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(57) Abstract: Provided are a method and a device for determining fetal nucleic acid concentration in the blood of a pregnant woman.
The method comprises: (1) determining first genotype information based on a comparison of the sequencing data with at least a portion
of the reference genome, wherein the sequencing data comes from a nucleic acid sample of the blood of a pregnany woman; (2) using
linkage disequilibrium, performing correction on the first genotype information based on the reference data, so as to obtain second
genotype information; and (3) determining the fetal nucleic acid concentration based on the difference between the first genotype
information and the second genotype information.
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