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FIG. 1

Comparison of Monoclonals in the Fab ZAP Assay
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FIG. 2E

7-11-B 0.68 5.02E+05 3.44E-04 0.168 0.98
10-018-A 0.62 4.49E+05 2.67E-04 0.038 0.97
6-G23-F 0.16 4.05E+05 6.49E-05 0.15 0.97
2-C8-A 0.668 3.63E+05 2.42E-04 0.073 0.99
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FIG. 3A
Nucleotide Sequence of Heavy Chain Variable Domain (Vy) of 7-11-B (SEQ ID NO: 1)

GAGGTGCAGCTGGTGGAGTCTGGGGGGGGCTTGGTAAAGCCTGGGGGGTCCCTT
AGACTCTCCTGTGCAGCCTCTGGATTCACTTTCAGTAACACCTGGATGAGCTGGG
TCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTTGGCCGTATTAAAAGCAAAT
CTGATGGTGGGACAACAGACTACGCTGCACCCGTGAAAGGCAGATTCACCATCT

CAAGAGATGATTCAAAAAACACGCTGTATCTGCAAATGAACAGCCTGAAAACCG
AGGACACAGCCGTGTATTACTGTACCCAGTATTATTGGAACTCCTTTGACTACTG

GGGCCAGGGAACCCTGGTCACCGTCTCCTCA

Amino Acid Sequence of Heavy Chain Variable Domain (Vy) of 7-11-B (SEQ ID NO: 2)

EVQLVESGGGLVKPGGSLRLSCAASGFTFSNTWMSWVRQAPGKGLEWVGRIKSKS
DGGTTDYAAPVKGRFTISRDDSKNTLYLOQMNSLKTEDTAVYYCIOYYWNSEDYWGQ
GTLVTVSS

FIG. 3B
Nugcleotide Sequence of Light Chain Variable Domain (V) of 7-11-B (SEQ ID NO: 6)

GACATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTAGGAGACAGAG
TCACCATCACTTGCCAGGCGAGTCAGGACATTAGCAACTATTTAAATTGGTATCA
GCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTACGATGCATCCAATTTGGA
AACAGGGGTCCCATCAAGGTTCAGTGGAAGTGGATCTGGGACAGATTTTACTTTIC
ACCATCAGCAGCCTGCAGCCTGAAGATATTGCAACATATTACTGTCAACAGTATG
ATAATCTCCCGCTCACTTTCGGCGGAGGGACCAAGGTGGAGATCAAA

Amino Acid Sequence of Light Chain Variable Domain (Vi) of 7-11-B (SEQ ID NO: 7)

DIOMTQSPSSLSASVGDRVTITCQASQDISNYLNWYQOQKPGKAPKLLIYDASNLETG
VPSRFSGSGSGTDFTFTISSLQPEDIATYYCQOQYDNLPLTFGGGTKVEIK
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FIG. 4A
Nucleotide Sequence of Heavy Chain Variable Domain (V) of 2-C8-A (SEQ ID NO: 11).

GAGGTGCAGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGGGGGTCCCAG
AGACTCTCCTGTGCAGCCTCTGGATTCACCTTTAGTAGCTATTGGATGAACTGGG
TCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTGGCCAACATAAAGGAAGAT
GGAAGTGAGAAATACTATGTGGACTCTGTGAAGGGCCGATTCACCATCTCCAGA
GACAACGCCAAGAACTCACTGTATCTGCAAATGAACAGCCTGAGAGCCGAGGAC
ACGGCTGTGTATTACTGTGCGAGAGATCCGGGCTGGGCTCCCTTTGACTACTGGG
GCCAGGGAACCCTGGTCACCGTCTCCTICA

Amino Acid Sequence of Heavy Chain Variable Domain (Vi) of 2-C8-A (SEQ ID NO: 12).

EVQLVESGGGLVQPGGSQRLSCAASGFTFSSYWMNWVRQAPGKGLEWVANIKEDG
SEKYYVDSVKGRFTISRDNAKNSLYLOMNSLRAEDTAVYYCARDPGWAPEDYWGQ
GTLVTVSS

FIG. 4B
Nucleotide Sequence of Light Chain Variable Domain (Vi) of 2-C8-A (SEQ ID NO: 16).

GACATCCAGATGTCCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAG
TCACCATCACTTGTCGGGCGAGTCAGGGCATTAGCAATTATTTAGCCTGGTTTCA
GCAGAAACCAGGGAAAGCCCCTAAGTCCCTGATCTATGCTGCATCCAGTTTGCA
AAGTGGGGTCCCATCAAAGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTC
GCCATCAGCAGCCTGCAGCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATA
ATAGTTTCCCGTACACTTTTGGCCAGGGGACCACGCTGGAGATCAAA

Amino Acid Sequence of Light Chain Variable Domain (Vi) of 2-C8-A (SEQ ID NO: 17).

DIQMSQSPSSLSASVGDRVTITCRASQGISNYLAWFQQKPGKAPKSLIYAASSLOSGV
PSKFSGSGSGTDFTLAISSLQPEDFATYYCQQYNSFPYTFGQGTTLEIK
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FIG. SA
Nucleotide Sequence of Heavy Chain Variable Domain (Vg) of 10-0O18-A (SEQ ID NO: 21).

CAGGTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTG
TCCCTCACCTGCACTGTCTCTGGTGGCTCCATCAATAGTTACTACTGGAGCTGGA
TCCGGCAGCCCCCAGGGAAGGGACTGGAGTGGATTGGGTATATCTTTTACAGTG
GGATCACCAACTACAACCCCTCCCTCAAGAGTCGAGTCACCATATCATTAGACAC
GTCCAAGAACCAGTTCTCCCTGAAGCTGAGCTCTGTGACCGCTGCGGACACGGCC
GTGTATTACTGTGCGAGAATCGGCGTGGCTGGTTTTTACTTTGACTACTGGGGCC
AGGGAACCCTGQOTCACCGTCTICCTCA

Amino Acid Sequence of Heavy Chain Variable Domain (Vi) of 10-0O18-A (SEQ ID NO:
22).

QVQLQESGPGLVKPSETLSLTCTVSGGSINSYYWSWIRQPPGKGLEWIGYIEYSGITN
YNPSLKSRVTISLDTSKNQFSLKLSSVTAADTAVYYCARIGVAGFYFDYWGQGTLVT
VSS

FIG. 5B
Nucleotide Sequence of Light Chain Variable Domain (V1) of 10-018-A (SEQ ID NO: 26).

GAAATTGTGTTGACGCAGTCTCCAGGCACCCTGTCTTTGTCTCCAGGGGAAAGAG
CCACCCTCTCCTGCAGGGCCAGTCAGAGTGTTAGCAGCAGCTACTTAGCCTGGTA
CCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTATGGTGCATCCAGCAG
GGCCACTGGCATCCCAGACAGGTTCAGTGGCAGTGGGTCTGGGACAGACTTCAC
TCTCACCATCAGCAGACTGGAGCCTGAAGATTTTGCAGTGTATTACTGTCAGCAG
TATGGTACCTCACCGCTCACTTTCGGCGGAGGGACCAAGGTGGAGATCAAA

Amino Acid Sequence of Light Chain Variable Domain (V1) of 10-0O18-A (SEQ ID NO: 27).

EIVLTQSPGTLSLSPGERATLSCRASQSVSSSYLAWYQQKPGQAPRLLIYGASSRATG
IPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQOQYGTSPLTFGGGTKVEIK
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FIG. 6A
Nucleotide Sequence of Heavy Chain Variable Domain (Vu) of 6-G23-F (SEQ ID NO: 31).

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAGGTGAAGAAGCCTGGGGCCTCAGTG
AAGGTTTCCTGCAAGGCATCTGGATACACCTTCACCAGCTACTATATACACTGGG
TGCGACAGGCCCCTGGACAAGGGCTTGAGTGGATGGGAATAATCGACCCAAGTG
ATGGTAGCACAAACTACGCACAGAAGTTCCAGGGCAGAGTCACCATGACCAGGG
ACACGTCCACGAGCACAGTCTACATGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGOCCGTGTATTACTGTGCGAGAGATCGGGAATATAACTACTACGGTTTGGACGT
CTGGGGCCAAGGGACCACGGTCACCGTCTCCTCA

Amino Acid Sequence of Heavy Chain Variable Domain (Vi) of 6-G23-F (SEQ ID NO: 32).

QVOLVQSGAEVKKPGASVKVSCKASGYTFTSYYIHWVRQAPGOQGLEWMGIIDPSD
GSTNYAQKFQGRVTMTRDTSTSTVYMELSSLRSEDTAVYYCARDREYNYYGLDVWG
QGTTVTVSS

FIG. 6B
Nucleotide Sequence of Light Chain Variable Domain (V1) of 6-G23-F (SEQ ID NO: 36).

GATGTTGTGATGACTCAGTCTCCACTCTCCCTGCCCGTCACCCTTGGACAGCCGG
CCTCCATCTCCTGCAGGTCTAGTCAAAGCCTCGTATACCGTGATGGAAACACCTA
CTTGAATTGGTTTCAGCAGAGGCCAGGCCAATCTCCAAGGCGCCTAATTTATAAG
GTTTCTAACCGGGACTCTGGGGTCCCAGACAGATTCCGCGGCAGTGGGTCAGGC
ACTGATTTCACACTGAAAATCAGCCGGGTGGAGGCTGAGGATGTTGGGGTTTATT
ACTGCATGCAAGGTACACACTGGCCTCCGACGTTCGGCCAAGGGACCAAGGTGG
AAATCAAA

Amino Acid Sequence of Light Chain Variable Domain (Vi) of 6-G23-F (SEQ ID NO: 37).

DVVMTQSPLSLPVTLGQPASISCRSSQSLYVYRDGNTYLNWFQQRPGQSPRRLIYKVS
NRDSGVPDRFRGSGSGTDFTLKISRVEAEDVGVYYCMOGTHWPPTFGQGTKVEIK
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FIG. 8A

>NM 01€941.4 Homo sapiens deltas like canonical Netch ligand 3 (DLL3),
transcript variant 1, mRNA (3EQ ID NO: 55)
ACTCCCGAGACCCCCCCACCAGAAGGCCATGGETCTCCCCACGGATGTCCGGGUTCCTCTCCCAGALT
ATCCTAGCGCTCATTTTCCTCCCCCAGACACGGCCCGCTGGUCGTCTTCGAGCTGCAGATCCACTCTTTICG
GGCCGGGTCCAGGCCCTGGGEGCCCCGCEETCCCCCTGCAGCGCCCGGUTCCCCTGCCGCCTICTTCTTCAG
TCTGCCTGAAGCCTGGGCTCTCAGAGGAGGCCGCCGAGTCCCCGTGCGCCCTGGGCGCEGCGCTGAGT
GCGCGCGGACCGGETCTACACCGAGCAGCCCGGAGCGCCCGCGCCTGATCTCCCACTGCCCGACGGLCTCT
TGCAGGTGCCCTTCCGGGACGCCTGGCCTGGCACCTTCTCTTTCATCATCGAAACCTGGAGAGAGGAGTT
AGGAGACCAGATTGGAGGGCCCGCCTGGAGCCTGCTGGCEGCGCGTGGCTGGCAGGCEGCGCTTGECAGCT
GGAGGCCCGTGGGCCCGGGACATTCAGCGCGCAGGCGCCTGGGAGCTGCGCTTCTCGTACCGCGCGCGLT
GCGAGCCGCCTGCCGTCGGGACCGTUGTGCACGCGCCTCTGCCGTCCGCGCAGCGCCCCCTCGCGETGLGG

TCCGGGACTGCGCCCCTGCGCACCGCTCGAGGACGAATGTGAGGCGCCEGLTGETGTGCCGAGCAGGLTGC
AGCCCTGAGCATGGCTTCTGTGAACAGCCCGGETGAATGCCGATGCCTAGAGGGCTGGACTGGACCCCTCT
GCACGGTCCCTGTCTCCACCAGCAGCTECCTCAGCCCCAGGGGCCCGTCCTCTGCTACCACCGGATGCCT
TGTCCCTGGGCCTGGGCCCTGTGACGGGAACCOGTGTGCCAATGGAGGCAGCTGTAGTGAGACACCCAGS
TCCTTTGAATGCACCTGCCCGCGTGGGTTCTACGGGCTGCGGTGTGAGGTGAGCGGGGTGACATGTGCAG

ATGGACCCTGCTTCAACGGCGGCTTGTGTGTCGGGGGTGCAGACCCTGACTCTGCCTACATCTGLCACTG
CCCACCCGGTTTCCAAGGCTCCAACTGTGAGAAGAGGGTGGACCGGTGCAGCCTGCAGCCATGCTUGCAAT
GGCGGACTCTGCCTGGACCTGGGCCACGCCCTGCGCTGCCGCTGLCGCELLGGELTTCGCGEETCCTCGLT
GCGAGCACGACCTGGACGACTGCGLGGGLCGCGCCTGCGLTAACGGCGGCACGTGTGTGGAGGGLGGCGE
CGCGCACT GCTGCTC”TGCG”GCTGGGCTTCGGCGG”CGCGAL“GCCG”GAGC”CGCGGACCCGTGCGCC
GCGCGCCCCTGTGCTCACGGCGGCCGLTGCTACGCCCACTTCTCCGGCCTCGTCTGCGCTIGCGCTCCCG
GCTACATGGGAGCGCGGTGTGAGTTCCCAGTGCACCCCGACGGCGCAAGCGCUTTGCCCGUGGCCCCGTT
GGGCCTCAGGCCCGGGGACCCTCAGCGCTACCTTITTGCCTCCGGCTCTGGGACTGCTCGTGGLCGELGGET
GTGGCCGGCGCTGCGCTCTTGCTGGTCCACGTGCGCCGCCGTGGUCACTCCCAGGATGCTGGGTCTCGCT
TGCTGGCTGGGACCCCGGAGCCGTCAGTCCACGCACTCCCGGATGCACTCAACAACCTAAGGACGCAGGA
GGGTTCCGGGGATGGTCCGAGCTCGTCCGTAGATTGGAATCGCCCTGAAGATGTAGACCCTCAAGGGATT
TATGTCATATCTGCTCCTTCCATCTACGCTCGGGAGGTAGCGACGCCCCTTTTCCCCCCGCTACACACTG
GGCGCGCTGGGCAGAGGCAGCACCTGCTTTTTCCCTACCCTTCCTCGATTCTGTCCETGARATGAATTGG
GTAGAGTCTCTGGAAGGTTTTAAGCCCATTTTCAGTTCTAACTTACTTTCATCCTATTTTGCATCCCTCT
TATCGTTTTGAGCTACCTGCCATCTTCTICTTTGAARAACCTATGGGCTTGAGGAGGTCACGATGCCGALT
CCGCCAGAGCTTTTCCACTGATTGTACTCAGCGGGGCAGGCAGGGGAGGCAGAGGGGCAGCCTCTCTAAT
CTTCCTACTCATTTTGTTTCTAGGCCTGACGCGTCTCCTCCATCCGCACCTGGAGTCAGAGCGTGGATTET
TTGTATTTGCTCGGTGGTGCCCAGTCTCTGCCCCAGAGGCTTTGGAGTTCAATCTTGAAGGGGTGTCTGG
GGGAACTTTACTGTTGCAAGTTGCTAAATAATGGTTATTTATATCCTATTTTTTCTCACCCCATCTCTCTA
GAAARCACCTATAAAGGCTATTATTGTGATCA

1]

>NFP 058637.1 delta-like protein 3 isoform 1 precurscr [Homo sapiens] (S
NC: 50)

MVSPRMSGLLSQTVILALIFLPQTRPAGVFELQIHSEFGPGP
FEAAESPCALGAALSARGPVYTEQPGAPAPDLPLPDGLLOVEPFRDAWPGTFSFIIETWREELGDQIGGPAW
SLLARVAGRRRLAAGGPWARDIQRAGAWELRFSYRARCEPPAVGCGTACTRLCRPRSAPSRCGPGLRICAPL
EDECEAPLVCRAGCSPEHGFCEQPGECRCLEGWTGPLCTVPVSTSSCLSPRGPSSATTGCLVPGPGPCDG
NPCANGGSCSETPRSFECTCPRGFYGLRCEVSGVTCADGPCEFNGGLCVGGADPDSAYICHCPPGFQGSNC
EXRVDRCSLOPCRNGGLCLDLGHALRCRCRAGFAGPRCEHDLDDCAGRACANGGTCVEGGGAHRCSCALG
FGGRDCRERADPCAARPCAHGGRCYAHFSGLVCACAPGYMGARCEFPVHPDGASALPAAPPGLRPGDPQOR
YLLPPALGLLVAAGVAGAALLLVHVRRRGESQD AGSPLLAGTPEDqVHALPDALNWARTQ :G3GDGPSSS
VDWNRPEDVDPOGIYVISAPSIYAREVATPLFPPLHTGRAGQRQHLLFPYPSSILSVE

GPGAPRSPCSARLPCRLFFRVCLKPGLSE
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FIG. 8B

NM 203486.2 Homo sapiens delta like canonical Notch ligand 3 (DLL3},
ri , mMRNA ({SEQ ID NO: 5¢&)
AGAAGGCCATGGTCTCCCCACGGATGTCCGGGCTCCTCTCCCAGACTGTG
CCCCCAGACACGGCCCGEGCTGGCGTCTTCGAGCTGCAGATCCACTCTTTCG
5GCCCCGCGGETCCCCCTGCAGCGCCCGGCTCCCCTGCCGCCTCTTCTTCAG
TGCCTGAAGCCTGGGCTCTCAGAGGAGGCCGCCGAGTCCCCGETGCGCCCTGGELGCEGLCGCTGAGT
GCGGACCGGTCTACACCGAGCAGCCCGGAGCGCCCEGLCECCTGATCTCCCACTGCCCGACGGLCTCT
TGCAGGTGCCCTTCCGEGACGCCTGGCCTGGCACCTTCTCTTTCATCATCGAAACCTGGAGAGAGGAGT?
AGGAGACCAGATTGGAGGGCCCGCCTGGAGCCTGCTGGCECGCGTGGCTEGGCAGGCGEGELCGCTTGGECAGLC
GGAGGCCCGTGGGCCCEGGACATTCAGUGCGCAGGUGCCTGGGAGCTGCGCTTCTCEGTACCGCGCGLGLT
GCGAGCCGCCTGCCGTCGGGACCGCGTGCACGCGCCTCTGCCGTCCGCGCAGCGCCCCCTCGCGGTGCGE
TCCGGGACTGCGUCCCTGCGCACCGCTCGAGGACGAATGTGAGGCGCCELTGETGTGLCCGAGCAGGCTGT
AGCCCTGAGCATGGCTTCTGTGAACAGCCCGGTGAATGCCGATGCCTAGAGGECTGGACTGGACCCCTCT
CFACGG”“CCTGTCTCCACCAGC“GCTP CTCAGCCCCAGGGGCCCGTCCTCTGCTACCACCGGATGCCT
TGTCCCTGGGCLCTGGGCCCTGTGACGGGAACCCGTGTGCCAATGGAGGCAGCTGTAGTGAGACATCCCAGSG
TCCTTTGAATGCACCTGCCCGCGTGGEETTCTACGGGCTGCGETGTGAGEGTGAGCGGGGTGACATGTGCAG
ATGGACCCTGCTTCAACGGCGGCTTGTGTGTCGGGGGTGCAGACCCTGACTCTGCCTACATCTGCCACT
CCCACCCGGTTTCCAAGGCTCCAACTGTGAGAAGAGGGTGGACCGGETGCAGCCTGCAGCCATGCCGCAAT
GGCGGACTCTGCCTGGACCTGGGCCACGCCCTECGCTGCCECTGCCGCELCEGGLCTTCECEGGGETCCTCGLT
GCGAGCACGACCTGGACGACTGCGCGGGCCGCGCCTGCGCTAACGGCGGCACGTGTGTGGAGGGCGGLGS
CGCGCACCGCTGUTCCTGCGLECTGGGECTTCEGCGEGELCGCGACTGCCGCGAGCGCGCGGACCCGTGCGLT
GCGCGCCLCCTGTGCTCACGGCGGCCGCTGCTACGCCCACTTCTCCGGCCTCGTCTGCGCTTGCGCTCCCG
GCTACATGGGAGCGCGGTGTGAGTTCCCAGTGCACCCCGACGGCGECAAGCGLCTTGLCCGCEGLCCCELe
GGGCCTCAGGCCCGGGGACCCTCAGCGCTACCTTTTGCCTCCGGELTCTGGGACTGCTCGTGGLCCGLGGEEL
GTGGCCGGCGCTGLCGCTCTTGCTGGTCCACGTGCGCCGCCETGGCCACTCCCAGGATGCTGGGTCTCGCT
TGCTGG"TGGCAVCCPUFACVCG““7 TCCACGCACTCCCGGATGCACTCAACAACCTAAGGACGCAGGA
GGGTTCCEGGGATGGTCCGAGCTCGTCCGTAGATTGGAATCGCCCTGAAGATGTAGACCCTCAAGGGATT
TATGTCATATCTGCTCCTTbthCTdCGCTCC GAGGCCTGACGCGTCTCCTCCATCCGCACCTGGAGTC
AGAGCGTGGATTTTTGTATTTGCTCGGTGGTGCCCAGTCTCTGCCCCAGAGGCTTTGGAGTTCARATCTTG
AAGGGGTGTCTGEGCGGAACTTTACTGTTGCAAGTTGTAAATAATGGTTATTTATATCCTATTTTTTCTCA
CCCCATCTCTCTAGAAACACCTATARAAGGCTATTATTGTGATCA
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>NP_982353.1 delta-like protein 3 isciorm 2 precursor [Homo sapiens] (3EQ
ID NO: 31)
MVSPRMSGLLSQTVILALIFLPGTRPAGVEFELOIHSEGPGPGPGAPRSPCSARLPCRLFFRVCLKPGLSE
EAAESPCALGAALSARGPVYTEQPGAPAPDLPLPDGLLOVPFRDAWPGTFSFITIETWREELGDOIGGPAW
SLLARVAGRRRLAAGGPWARDIQRAGAWELRFSYRARCEFPPAVGTACTRLCRPRSAPSRCGPGLRPCAPL
EDECEAPLVCRAGCSPEHGFCEQPGECRCLEGWTGPLCTVRPVSTSSCLSPRGPSSATTGCLVPGEGERECDG
NPCANGGSCSETPRSFECTCPRGEFYGLRCEVSGVTCADGPCEFNGGLCVGGADPDSAYICHCPPGEFQGSNC
BEXRVDRCSLOPCRNGGLCLDLGHALRCRCRAGFAGPRCEHDLDDCAGRACANGGTCVEGGGAERCICALG
FGGRDCRERADPCAARPCAHGGRCYAHFSGLVCACAPGYMGARCEFPVHPDGASALPAAPPGLRPGLPQR
YLLPPALGLLVAAGVAGAALLLVHVRRRGHSODAGSRLLAGTPEPSVHALPDALNNLRTQEGSGDGPSSS
VDWNRPEDVDPQGIYVISAPSIYAREA



