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TMhelix 50
HsCld18.1 MSTTICQVVA FLLSILGLAG CIAATGMDMW STQDLYDNPV TSVFQYEGLW
HsC1d18.2 MAVTACQGLG FVVSLIGIAG ITAATOMDQOW STQDLYNNPV TAVEFNYQGLW
MmCidl18.2 MSVTACQGLG FVVSLIGFAG ITAATOMDQOW STQODLYNNPV TAVENYQGLW
Consensus MsvTaCQglg FvvS1iGxAG 1IAATcMDgW STQDLYnNPV TavFnYqGLW
51 TMhelix 100
HsC1d18.1 RSCVRQSSGF TECRPYFTIL GLPAMLQAVR AIMIVGIVLG AIGLLVSIFA
HsC1d18.2 RSCVRESSGF TECRGYFTLL GLPAMLQAVR AIMIVGIVLG AIGLLVSIFA
MmC1d18.2 RSCVRESSGF TECRGYFTLL GLPAMLQAVR AIMIVGIVLG VIGILVSIFA
Consensus RSCVReSSGF TECRgYFT1L GLPAMLQAVR ALMIVGIVLG aIGILVSIFA
101 TMhelix 150
HsC1d18.1 LKCIRIGSME DSAKANMTLT SQEIMFIVSGL CATIAGVSVFA NMLVTNFWMS
HsC1d18.2 LKCIRIGSME DSAKANMTLT SQIMFIVSGL CAIAGVSVFA NMLVTNEWMS
MmC1d18.2 LKCIRIGSMD DSAKAKMTLT SEILFIISGI CAIIGVSVFA NMLVTNFWMS
Consensus LKCIRIGSMe DSAKANMTLT SGImFIvSGl CAIaGVSVFA NMLVTINFWMS
151 TMhelix 200
HsC1d18.1 TANMYTGMGG M---VQTVQT RYTFGAALFV GWVAGGLTLI GGVMMCIACR
HsCl1d18.2 TANMYTGMGG M---VQTVQT RYTFGAALFV GWVAGGLTLI GGVMMCJACR
MmC1di8.2 TANMYSGMGG MGGMVQTIVQT RYTEFGAALEFV GWVAGGLTLI GGVMMCIACR
Consensus TANMYtGMGG M...VQTVQT RYTFGAALFV GWVAGGLTLI GGVMMCIACR
201 250
HsC1d18.1 GLAPEETNYK AVSYHASGHS VAYKPGGFKA STGEFGSNTKN KKIYDGGART
HsCldl8.2 GLAPEETNYK AVSYHASGHS VAYKPGGFKA STGFGSNTKN KKIYDGGART
MmC1d18.2 GLTPDDSNFK AVSYHASGQON VAYRPGGFKA STGFGSNTRN KKIYDGGART
Consensus GLaPeetNyK AVSYHASGhs VAYkPGGFKA STGFGSNTkN KKIYDGGART
251 264
HsC1d18.1 EDEVQSYPSK HDYV
HsCld18.2 EDEVQSYPSK HDYV
MmC1d18.2 EDDEQSHPTK YDYV
Consensus EDevQSyPsK hDYV
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FigUre 2

CLDN18.2 C-Ternm (aa 191-261)
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