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Predict, using a first sub-model, a first value for the
estimated percentage of RNA from the first cell
type, using the first expression data as input.
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Predict, using a second sub-model, a second value for
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expression data, the simulated RNA expression
data including first RNA expression data for first

genes associated with a first cell type and second
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404

Generating, using a first non-linear regression model of

one or more non-linear regression models, and the first

RNA expression data, an estimated percentage of RNA
from the first cell type

~ | Updating parameters of the first non-linear regression
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first cell type

~| Outputting the trained plurality of non-linear regression
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