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YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPC
YNYKLPDDFTGCVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPC
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NGVEGENCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
NGVEGENCYFPLOSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVN
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ECDIPIGAGICASYQTQTNSPRRARSVASQSIIAYTMSLGAENSVAYSNNSIAIPTNEFTI
ECDIPIGAGICASYQTQOTNSPRRARSVASQSIIAYTMSLGAENSVAYSNNSIAIPTNETI

SVTTEILPVSMTKTSVDCTMY ICGDSTECSNLLLOYGSFCTQLNRALTGIAVEQDKNTQE
SVITEILPVSMTKTSVDCTMY ICGDSTECSNLLLOYGSFCTQLNRALTGIAVEQDKNTQE

VEAQVKQIYKTPPIKDFGGENESQILPDPSKPSKRSFIEDLLENKVTLADAGEIKQYGDC
VEAQVKQIYKTPPIKDEGGENFSQILPDPSKPSKRSFIEDLLENKVTLADAGFIKQYGDC

LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTEFGAGAALQIPFAM
LGDIAARDLICAQKFNGLTVLPPLLTDEMIAQYTSALLAGTITSGWTFGAGAALQIPFAM

QMAYRFNGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLODVVNQONAQALN
OMAYRFNGIGVTONVLYENQKLIANQFNSAIGKIQDSLSSTASALGKLODVVNONAQALN

TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOTYVTQQLIRAAEIRA
TLVKQLSSNFGAISSVLNDILSRLDKVEAEVQIDRLITGRLOSLOTYVTQOLIRAAEIRA
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31'132

S1
Coronavirus spike (S); 180-200kDa

Fig. 4
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ConCatl AA 474-507

(QAGSTPCNGVEGFNCYFPLOSYGFQPTNGVGYQP G5GS)s
QAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQP HHHHHH

Epitope partial fold loop2 & sheet —repeat 9; Cter His — 35,6 kDa

QAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQP G5GS
QAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQP GSGS
QAGSTPCNGVEGFNCYFPLOSYGFQPTNGVGYQP GSGS
QAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQP GSGS
QAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQP GSGS
QAGSTPCNGVEGFNCYFPLQSYGFOQPTNGVGYQP GSGS
QAGSTPCNGVEGFNCYFPLQSYGFOQPTNGVGYQP GSGS
QAGSTPCNGVEGFNCYFPLOSYGFQPTNGVGYQP GSGS
OAGSTPCNGVEGFNCYFPLQSYGFOPTNGVGYQP HHHHHH

ConCat2 AA 474-484 C480changedto G
(QAGSTPEINGVE GSGS)19 QAGSTPENGVE HHHHHH
Linear Epitope loop 2a —repeat 20; Cter His — 30,1 kDa

QAGSTPEINGVE GSGS QAGSTPEINGVE GSGS QAGSTPENGVE GSGS QAGSTPEINGVE GSGS
QAGSTPEINGVE GSGS QAGSTPEINGVE GSGS QAGSTPEINGVE GSGS QAGSTPEINGVE GSGS
QAGSTPEINGVE GSGS QAGSTPEINGVE GSGS QAGSTPEINGVE GSGS QAGSTPEINGVE GSGS
QAGSTPEINGVE GSGS QAGSTPEINGVE GSGS QAGSTPEINGVE GSGS QAGSTPEINGVE GSGS
QAGSTPEINGVE GSGS QAGSTPEINGVE GSGS QAGSTPENGVE GSGS QAGSTPEINGVE HHHHHH

ConCat3 AA 498-507
Linear Epitope loop 2b — repeat 23; Cter His —31,1 kDa
(QPTNGVGYQP GSGS)22 QPTNGVGYQP HHHHHH

QPTNGVGYQP GSGS QPTNGVGYQP GSGS QPTNGVGYQP GSGS QPTNGVGYQP GSGS
QPTNGVGYQP GSGS QPTNGVGYQP GSGS QPTNGVGYQP GSGS QPTNGVGYQP GSGS
QPTNGVGYQP GSGS QPTNGVGYQP GSGS QPTNGVGYQP GSGS QPTNGVGYQP GSGS
QPTNGVGYQP GSGS QPTNGVGYQP GSGS QPTNGVGYQP GSGS QPTNGVGYQP GSGS
QPTNGVGYQP GSGS QPTNGVGYQP GSGS QPTNGVGYQP GSGS QPTNGVGYQP GSGS
QPTNGVGYQP GSGS QPTNGVGYQP GSGS QPTNGVGYQP HHHHHH
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ConCat4 AA 485-496 C 488 changedto G
Linear Epitope sheet — repeat 22; Cter His — 34,9 kDa
(GFNIBYFPLQSYG 5GS)21 GFNBYFPLQSYG HHHHHH

GFNEYFPLQSYG SGS GFNEYFPLQSYG SGS GFNIBYFPLQSYG SGS GFNBYFPLQSYG SGS
GFNBYFPLQSYG 5GS GFNBYFPLQSYG 5GS GFNBYFPLQSYG SGS GFNBYFPLQSYG SGS
GFNEYFPLQSYG SGS GFNEBYFPLQSYG SGS GFNYFPLQSYG SGS GFNYFPLOSYG SGS
GFNBYFPLQSYG SGS GFNJYFPLQSYG SGS GFNYFPLQSYG SGS GFN§YFPLQSYG SGS
GFNBYFPLQSYG SGS GFNBYFPLQSYG SGS GFNEYFPLQSYG SGS GFNEYFPLOSYG SGS
GFNYFPLQSYG SGS GFNYFPLQSYG HHHHHH

ConCat5 AA 438-449
Linear Epitope loop 1 —repeat 20; Cter His — 31,3 kDa
{SNNLDSKVGGNY G5GS)10 SNNLDSKVGGNY HHHHHH

SNNLDSKVGGNY GSGS SNNLDSKVGGNY GSGS SNNLDSKVGGNY GSGS SNNLDSKVGGNY GSGS
SNNLDSKVGGNY GSGS SNNLDSKVGGNY GSGS SNNLDSKVGGNY GSGS SNNLDSKVGGNY GSGS
SNNLDSKVGGNY GSGS SNNLDSKVGGNY GSGS SNNLDSKVGGNY GSGS SNNLDSKVGGNY GSGS
SNNLDSKVGGNY G5GS SNNLDSKVGGNY GSGS SNNLDSKVGGNY GSGS SNNLDSKVGGNY GSGS
SNNLDSKVGGNY GSGS SNNLDSKVGGNY GSGS SNNLDSKVGGNY GSGS SNNLDSKVGGNY
HHHHHH

ConCat6 AA 677-692
Linear Epitope S1/52 priming site — repeat 15; Cter His — 30,9 kDa
(QTNSPRRARSVASQSI GSGS)14 QTNSPRRARSVASQS! HHHHHH

QTNSPRRARSVASQSI GSGS QTNSPRRARSVASQSI GSGS QTNSPRRARSVASQSI GSGS
QTNSPRRARSVASQSI GSGS QTNSPRRARSVASQSI GSGS QTNSPRRARSVASQSI GSGS
QTNSPRRARSVASQS! GSGS QTNSPRRARSVASQSI GSGS QTNSPRRARSVASQSI GSGS
QTNSPRRARSVASQSI GSGS QTNSPRRARSVASQSI GSGS QTNSPRRARSVASQSI GSGS
QTNSPRRARSVASQSI G5GS QTNSPRRARSVASQSI GSGS QTNSPRRARSVASQSI HHHHHH
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