<212> DNA

tacaacagtg

tctatggtgg

ggctggagtg

agagtcgagt

ctgtgaccgc

acgactactg

tacaacagtg

tctatggtgg

ggctggagtg

agagtcgagt

ctgtgaccgc

acgactactg

Artificial Sequence

Synthetic Sequence

gggcgcagga

gtccttcagt

gattggggaa

caccatatca

tgcggacacg

gggccaggga

Artificial Sequence

Synthetic Sequence

gggcgcagga

gtccttcagt

gattggggaa

caccatatca

tgcggacacg

gggccaggga

ctgttgaagc

ggttactact

atcaatcata

gtagacacgt

gccgtgtatt

accctggtca

ctgttgaagc

ggttactact

atcaatcata

gtagacacgt

gccgtgtatt

accctggtca
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cttcggagac

ggagctggat

gtggaagcac

ccaagaacca

actgtgtgag

ccgtctcctc

cttcggagac

ggatctggat

gtggaagcac

cCaagaacca

actgtgtgag

ccgtctcctc

cctgtccctg

ccgccagecc

Caactacaac

gttctccctg

agaggggaac

agc

cctgtccctg

ccgccagecc

Caactacaac

gttctccctg

agagggggac

agc



<213>
<220>
<223>
<400> 143
caggtgcagc
60
acctgcgctg
120
ccagggaagg
180
ccgtccctca
240
aagctgaatt
300
tacggtgact
353

<210> 144
<211> 353
<212> DNA
<213>
<220>
<223>
<400> 144
caggtgcagc
60
acctgcgctg
120
ccagggaagg
180
ccgtccctca
240
aagctgaatt
300
tacggtgact
353

<210> 145
<211> 353
<212> DNA
<213>
<220>
<223>
<400> 145

tacaacagtg

tctatggtgg

ggctggagtg

agagtcgagt

ctgtgaccgc

acgactactg

tacaacagtg

tctatggtgg

ggctggagtg

agagtcgagt

ctgtgaccgc

acgactactg

723163_ST25

Artificial Sequence

Synthetic Sequence

gggcgcagga

gtccttcagt

gattggggaa

caccatatca

tgcggacacg

gggccaggga

Artificial Sequence

Synthetic Sequence

gggcgcagga

gttcttcagt

gattggggaa

caccatatca

tgcggacacg

gggccaggga

Artificial Sequence

Synthetic Sequence

ctgttgaagc

ggttactact

atcaatcata

gtagacacgt

gccgtgtatt

accctggtca

ctgttgaagc

ggttactact

atcaatcata

gtagacacgt

gccgtgtatt

accctggtca

cttcggagac

ggatctggat

gtggaagcac

cCaagaacca

actgtgtgag

ccgtctcctc

cttcggagac

ggatctggat

gtggaagcac

cCaagaacca

actgtgtgag

ccgtctcctc

cctgtccctg

ccgccagecc

Caactacaac

gttctccctg

agagggggac

agc

cctgtccctg

ccgccagecc

Caactacaac

gttctccctg

agaggggaac

agc

ggggtgcagc tacaacagtg gggcgcagga ctgttgaagc cttcggagac cctgtccctg

acctgcgctg tctatggtgg gttcttcagt ggttactact ggatctggat ccgccagccc
120
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723163_ST25
igggggaagg ggctggagtg gattggggaa atcaatcata

ccgtccctca agagtcgagt caccatatca gtagacacgt

240

aagctgaatt ctgtgaccgc tgcggacacg gccgtgtatt

300

tacggtgact acgactactg gggccaggga accctggtca
353

<210> 146
<211> 353
<212> DNA
<213>
<220>
<223>
<400> 146
caggtgcagc
60
acctgcgctg
120
ccagggaagg
180
ccgtccctca
240
aagctgaatt
300
tacggtgact
353

<210> 147
<211> 342
<212> DNA
<213>
<220>
<223>
<400> 147

tacaacagtg

tctatggtgg

ggctggagtg

agagtcgagt

ctgtgaccgc

acgactactg

Artificial Sequence

Synthetic Sequence

gggcgcagga

gtccttcagt

gattggggaa

caccatatca

tgcggacacg

gggccaggga

Artificial Sequence

Synthetic Sequence

gatgtggtga tgacccagac tccactctct
60

atctcctgca
120

tacctgcaga
180
tctggagtgc
240

agccgggtgg
300

tacgcgttcg
342

gatgtagtca

agccaggcca

cagataggtt

aggctgagga

gcggagggac

gagccttgta

gtctccacag

cagtggcagc

tgttggggtt

caaggtggag

ctgttgaagc

ggttactact

atcaatcata

gtagacacgt

gccgtgtatt

accctggtca

ctgtccgtca

cacagtgatg

ctcctgatct

ggatcaggga

tatttttgct

atcaaacgga
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gtggaagcac

ccaagaacca

actgtgtgag

ccgtctcctc

cttcggagac

ggagctggat

gtggaagcac

ccaagaacca

actgtgtgag

ccgtctcctc

cccctggaca

gaaacaccta

ataaagtttc

cagatttcac

ctcaaagtac

ct

Caactacaac

gttctccctg

agagggggac

agc

cctgtccctg

ccgccagecc

Caactacaac

gttctccctg

agaggggaac

agc

gccggectcc

tttacattgg

caaccgattt

actgaaaatc

acatgttccg



<210> 148
<211> 342
<212> DNA
<213>
<220>
<223>
<400> 148

723163_ST25

Artificial Sequence

Synthetic Sequence

gatgtggtga tgacccagac tccactctct
60

atctcctgca
120
tacctgcaga
180
tctggagtgc
240
agccgggtgg
300
tacgcgttcg
342

<210> 149
<211> 342
<212> DNA
<213>
<220>
<223>
<400> 149

gatgtagtca gagccttgta

agccaggcca

cagataggtt

aggctgagga

gcggagggac

gtctccacag

cagtggcagc

tgttggggtt

caaggtggag

Artificial Sequence

Synthetic Sequence

gatgtggtga tgacccagac tccactctct
60

atctcctgca
120

tacctgcaga
180

tctggagtgc
240

agccgggtgg
300

tacgcgttcg
342

<210>
<211>
<212>
<213>

<220>
<223>

150
342
DNA

<400> 150

gaagtagtca

agccaggcca

cagataggtt

aggctgagga

gcggagggac

gagccttgta

gtctccacag

cagtggcagc

tgttggggtt

caaggtggag

Artificial Sequence

Synthetic Sequence

ctgtccgtca

cacagtgatt

ctcctgatct

ggatcaggga

tatttttgct

atcaaacgga

ctgtccgtca

cacagtgatg

ctcctgatct

ggatcaggga

tatttttgct

atcaaacgga

cccctggaca

ctaacaccta

ataaagtttc

cagatttcac

ctcaaagtac

ct

cccctggaca

gaaacaccta

ataaagtttc

cagatttcac

ctcaaagtac

ct

gccggectcc

tttacattgg

caaccgattt

actgaaaatc

acatgttccg

gccggectcc

tttacattgg

caaccgattt

actgaaaatc

acatgttccg

gatgtggtga tgacccagac tccactctct ctgtccgtca cccctggaca gccggcctcc
60
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723163_ST25

atctcctgca gatgtagtca gagccttgta cacagtgatg

120

tacctgcaga agccaggcca gtctccacag
180

tctggagtgc
240
agccgggtgg
300
tacgcgttcg
342

<210> 151
<211> 342
<212> DNA
<213>
<220>
<223>
<400> 151

cagataggtt

aggctgagga

gcggagggac

cagtggcagc

tgttggggtt

caaggtggag

Artificial Sequence

Synthetic Sequence

gatgtggtga tgacccagac tccactctct
60

atctcctgca gatgtagtca gagccttgta
120

tacctgcaga agccaggcca gtctccacag
180

tctggagtgc cagataggtt cagtggcagc
240

gggcgggtgg aggctgagga tgttggggtt
tacgcgttcg gcggagggac caaggtggag
342

<210> 152

<211> 342

<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic Sequence

<400> 152

gatgtggtga tgacccagac tccactctct
60

atctcctgca gatgtagtca gagccttgta

120

tacctgcaga agccaggcca gtctccacag

180

tctggagtgc cagataggtt cagtggcagc
240

388C999t99 aggctgagga tgttggggtt

ctcctgatct

ggatcaggga

tatttttgct

atcaaacgga

ctgtccgtca

cacagtgatg

ctcctgatct

ggatcaggga

tatttttgct

atcaaacgga

ctgtccgtca

cacagtgatg

ctcctgatct

ggatcaggga

tatttttgct
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gaaacaccta

atggagtttc

cagatttcac

ctcaaagtac

ct

cccctggaca

gaaacaccta

ataacgtttc

cagatttcac

ctcaaagtac

ct

cccctggaca

gaaacaccta

atagcgtttc

cagatttcac

ctcaaagtac

tttacattgg

caaccgattt

actgaaaatc

acatgttccg

gccggectcc

tttacattgg

caaccgattt

actgaaaatc

acatgttccg

gccggectcc

tttacattgg

caaccgattt

actgaaaatc

acatgttccg



723163_ST25

tacgcgttcg gcggagggac caaggtggag atcaaacgga ct

342

<210> 153
<211> 342
<212> DNA
<213>
<220>
<223>
<400> 153
gatgtggtga
60
atctcctgca
120
tacctgcaga
180
tctggagtgc
240
agccgggtgg
300
tacgcgttcg
342

<210> 154
<211> 342
<212> DNA
<213>
<220>
<223>
<400> 154
gatgtggtga
60
atctcctgca
120
tacctgcaga
180
tctggagtgc
240
agccgggtgg
300
tacgcgttcg
342

<210> 155
<211> 342
<212> DNA
<213>
<220>
<223>

tgacccagac

gatgtagtca

agccaggcca

cagataggtt

aggctgagga

gcggagggac

tgacccagac

gatgtagtca

agccaggcca

cagataggtt

aggctgagga

gcggagggac

Artificial Sequence

Synthetic Sequence

tccactctct

gagccttgta

gtctccacag

cagtggcagc

tgttggggtt

caaggtggag

Artificial Sequence

Synthetic Sequence

tccactctct

gagccttgta

gtctccacag

cagtggcagc

tgttggggtt

caaggtggag

Artificial Sequence

Synthetic Sequence

ctgtccgtca

cacagtgatg

ctcctgatct

ggatcaggga

tatttttgct

atcaaacgga

ctgtccgtca

cacagtgatg

ctcctgatct

ggatcaggga

tatttttgcg

atcaaacgga
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cccctggaca

gagacaccta

ataaagtttc

cagatttcac

ctcaaagtac

ct

cccctggaca

gaaacaccta

ataaagtttc

cagatttcac

cgcaaagtac

ct

gccggectcc

tttacattgg

caaccgattt

actgaaaatc

acatgttccg

gccggectcc

tttacattgg

caaccgattt

actgaaaatc

acatgttccg



<400> 155
gatgtggtga
60
atctcctgca
120
tacctgcaga
180
tctggagtgc
240
agccgggtgg
300
tacgcgttcg
342

<210> 156
<211> 342
<212> DNA
<213>
<220>
<223>
<400> 156
gatgtggtga
60
atctcctgca
120
tacctgcaga
180
tctggagtgc
240
agccgggtgg
300
tacgcgttcg
342

<210> 157
<211> 342
<212> DNA
<213>
<220>
<223>
<400> 157

tgacccagac

gatgtagtca

agccaggcca

cagataggtt

aggctgagga

gcggagggac

tgacccagac

gatgtagtca

agccaggcca

cagataggtt

aggctgagga

gcggagggac

723163_ST25

tccactctct

gagccttgta

gtctccacag

cagtggcagc

tgttggggtt

caaggtggag

Artificial Sequence

Synthetic Sequence

tccactctct

gagccttgta

gtctccacag

cagtggcagc

tgttggggtt

caaggtggag

Artificial Sequence

Synthetic Sequence

gatgtggtga tgacccagac tccactctct
60

atctcctgca gatgtagtca gagccttgta

120

tacctgcaga agccaggcca gtctccacag
180

tctggagtgc cagataggtt cagtggcagc

ctgtccgtca

cacagtgatg

ctcctgatct

ggatcaggga

tatttttgcg

atcaaacgga

ctgtccgtca

cacagtgatg

ctcctgatct

ggatcaggga

tatttttgct

atcaaacgga

ctgtccgtca

cacagtgatg

ctcctgatct

ggatcaggga
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cccctggaca

gaaacaccta

ataaagtttc

cagatttcac

gtcaaagtac

ct

cccctggaca

gaaacaccta

ataaagtttc

cagatttcac

ctcaaagtac

ct

cccctggaca

gaaacaccta

ataaaatttc

cagatttcac

gccggectcc

tttacattgg

caaccgattt

actgaaaatc

acatgttccg

gccggectec

tttacattgg

caaccgattt

actgaaaatc

atatgttccg

gccggectcc

tttacattgg

caaccgattt

actgaaaatc



240

723163_ST25

gggcgggtgg aggctgagga tgttggggtt tatttttgct ctcaaagtac acatgttccg

tacgcgttcg gcggagggac caaggtggag atcaaacgga ct
342

<210> 158
<211> 342
<212> DNA
<213>
<220>
<223>
<400> 158

Artificial Sequence

Synthetic Sequence

gatgtggtga tgacccagac tccactctct
60

atctcctgca
120

tacctgcaga
180

tctggagtgc
240

agccgggtgg
300

tacgcgttcg
342

<210>
<211>
<212>
<213>

<220>
<223>

159
342
DNA

<400> 159
gatgtggtga
60

atctcctgca
120

tacctgcaga
180
tctggagtgce
240
agccgggtgg
300

tacgcgttcg
342

<210>
<211>
<212>

160
342
DNA

gaagtagtca

agccaggcca

cagataggtt

aggctgagga

gcggagggac

tgacccagac

gaagtagtca

agccaggcca

cagataggtt

aggctgagga

gcggagggac

gagccttgta

gtctccacag

cagtggcagc

tgttggggtt

caaggtggag

Artificial Sequence

Synthetic Sequence

tccactctct

gagccttgta

gtctccacag

cagtggcagc

tgttggggtt

caaggtggag

ctgtccgtca

cacagtgatt

ctcctgatct

ggatcaggga

tatttttgcg

atcaaacgga

ctgtccgtca

cacagtgatt

ctcctgatct

ggatcaggga

tatttttgcg

atcaaacgga
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cccctggaca

caaacaccta

atctagtttc

cagatttcac

gtcaaagtac

ct

cccctggaca

caaacaccta

ataaagtttc

cagatttcac

gtcaaagtac

ct

gccggectcc

tttacattgg

caaccgattt

actgaaaatc

acatgttccg

gccggectcc

tttacattgg

caaccgattt

actgaaaatc

acatgttccg



<213>

<220>
<223>

<400> 160

723163_ST25

Artificial Sequence

Synthetic Sequence

gatgtggtga tgacccagac tccactctct
60

atctcctgca gaagtagtca gagccttgta
120

tacctgcaga agccaggcca gtctccacag
180

tctggagtgc cagataggtt cagtggcagc
240

gggcgggtgg aggctgagga tgttggggtt
tacgcgttcg gcggagggac caaggtggag
342

<210> 161

<211> 342

<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic Sequence

<400> 161

gatgtggtga tgacccagac tccactctct
60

atctcctgca gaagtagtca gagccttgta
120

tacctgcaga agccaggcca gtctccacag
180

tctggagtgc cagataggtt cagtggcagc
240

gggcgggtgg aggctgagga tgttggggtt
tacgcgttcg gcggagggac caaggtggag
342

<210> 162

<211> 342

<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic Sequence

<400> 162

ctgtccgtca

cacagtgatg

ctcctgatct

ggatcaggga

tatttttgcg

atcaaacgga

ctgtccgtca

cacagtgatt

ctcctgatct

ggatcaggga

tatttttgct

atcaaacgga

cccctggaca

gaaacaccta

ataaagtttc

cagatttcac

gtcaaagtac

ct

cccctggaca

caaacaccta

atctagtttc

cagatttcac

ctcaaagtac

ct

gccggectcc

tttacattgg

caaccgattt

actgaaaatc

acatgttccg

gccggectcc

tttacattgg

caaccgattt

actgaaaatc

acatgttccg

gatgtggtga tgacccagac tccactctct ctgtccgtca cccctggaca gccggcctcc
60

atctcctgca gaagtagtca gagccttgta cacagtgatg gaaacaccta tttacattgg

120
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180

723163_ST25
tacctgcaga agccaggcca gtctccacag ctcctgatct

tctggagtgc cagataggtt cagtggcagc ggatcaggga
240

gggcgggtgg aggctgagga tgttggggtt tatttttgcg

tacgcgttcg gcggagggac caaggtggag atcaaacgga
342

<210> 163
<211> 342
<212> DNA
<213>
<220>
<223>
<400> 163

Artificial Sequence

Synthetic Sequence

gatgtggtga tgacccagac tccactctct
60

atctcctgca gaagtagtca gagccttgta
120

tacctgcaga agccaggcca gtctccacag
180

tctggagtgc cagataggtt cagtggcagc
240

gggcgggtgg aggctgagga tgttggggtt
tacgcgttcg gcggagggac caaggtggag
342

<210> 164

<211> 342

<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic Sequence

<400> 164

gatgtggtga tgacccagac tccactctct
60

atctcctgca
120

tacctgcaga
180
tctggagtgc
240

agccgggtgg
300

tacgcgttcg
342

gaagtagtca

agccaggcca

cagataggtt

aggctgagga

gcggagggac

gagccttgta

gtctccacag

cagtggcagc

tgttggggtt

caaggtggag

ctgtccgtca

cacagtgatg

ctcctgatct

ggatcaggga

tatttttgct

atcaaacgga

ctgtccgtca

cacagtgatg

ctcctgatct

ggatcaggga

tatttttgct

atcaaacgga
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atctagtttc

cagatttcac

gtcaaagtac

ct

cccctggaca

gaaacaccta

atctaatttc

cagatttcac

ctcaaagtac

ct

cccctggaca

gaaacaccta

atctagtttc

cagatttcac

ctcaaagtac

ct

caaccgattt

actgaaaatc

acatgttccg

gccggectec

tttacattgg

caaccgattt

actgaaaatc

acatgttccg

gccggectcc

tttacattgg

caaccgattt

actgaaaatc

acatgttccg



<210> 165
<211> 342
<212> DNA
<213>
<220>
<223>
<400> 165

723163_ST25

Artificial Sequence

Synthetic Sequence

gatgtggtga tgacccagac tccactctct
60

atctcctgca
120
tacctgcaga
180
tctggagtgc
240
agccgggtgg
300
tacgcgttcg
342

<210> 166
<211> 342
<212> DNA
<213>
<220>
<223>
<400> 166

gaagtagtca gagccttgta

agccaggcca

cagataggtt

aggctgagga

gcggagggac

gtctccacag

cagtggcagc

tgttggggtt

caaggtggag

Artificial Sequence

Synthetic Sequence

gatgtggtga tgacccagac tccactctct
60

atctcctgca
120

tacctgcaga
180

tctggagtgc
240

agccgggtgg
300

tacgcgttcg
342

<210>
<211>
<212>
<213>

<220>
<223>

167
342
DNA

<400> 167

gaagtagtca

agccaggcca

cagataggtt

aggctgagga

gcggagggac

gagccttgta

gtctccacag

cagtggcagc

tgttggggtt

caaggtggag

Artificial Sequence

Synthetic Sequence

ctgtccgtca

cacagtgatt

ctcctgatct

ggatcaggga

tatttttgct

atcaaacgga

ctgtccgtca

cacagtgatt

ctcctgatct

ggatcaggga

tatttttgcg

atcaaacgga

cccctggaca

caaacaccta

ataaaatttc

cagatttcac

ctcaaagtac

ct

cccctggaca

caaacaccta

ataaaatttc

cagatttcac

gtcaaagtac

ct

gccggectcc

tttacattgg

caaccgattt

actgaaaatc

acatgttccg

gccggectcc

tttacattgg

caaccgattt

actgaaaatc

acatgttccg

gatgtggtga tgacccagac tccactctct ctgtccgtca cccctggaca gccggcctcc
60
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723163_ST25

atctcctgca gaagtagtca gagccttgta cacagtgatg

120

tacctgcaga agccaggcca gtctccacag
180

tctggagtgc
240
agccgggtgg
300
tacgcgttcg
342

<210> 168
<211> 342
<212> DNA
<213>
<220>
<223>
<400> 168

cagataggtt

aggctgagga

gcggagggac

cagtggcagc

tgttggggtt

caaggtggag

Artificial Sequence

Synthetic Sequence

gatgtggtga tgacccagac tccactctct
60

atctcctgca gaagtagtca gagccttgta
120

tacctgcaga agccaggcca gtctccacag
180

tctggagtgc cagataggtt cagtggcagc
240

gggcgggtgg aggctgagga tgttggggtt
tacgcgttcg gcggagggac caaggtggag
342

<210> 169

<211> 342

<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic Sequence

<400> 169

gatgtggtga tgacccagac tccactctct
60

atctcctgca gaagtagtca gagccttgta

120

tacctgcaga agccaggcca gtctccacag

180

tctggagtgc cagataggtt cagtggcagc
240

388C999t99 aggctgagga tgttggggtt

ctcctgatct

ggatcaggga

tatttttgct

atcaaacgga

ctgtccgtca

cacagtgatt

ctcctgatct

ggatcaggga

tatttttgcg

atcaaacgga

ctgtccgtca

cacagtgatt

ctcctgatct

ggatcaggga

tatttttgcg
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gaaacaccta

ataaagtttc

cagatttcac

ctcaaagtac

ct

cccctggaca

caaacaccta

atctaatttc

cagatttcac

gtcaaagtac

ct

cccctggaca

caaacaccta

atctagtttc

cagatttcac

gtcaaagtac

tttacattgg

caaccgattt

actgaaaatc

atatgttccg

gccggectcc

tttacattgg

caaccgattt

actgaaaatc

acatgttccg

gccggectcc

tttacattgg

caaccgattt

actgaaaatc

atatgttccg
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tacgcgttcg gcggagggac caaggtggag atcaaacgga ct

342

<210> 170
<211> 342
<212> DNA
<213>
<220>
<223>
<400> 170
gatgtggtga
60
atctcctgca
120
tacctgcaga
180
tctggagtgc
240
agccgggtgg
300
tacgcgttcg
342

<210> 171
<211> 342
<212> DNA
<213>
<220>
<223>
<400> 171
gatgtggtga
60
atctcctgca
120
tacctgcaga
180
tctggagtgc
240
agccgggtgg
300
tacgcgttcg
342

<210> 172
<211> 342
<212> DNA
<213>
<220>
<223>

tgacccagac

gaagtagtca

agccaggcca

cagataggtt

aggctgagga

gcggagggac

tgacccagac

gaagtagtca

agccaggcca

cagataggtt

aggctgagga

gcggagggac

Artificial Sequence

Synthetic Sequence

tccactctct

gagccttgta

gtctccacag

cagtggcagc

tgttggggtt

caaggtggag

Artificial Sequence

Synthetic Sequence

tccactctct

gagccttgta

gtctccacag

cagtggcagc

tgttggggtt

caaggtggag

Artificial Sequence

Synthetic Sequence

ctgtccgtca

cacagtgatt

ctcctgatct

ggatcaggga

tatttttgcg

atcaaacgga

ctgtccgtca

cacagtgatg

ctcctgatct

ggatcaggga

tatttttgcg

atcaaacgga
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cccctggaca

caaacaccta

atctaatttc

cagatttcac

gtcaaagtac

ct

cccctggaca

gaaacaccta

atctagtttc

cagatttcac

gtcaaagtac

ct

gccggectcc

tttacattgg

caaccgattt

actgaaaatc

atatgttccg

gccggectcc

tttacattgg

caaccgattt

actgaaaatc

atatgttccg



<400> 172
gatgtggtga
60
atctcctgca
120
tacctgcaga
180
tctggagtgc
240
agccgggtgg
300
tacgcgttcg
342

<210> 173
<211> 342
<212> DNA
<213>
<220>
<223>
<400> 173
gatgtggtga
60
atctcctgca
120
tacctgcaga
180
tctggagtgc
240
agccgggtgg
300
tacgcgttcg
342

<210> 174
<211> 342
<212> DNA
<213>
<220>
<223>
<400> 174

tgacccagac

gaagtagtca

agccaggcca

cagataggtt

aggctgagga

gcggagggac

tgacccagac

gaagtagtca

agccaggcca

cagataggtt

aggctgagga

gcggagggac

723163_ST25

tccactctct

gagccttgta

gtctccacag

cagtggcagc

tgttggggtt

caaggtggag

Artificial Sequence

Synthetic Sequence

tccactctct

gagccttgta

gtctccacag

cagtggcagc

tgttggggtt

caaggtggag

Artificial Sequence

Synthetic Sequence

gatgtggtga tgacccagac tccactctct
60

atctcctgca gaagtagtca gagccttgta

120

tacctgcaga agccaggcca gtctccacag
180

tctggagtgc cagataggtt cagtggcagc

ctgtccgtca

cacagtgatt

ctcctgatct

ggatcaggga

tatttttgcg

atcaaacgga

ctgtccgtca

cacagtgatt

ctcctgatct

ggatcaggga

tatttttgcg

atcaaacgga

ctgtccgtca

cacagtgatt

ctcctgatct

ggatcaggga
Page 93

cccctggaca

caaacaccta

atctagtttc

cagatttcac

gtcaaagtac

ct

cccctggaca

caaacaccta

ataaagtttc

cagatttcac

gtcaaagtac

ct

cccctggaca

caaacaccta

atctagtttc

cagatttcac

gccggectcc

tttacattgg

caaccgattt

actgaaaatc

acatgttccg

gccggectec

tttacattgg

caaccgattt

actgaaaatc

acatgttccg

gccggectcc

tttacattgg

caaccgattt

actgaaaatc



240

723163_ST25

gggcgggtgg aggctgagga tgttggggtt tatttttgct ctcaaagtac acatgttccg

tacgcgttcg gcggagggac caaggtggag atcaaacgga ct
342

<210> 175
<211> 342
<212> DNA
<213>
<220>
<223>
<400> 175

Artificial Sequence

Synthetic Sequence

gatatcgtga tgacccagac tccactctct
60

atctcctgca
120

tacctgcaga
180

tctggagtgc
240

agccgggtgg
300

tacgcgttcg
342

<210>
<211>
<212>
<213>

<220>
<223>

176
342
DNA

<400> 176
gatatcgtga
60

atctcctgca
120
tacctgcaga
180
tctggagtgc
240

agccgggtgg
300

tacgcgttcg
342

<210>
<211>
<212>

177
342
DNA

gaagtagtca

agccaggcca

cagataggtt

aggctgagga

gcggagggac

tgacccagac

gaagtagtca

agccaggcca

cagataggtt

aggctgagga

gcggagggac

gagccttgta

gtctccacag

cagtggcagc

tgttggggtt

caaggtggag

Artificial Sequence

Synthetic Sequence

tccactctct

gagccttgta

gtctccacag

cagtggcagc

tgttggggtt

caaggtggag

ctgtccgtca

cacagtgatt

ctcctgatct

ggatcaggga

tatttttgcg

atcaaacgga

ctgtccgtca

cacagtgatt

ctcctgatct

ggatcaggga

tatttttgcg

atcaaacgga
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cccctggaca

caaacaccta

atctagtttc

cagatttcac

gtcaaagtac

ct

cccctggaca

caaacaccta

ataaagtttc

cagatttcac

gtcaaagtac

ct

gccggectcc

tttacattgg

caaccgattt

actgaaaatc

acatgttccg

gccggectcc

tttacattgg

caaccgattt

actgaaaatc

acatgttccg



<213>

<220>
<223>

<400> 177

723163_ST25

Artificial Sequence

Synthetic Sequence

gatatcgtga tgacccagac tccactctct
60

atctcctgca gaagtagtca gagccttgta
120

tacctgcaga agccaggcca gtctccacag
180

tctggagtgc cagataggtt cagtggcagc
240

gggcgggtgg aggctgagga tgttggggtt
tacgcgttcg gcggagggac caaggtggag
342

<210> 178

<211> 345

<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic Sequence

<400> 178

gacatccaga tgacccagtc tccatcctcc
60

atcacttgcc aggcgagtca ggacattagc
120

gggaaagccc ctaagctcct gatctacgat
180

aggttcagtg gaagtggatc tgggacagat
240

gaagatattg cagtgtatta ctgtcaacag
300

gggacacgac tggagattaa acgaactgtg
345

<210> 179

<211> 330

<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic Sequence

<400> 179

ctgtccgtca

cacagtgatt

ctcctgatct

ggatcaggga

tatttttgct

atcaaacgga

ctgtctgcat

aactatttaa

gcatccaatt

tttactttca

agttacagta

gctgcaccat

cccctggaca

caaacaccta

atctagtttc

cagatttcac

ctcaaagtac

ct

ctgtaggaga

attggtatca

tggaaacagg

ccatcagcag

ccctgatcac

ctgtc

gccggectcc

tttacattgg

caaccgattt

actgaaaatc

acatgttccg

cagagtcacc

gcagaaacca

ggtcccatca

cctgcagect

cttcggccaa

gacatccaga tgacccagtc tccatcctcc ctgtctgcat ctgtaggaga cagagtcacc

60

atcacttgcc aggcgagtca ggacattagc aactatttaa attggtatca gcagaaacca

120
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gggaaagccc
180

723163_ST25
ctaagctcct gattttggaa acaggggtcc catcaaggtt cagtggaagt

ggatctggga cagattttac tttcaccatc agcagcctgc agcctgaaga tattgcagtg
240

aacagagtta cagtaccctg atcaccttcg gccaagggac acgactggag

attaaacgaa ctgtggctgc accatctgtc

tattactgtc
300

330

<210> 180
<211> 330
<212> DNA
<213>
<220>
<223>
<400> 180

Artificial Sequence

Synthetic Sequence

ctgtctgcat

aactatttaa

acaggggtcc

agcagcctgc

atcaccttcg

ctgtaggaga

attggtatca

catcaaggtt

agcctgaaga

gccaagggac

gacatccaga tgacccagtc tccatcctcc
60

atcacttgcc aggcgagtca ggacattagc
120

gggaaagccc ctaagctcct gattttggaa
180

ggatctggga cagattttac tttcaccatc
240

tattactgtc aacagagtta cagtatcctg
300

attaaacgaa ctgtggctgc accatctgtc
330

<210> 181

<211> 114

<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic Sequence

<220>

<221> MISC_FEATURE

<222> (28)..(28)

<223> Xaal 1is asparagine (Asn) or serine (Ser)
<220>

<221> MISC_FEATURE

<222> (30)..(@30)

<223>

<220>

<221> MISC_FEATURE

<222> (38)..(38)

<223> Xaa3 is lysine (Lys) or glutamine (GIn)
<220>

<221> MISC_FEATURE

<222> (48)..(48)
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cagagtcacc

gcagaaacca

cagtggaagt

tattgcagtg

acgactggag

Xaa2 is lysine (Lys), tyrosine (Tyr), or asparagine (Asn)
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<223> Xaa4 is isoleucine (I1e) or methionine (Met)

<220>

<221> MISC_FEATURE

<222> (53)..(54)

<223> Xaa5 1is alanine (Ala) or proline (Pro)

Xaa6 is glutamic acid (Glu) or methionine (Met)

<220>

<221> MISC_FEATURE

<222> (56)..(56)

<223> Xaa7 is glycine (Gly), asparagine (Asn), or aspartic acid (Asp)

<220>

<221> MISC_FEATURE

<222> (59)..(59)

<223> Xaa8 1is glutamic acid (Glu) or glutamine (GIn)

<220>

<221> MISC_FEATURE

<222> (61)..(61)

<223> Xaa9 is alanine (Ala) or serine (Ser)

<220>

<221> MISC_FEATURE

<222> (65)..(65)

<223> XaalO 1is glutamine (GIn) or arginine (Arg)

<220>

<221> MISC_FEATURE

<222> (@7)..(771H

<223> Xaall 1is aspartic acid (Asp) or asparagine (Asn)

<220>

<221> MISC_FEATURE

<222> (82)..(82)

<223> Xaal2 1is glutamic acid (Glu) or lysine (Lys)

<400> 181
Glu val Gln Leu val GIn ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Phe Xaa Ile Xaa Asp Asp
20 25 30

Tyr Ile His Trp val Xaa GIn Ala Pro Gly Lys Gly Leu Glu Trp Xaa
35 40 45

Gly Trp Ile Asp Xaa Xaa Ash Xaa Asp Ser Xaa Tyr Xaa Ser Lys Phe
50 55 60

Xaa Gly Arg val Thr Ile Thr val Asp Thr Ser Thr Xaa Thr Ala Tyr
65 70 75 80

Met Xaa Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val
100 105 110
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Ser Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

182
114
PRT

Artificial Sequence

Synthetic Sequence

182

Glu val Gln Leu
1

Thr val

Tyr Ile

Gly Trp
50

Gln Gly
65

Met Lys

Thr Tyr

Ser Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Lys

His

35

Ile

Arg

Leu

Ala

183
114
PRT

Ile

20

Trp

Asp

val

Ser

Phe
100

val

5

Ser

val

Ala

Thr

Ser

85

Gly

Gln

Cys

Gln

Met

Ile

70

Leu

Gly

Ser

Lys

Gln

Asn

55

Thr

Arg

Tyr

Artificial Sequence

Synthetic Sequence

183

Glu val GIn Leu val Gln Ser
1

5

Thr val Lys Ile Ser Cys Lys
20

Tyr Ile His Trp val Gln Gln
35

723163_ST25

Gly Ala
Ala Ser

25

Ala Pro

40

Asp Asp

val Asp

Ser Glu

Trp Gly

Glu

10

Gly

Gly

Ser

Thr

Asp

90

Gln

val

Phe

Lys

Gln

Ser

75

Thr

Gly

Lys

Ser

Gly

Tyr

Thr

Ala

Thr

Gly Ala Glu val Lys

10

Ala Ser Gly Phe Ser

25

Ala Pro Gly Lys Gly
40
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Lys

Ile

Leu

45

Ser

Asn

val

Thr

Lys

Ile

Pro

Lys

Glu

Ser

Thr

Tyr

val
110

Pro

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Thr

Gly
15

Ala

Asp

Met

Phe

Tyr

80

Cys

val

Ala

Lys Asp Asp
30

Leu Glu Trp Met
45
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Gly Trp Ile Asp Ala Glu Asn Asp Asp Ser Gln Tyr Ser Ser Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr val Asp Thr Ser Thr Asn Thr Ala Tyr
65 70 75 80

Met Lys Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val
100 105 110

Ser Ser

<210> 184
<211> 114
<212> PRT
<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<400> 184
Glu val Gln Leu val GIn ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Phe Ser Ile Lys Asp Asp
20 25 30

Tyr Ile His Trp val Gln GIn Ala Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asp Ala Glu Asn Asp Asp Ser Gln Tyr Ser Ser Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr val Asp Thr Ser Thr Asn Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val
100 105 110

Ser Ser

<210> 185
<211> 114
<212> PRT
<213> Artificial Sequence
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<220>
<223> Synthetic Sequence
<400> 185

Glu val Gln Leu val GIn Ser Gly Ala Glu val
1 5 10

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Phe
20 25

Tyr Ile His Trp val Gln GIn Ala Pro Gly Lys
35 40

Gly Trp Ile Asp Ala Glu Ash Asp Asp Ser Glu

50 55
Gln Gly Arg val Thr Ile Thr val Asp Thr Ser
65 70 75
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr
85 90
Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly
100 105
Ser Ser
<210> 186
<211> 114
<212> PRT
<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 186

Glu val Gln Leu val GIn Ser Gly Ala Glu val
1 5 10

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Phe
20 25

Tyr Ile His Trp val Gln GIn Ala Pro Gly Lys
35 40

Gly Trp Ile Asp Ala Glu Ash Asp Asp Ser Glu
50 55

Gln Gly Arg val Thr Ile Thr val Asp Thr Ser
65 70 75

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr
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Lys

Ser

Gly

Tyr

Thr

Ala

Thr

Lys

Asn

Gly

Tyr

Thr

Ala

Lys

Ile

Leu

45

Ser

Asp

val

Thr

Lys

Ile

Leu

45

Ser

Asn

val

Pro

Ser

Thr

Tyr

val
110

Pro

Ser

Thr

Tyr

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Thr

Gly
15
Asp

Trp

Lys

Tyr

Ala

Asp

Met

Phe

Tyr

80

Cys

val

Ala

Asp

Met

Phe

Tyr

80

Cys



723163_ST25
85 90 95

Thr Tyr Ala Phe Gly Gly Tyr Trp Gly Gln Gly Thr Thr val Thr val
100 105 1

Ser Ser

<210> 187

<211> 120

<212> PRT

<213> Artificial Sequence
<220>

<223> Synthetic Sequence
<400> 187

Asp val val Met Thr Gln Thr Pro Leu Ser Leu Ser val Thr Pro Gly
1 5 10 15

Gln Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu val His Ser
20 25 30

Asp Ser Asn Thr Tyr Leu His Trp Tyr Leu GIn Lys Pro Gly Gln Ser
35 40 45

Pro GIn Leu Leu ITe Tyr Leu Ile Ser Asn Arg Phe Ser Gly val Pro
50 55 60

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile
65 70 75 80

Ser Arg val Glu Ala Glu Asp val Gly val Tyr Phe Cys Ala Gln Ser
85 90 95

Thr His val Pro Tyr Ala Phe Gly Gly Gly Thr Lys val Glu Ile Lys
100 105 110

Arg Thr val Ala Ala Pro Ser val

115 120

<210> 188

<211> 120

<212> PRT

<213> Artificial Sequence
<220>

<223> Synthetic Sequence

<400> 188

Asp val val Met Thr Gln Thr Pro Leu Ser Leu Ser val Thr Pro Gly
1 5 10 15

Gln Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu Vval His Ser
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Asp

Pro

Asp

65

Ser

Thr

Arg

Gly

Gln

50

Arg

Arg

His

Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Asn
35

Leu

Phe

val

val

val

115

189
120
PRT

20

Thr

Leu

Ser

Glu

Pro

100

Ala

Tyr

Ile

Gly

Ala

85

Tyr

Ala

Leu

Tyr

Ser

70

Glu

Ala

Pro

His

Leu

55

Gly

Asp

Phe

Ser

Artificial Sequence

Synthetic Sequence

189

Asp Ile val Met

1

Gln

Asp

Pro

Asp

65

Ser

Thr

Arg

Pro

Ser

Gln

50

Arg

Arg

His

Thr

Ala

Asn

35

Leu

Phe

val

val

val
115

Ser

20

Thr

Leu

Ser

Glu

Pro

100

Ala

Thr

5

Ile

Tyr

Ile

Gly

Ala

85

Tyr

Ala

Gln

Ser

Leu

Tyr

Ser

70

Glu

Ala

Pro

Thr

Cys

His

Leu

55

Gly

Asp

Phe

Ser

723163_ST25
25

Trp Tyr Leu Gln
40

Ile

Ser

val

Gly

val
120

Pro

Arg

Trp

40

Ile

Ser

val

Gly

val
120

Ser

Gly

Gly

Leu

Ser

25

Tyr

Ser

Gly

Gly

Asn

Thr

val

90

Gly

Ser

10

Ser

Leu

Asn

Thr

val

90

Gly

Arg

Asp

75

Tyr

Thr

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr
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Lys

Phe

60

Phe

Phe

Lys

Ser

Ser

Lys

Phe

60

Phe

Phe

Lys

Pro

45

Ser

Thr

Cys

val

val

Leu

Pro

45

Ser

Thr

Cys

val

30

Gly

Gly

Leu

Gly

Glu
110

Thr

val

30

Gly

Gly

Leu

Gly

Glu
110

Gln

val

Lys

Gln

95

Ile

Pro

15

His

Gln

val

Lys

Gln

95

Ile

Ser

Pro

Ile

80

Ser

Lys

Gly

Ser

Ser

Pro

Ile

80

Ser

Lys
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<210> 190
<211> 119
<212> PRT
<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<220>

<221> MISC_FEATURE
<222> (5)..(5
<223> Xaal Q,V

<220>

<221> MISC_FEATURE
<222> (1D..(1D
<223> Xaa2 L,V

<220>

<221> MISC_FEATURE
<222> (12)..(12)
<223> Xaa3 V, K

<220>

<221> MISC_FEATURE
<222> (13)..(13)
<223> Xaa4d R, K

<220>

<221> MISC_FEATURE
<222> (@A7)..@17)
<223> Xaab S,T

<220>

<221> MISC_FEATURE
<222> (20)..(020)
<223> Xaab L,I

<220>

<221> MISC_FEATURE
<222> (23)..Q023)
<223> Xaa7 T,K

<220>

<221> MISC_FEATURE
<222> (38)..(38)
<223> Xaa8 K,Q

<220>

<221> MISC_FEATURE
<222> (40)..(40)
<223> Xaa9 R,A

<220>

<221> MISC_FEATURE
<222> (42)..(42)
<223> XaalO E,G

<220>

<221> MISC_FEATURE
<222> (43)..(43)
<223> Xaall Q,K

<220>
<221> MISC_FEATURE
<222> (48)..(48)
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<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>

Xaal2 I,M

MISC_FEATURE
(55)..(55)
Xaal3 N,Q

MISC_FEATURE
(67)..(67)
Xaal4d K,R

MISC_FEATURE
(68)..(68)
Xaal5 A,V

MISC_FEATURE
(70)..(70)
Xaal6 L,I

MISC_FEATURE
(76)..(76)
Xaal7 AT

MISC_FEATURE
a7n..7n
Xaal8 N,D

MISC_FEATURE
(78)..(78)
Xaal9 I, T

MISC_FEATURE
(79)..(79
Xaa20 V,A

MISC_FEATURE
(81)..(81D)
Xaa2l L,M

MISC_FEATURE
(82)..(82)
Xaa2?2 H,E

MISC_FEATURE
(83)..(83)
Xaa23 F,L

MISC_FEATURE
(87)..(87)
Xaa24 T,R

MISC_FEATURE
97)..097)
Xaa25 T,A

723163_ST25
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<221> MISC_FEATURE
<222> (98)..(98)
<223> Xaa26 L OR
<220>
<221> MISC_FEATURE
<222> (99)..(099)
<223> Xaa27 F OR
<220>
<221> MISC_FEATURE
<222> (100)..(100)
<223> Xaa28 A OR
<220>
<221> MISC_FEATURE
<222> (101)..(10L)
<223> Xaa29 Y OR
<220>
<221> MISC_FEATURE
<222> (102)..(102)
<223> Xaa30 W OR
<220>
<221> MISC_FEATURE
<222> (103)..(103)
<223> Xaa3l G OR
<220>
<221> MISC_FEATURE
<222> (104)..(104)
<223> Xaa32 T,L
<220>
<221> MISC_FEATURE
<222> (113)..(113)
<223> Xaa33 S,T
<220>
<221> MISC_FEATURE
<222> (114)..(11%8
<223> Xaa34 L,V
<220>
<221> MISC_FEATURE
<222> (115)..(115)
<223> Xaa35 I,T
<400> 190
Glu val GIn Leu Xaa
1 5
Xaa val Lys Xaa Ser
20
Tyr Met Phe Trp val
35
Gly Trp Ile Asp Pro
50
Gln Asp Xaa Xaa Thr

ABSENT

ABSENT

ABSENT

ABSENT

ABSENT

ABSENT

Gln

Ccys

Xaa

Glu

Xaa

Ser

Xaa

Gln

Xaa

55

Thr

Gly

val

Xaa

40

Gly

Ala

723163_ST25

Ala Glu Xaa
10

Ser Gly Phe
25

Pro Xaa Xaa

Asp Thr Glu

Asp Thr Ser
Page 105

Xaa

Asn

Gly

Tyr

Xaa

Xaa

Ile

Leu

45

Ala

Xaa

Pro

Lys

Glu

Ser

Xaa

Gly Ala

15

Asp Asp

Trp Xaa

Lys Phe

Xaa Tyr



65

Xaa Xaa Xaa Ser

Xaa Xaa Xaa Xaa

85

100

70

Xaa Xaa Xaa val Ser Ser Ala

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

115

191

119

PRT
Artificial Sequence
Synthetic Sequence
MISC_FEATURE
(55)..(55)
Xaal N,Q
MISC_FEATURE
a7n..(7n
Xaa2 N,D
MISC_FEATURE
97)..097)
Xaa3 T,A
MISC_FEATURE
(98)..(98)
Xaa4 L or ABSENT
MISC_FEATURE
(99)..099)
Xaa5 F or ABSENT
MISC_FEATURE
(100)..(100)
Xaab A or ABSENT
MISC_FEATURE
(101D)..(101D
Xaa7 Y or ABSENT
MISC_FEATURE
(102)..(102)
Xaa8 W or ABSENT
MISC_FEATURE
(103)..(103)
Xaa9 G or ABSENT

723163_ST25
75

105
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80

Ser Leu Xaa Ser Glu Asp Thr Ala val Tyr Tyr Cys
90 95

Xaa Xaa Xaa Xaa Phe Ala Tyr Trp Gly Gln Gly Thr
110



T,L

val

5

Ser

val

Pro

Thr

Ser

85

Xaa

Ser

Gln

Cys

Gln

Glu

Ile

70

Leu

Xaa

Ser

Ser

Lys

Gln

Xaa

55

Thr

Arg

Xaa

Ala

Artificial Sequence

Synthetic Sequence

5

Ser

val

Pro

Thr

cys

Lys

Glu

Leu

<220>
<221> MISC_FEATURE
<222> (104)..(104
<223> Xaalo
<400> 191
Glu val GIn Leu
1
Thr val Lys Ile
20
Tyr Met Phe Trp
35
Gly Trp Ile Asp
50
Gln Asp Arg val
65
Met Glu Leu Ser
Xaa Xaa Xaa Xaa
100
Thr val Thr val
115
<210> 192
<211> 113
<212> PRT
<213>
<220>
<223>
<400> 192
Glu val GIn Leu GIn GIn
1
Ser val Lys Leu
20
Tyr Met Phe Trp
35
Gly Trp Ile Asp
50
Gln Asp Lys Ala
65

70

Ser

Thr

Gln

Asn

55

Thr

Gly

val

Ala

40

Gly

Ala

Ser

Xaa

Gly

val

Arg

40

Gly

Ala

723163_ST25

Ala

Ser

25

Pro

Asp

Asp

Glu

Phe
105

Ala

Ser

25

Pro

Asp

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Ala

Glu
10
Gly

Glu

Thr

val

Phe

Lys

Glu

ser

75

Thr

Tyr

Leu

Phe

Gln

Glu

Asp Thr Ser

75
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Lys

Asn

Gly

Tyr

60

Thr

Ala

Trp

val

Asn

Gly

Tyr

60

Ala

Lys

Ile

Leu

45

Ala

Xaa

val

Gly

Arg

Ile

Leu

45

Ala

Asn

Pro

Lys

Glu

Ser

Thr

Tyr

Gln
110

Pro

Lys

Glu

Ser

Ile

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Gly

Gly

15

Asp

Trp

Lys

val

Asp

Met

Phe

Tyr

80

cys

Thr

Asp

Ile

Phe

Tyr
80
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Leu His Phe Ser Ser Leu Thr Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Leu Phe Ala Tyr Trp Gly Gln Gly Thr Ser Leu Ile val Ser Ser

100 105 110
Ala
<210> 193
<211> 113
<212> PRT
<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 193

Glu val GIn Leu val GIn Ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Thr val Lys Ile Ser Cys Lys val Ser Gly Phe Asn Ile Lys Asp Asp
20 25 30

Tyr Met Phe Trp val Gln Gln Ala Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asp Pro Glu Asn Gly Asp Thr Glu Tyr Ala Ser Lys Phe
50 55 60

Gln Asp Arg val Thr ITle Thr Ala Asp Thr Ser Thr Asp Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Thr Phe Ala Tyr Trp Gly Gln Gly Thr Thr val Thr val Ser Ser

100 105 110
Ala
<210> 194
<211> 113
<212> PRT
<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 194

Glu val GIn Leu val GIn Ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15
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Thr val

Tyr Met

Gly Trp
50

Gln Asp
65

Met Glu

Thr Leu

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Lys

Phe

35

Ile

Arg

Leu

Phe

195
119
PRT

Ile

20

Trp

Asp

val

Ser

Ala
100

Ser

val

Pro

Thr

Ser

85

Tyr

Cys

Gln

Glu

Ile

70

Leu

Trp

Lys

Gln

Asn

55

Thr

Arg

Gly

Artificial Sequence

Synthetic Sequence

195

Glu val Gln Leu
1

Thr val

Tyr Met

Gly Trp
50

Gln Asp
65

Met Glu

Thr Leu

Lys

Phe

35

Ile

Arg

Leu

Phe

Ile

20

Trp

Asp

val

Ser

Ala
100

val
5

Ser
val
Pro
Thr
Ser

85

Tyr

Gln

cys

Gln

Glu

Ile

70

Leu

Trp

Ser

Lys

Gln

Gln

55

Thr

Arg

Gly

723163_ST25

val Ser Gly Phe

25

Ala Pro

40

Gly Asp

Ala Asp

Ser Glu

Gln Gly

Gly Ala

val Ser
25

Ala Pro

40

Gly Asp

Ala Asp

Ser Glu

Leu Phe
105

Gly

Thr

Thr

Asp

90

Thr

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Ala

Lys

Glu

ser

75

Thr

Thr

val

Phe

Lys

Glu

ser

75

Thr

Tyr
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Asn

Gly

Tyr

60

Thr

Ala

val

Lys

Asn

Gly

Tyr

60

Thr

Ala

Trp

Ile

Leu

45

Ala

Asn

val

Thr

Lys

Ile

Leu

45

Ala

Asn

val

Gly

Lys

Glu

Ser

Thr

Tyr

val
110

Pro

Lys

Glu

Ser

Thr

Tyr

Gln
110

Asp

Trp

Lys

Ala

Tyr

95

Ser

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Gly

Asp

Met

Phe

Tyr

80

Cys

Ser

Asp

Met

Phe

Tyr

80

Cys

Thr
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Thr val Thr val Ser Ser Ala
115

<210> 196
<211> 113
<212> PRT
<213> Artificial Sequence

<220>
<223> Synthetic Sequence

<220>

<221> MISC_FEATURE
<222> (7)..(D)
<223> Xaal T,S

<220>

<221> MISC_FEATURE
<222> (10)..(10)
<223> Xaa? T,S

<220>

<221> MISC_FEATURE
<222> (12)..(12)
<223> Xaa3 S,P

<220>

<221> MISC_FEATURE
<222> (41D)..(41D)
<223> Xaa4 L,F

<220>

<221> MISC_FEATURE
<222> (42)..(42)
<223> Xaas Q,L

<220>

<221> MISC_FEATURE
<222> (50)..(50)
<223> Xaab R,K

<220>

<221> MISC_FEATURE
<222> (68)..(68)
<223> Xaa7 A,S

<220>

<221> MISC_FEATURE
<222> (88)..(88)
<223> Xaa8 V,L

<220>

<221> MISC_FEATURE

<222> (109)..(109)

<223> Xaa9 L,V

<400> 196

Asp val val Met Thr Gln Xaa Pro Leu Xaa Leu Xaa val Thr Leu Gly
1 5 10 15

Gln Pro Ala Ser Ile Ser Cys Lys Ser Ser GIn Ser Leu Leu Asp Ser
25 30
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Asp Gly Lys
35

Pro Xaa Arg
50

Asp Arg Phe

65

Ser Arg val

Ala His Phe

Arg

<210> 197

<211> 108

<212> PRT

<213>

<220>

<223>

<400> 197

Thr

Leu

Xaa

Glu

Pro
100

Asp Ile Gln Met
1

Asp

Leu

Tyr

ser

65

Glu

Thr

Arg val

Asn Trp
35

Ala Ala
50
Gly ser

Asp Phe

Phe Gly

<210> 198
<211> 113
<212> PRT

<213>

<220>

Thr

20

Tyr

Ser

Gly

Ala

Gly

Tyr

Gly
Ala

85

Gln

Thr
5

Gln
Ser
Thr
val

85

Gly

Leu

Tyr

ser

70

Glu

Thr

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Asn

Leu

55

Gly

Asp

Phe

Artificial Sequence

Synthetic Sequence

Ser

Cys

Lys

Gln

55

Phe

Tyr

Lys

Artificial Sequence

40

val

Ser

Xaa

Gly

Pro

Arg

Pro

40

Ser

Thr

cys

val

723163_ST25
Trp Xaa Xaa Gln

Ser

Gly

Gly

Ser

Ala

25

Gly

Gly

Leu

Gln

Glu
105

Lys

Thr

val

90

Gly

ser

10

sSer

Lys

val

Thr

Gln

90

Ile

Leu

Asp

75

Tyr

Thr

Leu

Gln

Ala

Pro

Ile

75

sSer

Lys
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Arg

Asp

60

Phe

Tyr

Lys

Ser

sSer

Pro

ser

60

Ser

Tyr

Arg

Pro

45

Ser

Thr

Cys

Xaa

Ala

Ile

Lys

Arg

Ser

Ser

Gly

Gly

Leu

Trp

Glu
110

Ser

Ser

30

Leu

Phe

Leu

Thr

Gln

val

Lys

Gln

95

Ile

val

15

Ser

Leu

Ser

Gln

Pro
95

Ser

Pro

Ile

80

Gly

Lys

Gly

Tyr

Ile

Gly

Pro

80

Leu
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<223> Synthetic Sequence

<400> 198
Asp val val Met Thr Gln Thr Pro Leu Thr Leu Ser val Thr Leu Gly
1 5 10 15

Gln Pro Ala Ser Ile Ser Cys Lys Ser Ser GIn Ser Leu Leu Asp Ser
20 25 30

Asp Gly Lys Thr Tyr Leu Asn Trp Leu Leu GIln Arg Pro Gly GIn Ser
3
Pro Lys Arg Leu ITe Tyr Leu val Ser Lys Leu Asp Ser Gly val Pro

Asp Arg Phe Ala Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile
65 70 75 80

Ser Arg val Glu Ala Glu Asp Leu Gly val Tyr Tyr Cys Trp Gln Gly
85 90 95

Ala His Phe Pro Gln Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys

100 105 110
Arg
<210> 199
<211> 113
<212> PRT
<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 199

Asp val val Met Thr Gln Ser Pro Leu Ser Leu Pro val Thr Leu Gly
1 5 10 15

Gln Pro Ala Ser Ile Ser Cys Lys Ser Ser Gln Ser Leu Leu Asp Ser
20 25 30

Asp Gly Lys Thr Tyr Leu Asn Trp Phe Gln Gln Arg Pro Gly GIn Ser
3

Pro Arg Arg Leu ITe Tyr Leu val Ser Lys Leu Asp Ser Gly val Pro
50 55 60

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile
65 70 75 80

Ser Arg val Glu Ala Glu Asp val Gly val Tyr Tyr Cys Trp Gln Gly
85 90 95
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Ala His Phe Pro Gln Thr Phe Gly Gly Gly Thr Lys val Glu Ile Lys

100 105 110
Arg
<210> 200
<211> 113
<212> PRT
<213> Artificial Sequence
<220>
<223> Synthetic Sequence
<400> 200

Asp val val Met Thr Gln Ser Pro Leu Ser Leu Pro val Thr Leu Gly
1 5 10 15

Gln Pro Ala Ser Ile Ser Cys Lys Ser Ser GIn Ser Leu Leu Asp Ser
20 25 30

Asp Gly Lys Thr Tyr Leu Asn Trp Leu Gln Gln Arg Pro Gly GIn Ser
3
Pro Lys Arg Leu ITe Tyr Leu val Ser Lys Leu Asp Ser Gly val Pro

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile
65 70 75 80

Ser Arg val Glu Ala Glu Asp val Gly val Tyr Tyr Cys Trp Gln Gly
85 90 95

Ala His Phe Pro Gln Thr Phe Gly Gly Gly Thr Lys val Glu Ile Lys
100 105 110

Arg
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